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Primer Product Annealing Primer sequence (Sense/Antisense)

®p) fare(’C) .
amiw s Jmodcgsmemer
cams W SOCHGceeGy
Col4A1 108 49 fcaac:ﬁzmuamgrcgmnc 3"
cams o ws  TAOMCMTGACCACAMO0
cami e gSAemomscciccs
v s oms  gsoEcscacaecs
18RNA 150 53 5-GTAACH TT- ’,I

Abbreviations: Col 1A1, Colagen Type 1 al chain; Col 1A2, Colagen Type 1 a2 chain; Col
a1, C\ingypelulchm,ColMZCdgm'l’yp4ﬂuhm;CulSAl Colagen Type 3
al chain, TGFBL, B1; 18RNA, 18S ribosomal RNA-






