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Summary 

Elevated free fatty acids (FFA) are a feature of ageing and a risk factor for metabolic disorders such as 
cardiovascular disease (CVD) and type-2 diabetes (T2D).  Elevated FFA contribute to insulin 
resistance, production of inflammatory cytokines and expression of adhesion molecules on immune 
cells and endothelial cells, risk factors for CVD and T2D. 

Molecular mechanisms of FFA effects on monocyte function and how FFA phenotype is affected by 
healthy ageing remain poorly understood.  This thesis evaluated the effects of the two major FFA in 
plasma, oleate and palmitate on monocyte viability, cell surface antigen expression, and 
inflammatory activation in THP-1 monocytes. 

Palmitate but not oleate increased cell surface expression of CD11b and CD36 after 24h, independent 
of mitochondrial superoxide, but dependent on de novo synthesis of ceramides.   

LPS-mediated cytokine production in THP-1 monocytes was enhanced and decreased following 
incubation with palmitate and oleate respectively.  In a model of monocyte-macrophage 
differentiation, palmitate induced a pro-inflammatory macrophage phenotype which required de 
novo ceramide synthesis, whilst oleate reduced cytokine secretion, producing a macrophage with 
enhanced clearance apoptotic cells.   

Plasma fatty acid analysis in young and mid-life populations revealed age-related increases in both 
the SFA and MUFA classes, especially the medium and very long chain C14 and C24 fatty acids, which 
were accompanied by increases in the estimated activities of desaturase enzymes.  Changes were 
independently correlated with increased PBMC CD11b, plasma TNF-α and insulin resistance.   

In conclusion, the pro-atherogenic phenotype, enhanced LPS responses in monocytes, and pro-
inflammatory macrophage in the presence of palmitate but not oleate is reliant upon de novo 
ceramide synthesis.  Age-related increases in inflammation, cell surface integrin expression are 
related to increases in both the MUFA and SFA fatty acids, which in part may be explained by altered 
de novo fatty acid synthesis.  
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1 Chapter 1: Introduction 

1.1 Lipids 

 

Lipids consist of a large group of organic compounds which have been categorised into 8 different 

classes (Fahy, Subramaniam et al. 2005) and encompass fatty acids, glycerolipids, 

glycerophospholipids, sphingolipids, sterol lipids, prenol lipids ,  saccharolipids and polyketides.  

Glycerolipids are lipids which contain glycerol including the monoacylglycerols, diacylglycerols, and 

triacylglycerides, with and glycosylglycerols i.e. compounds which have 1 or more sugar residue.  The 

fatty acid lipid class are incorporated into blood lipids, fat deposits, and within membranes.  They are 

essential building blocks of more complex lipids such as triglycerides, sphingolipids (SLS) and 

phospholipids.The formation of three ester bonds between a carboxylic acid (on fatty acids) and an 

alcohol (on glycerol) yields a triacylglyceride or triglyceride (TG).. TGis the most prevalent lipid in 

tissues, consisting of a glycerol backbone attached to 3 fatty acyl groups (see figure 1.1).   

 

Figure 1.1: Triglyceride structure: 

Glycerol backbone with three fatty acids attached by three ester bonds constitute a triglyceride 
molecule. 

 

Glycerophospholipids are often referred to as phospholipids, being a major constituent of cell 

membranes e.g. phosphatidycholine, with a choline moiety attached to a phosphate providing a 

hydrophilic character suited for this purpose.  Additionally these molecules serve as anchorage sites 

for both intracellular and exofacial proteins and may be metabolised to perform second messenger 

functions. 

SLS share a common feature of a sphingoid base synthesised from serine and a long chain-fatty acyl-

CoA.  SLS can be converted into ceramides, phosphosphingolipids, and glycosphingolipids.  The fatty 
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acid palmitate is the primary fatty acid used for sphingolipid synthesis conjugating to the sphingoid 

base, although other fatty acids of carbon length 14-26 can also be utilised.   

Sterols are a group of lipids which share a common 4 ring structure with a hydrocarbon side chain 

and an alcohol group; the most common mammalian sterol is cholesterol which is an important cell 

membrane component.  The sterols also include steroids such as estrogen and androsterone, 

glucocorticoids and mineralocorticoids. 

Prenol lipids are synthesised from 5-carbon precursor’s isopentenyl disphosphate and dimethlyallyl 

diphosphate in the mevalonic acid pathway.  These compounds are known as simple isoprenoids, 

with successive addition of 5-carbon units generating polyterpenes.  Simple isoprenoids include the 

carotenoids .e.g. vitamin A and tocopherols.  Saccharolipids are fatty acids directly linked to a sugar 

backbone and they are highly localised in cell membrane bilayers, an example being the acylated 

glucosamine precursors of lipid A of lipopolysaccharides.   

Polyketides are produced from the polymerization of acetyl and propionyl units by enzymes 

homologous to fatty acid synthases; they can further be modified by methylation, glycosylation, and 

oxidation performing functions such as virulence detection, with a diverse array of therapeutic 

applications (Hertweck 2009).       

The physiological functions of fatty acids are primarily as a source of energy, as components of cell 

membranes and as second messengers.  To act as a fuel source, fatty acids are first degraded with 

the successive removal of 2-carbon acetyl groups which bind the CoA derived from the active thiol on 

coenzyme A.  The acetyl-CoA then enters the tricarboxylic acid cycle in the mitochondrial matrix 

undergoing oxidation to yield carbon dioxide and water, with the electrons extracted and passed 

onto co-factors (NAD+/NADH or FAD/FADH2). Electrons from NADH and FADH2 enter the electron 

transport chain to generate energy in the form of adenine triphosphate. Several respiratory 

components, including flavoproteins, iron-sulphur clusters and ubisemiquinone, are capable of 

transferring one electron to oxygen and indeed most steps in the respiratory chain involve single-

electron reactions, further favouring the monovalent reduction of oxygen to form superoxide anion 

radicals as a by-product.While this is relatively inert, superoxide is an important precursor for more 

reactive and potentially damaging reactive oxygen and nitrogen species (Turrens 2003).  Normally, 

intracellular peroxides are scavenged by cellular glutathione, however, if oxidant production exceeds 

scavenging capacity, oxidative stress ensues (Sies and Cadenas 1985). 

Phospholipids and glycolipids are major constituents of the cell membrane lipid bilayer.Different 

subclasses of fatty acids within the phospholipids and glycolipids impart differing effects on 
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membrane fluidity and subsequently membrane receptors.Higher saturation within the membrane 

reduces fluidity and reduces receptor numbers and the inverse is true of higher unsaturation in the 

membrane (Kalish, Fallon et al. 2012).  Fatty acids can also serve as precursors to bioactive lipids such 

as eicosanoids and prostanoids which can have anti- and pro-inflammatory effects. 

1.2 Fatty acid structure 

 

Fatty acids (FA) are chains of methylene groups linked together by carbon-carbon bonds terminating 

with a carboxylic acid group; the nature of these bonds and chain length defines the lipid class and 

properties. 

The extent of unsaturation (presence of carbon-carbon double bonds) is variable; FAs containing a 

single double bond are named as monounsaturated fatty acids (MUFA), those with more than one 

double bond classified as polyunsaturated fatty acids (PUFA); and those which do not possess double 

bonds called saturated fatty acids (SFA). 

FAs are named by counting the number of carbons from the carboxylic acid group, and by the 

position of the double bonds with the denotation C: D (C represents the length of carbons and D 

represents the number of double bonds).  Double bond position is denoted with the ‘n minus’ system 

followed by the location of the double bind from the methyl end of the fatty acid; this system is often 

used interchangeably with the omega system in place of ‘n-‘, for example C18:3n6 or C18:3Ω6. 

The saturated FA class is typically categorised further by length into short (4-6 carbons), medium (8-

12 carbons), long (14-20 carbons) and very long chain (>20 carbons); whilst the monounsaturated 

fatty acids are divided into short (<19 carbons), long chain (20-24 carbons) and very long chains (>24 

carbons). 

The degree of saturation affects basic physical properties of FAs with the SFAs having higher melting 

points than their monounsaturated fatty acid counterparts.  This is due to the double bond causing a 

‘kink’ which prevents tighter packing compared to saturated fatty acids, therefore less energy is 

required to disrupt weak interactions between molecules allowing for a liquid state at room 

temperature. 

Physiologically, the two main fatty acids are the SFA palmitate and the MUFA oleate, which 

constitute 60% of total fatty acids in tissues and blood.  Whilst physical differences are noted 

between these two fatty acids, their metabolism and handling are considered to be broadly similar 

although regulatory control and enzyme affinity for substrates may differ (Bell and Coleman 1980). 
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1.3  Dietary lipid absorption, transport, metabolism and circulation to tissue 

 

Digestion of lipids begins in the mouth with mastication and hydrolysis first by lingual lipase followed 

by gastric lipase in the stomach and the duodenum.  In the duodenum, the presence of lipids 

stimulates both the gall bladder and pancreas to release bile and pancreatic juice, with the former 

emulsifying lipids for lipase action.  The enzyme pancreatic lipase will act upon TG, specifically at the 

sn-1 and sn-3 positions to release free fatty acids (FFA), with the remaining sn-2 undergoing non-

enzymic conversion to mono-acylglycerol under the alkaline conditions of the small 

intestine(Brownlee, Forster et al. 2010). 

In a stepwise fashion diacylglycerols, monoacylglycerol and FFA are generated, with the enzyme 

pancreatic lipase being more efficient at targeting TG with short or medium chains; the degree of 

unsaturation has a minimal impact on these processes.  Long chain fatty acids emulsified with bile 

salts can enter the enterocyte by simple diffusion. 

Within the enterocyte, the fatty acids are transported to the endoplasmic reticulum by fatty acid 

binding protein, and at this organelle are activated to a FA-acyl-CoA by acyl-CoA synthase.  In order 

for FA to be transported around the body or stored they require conversion into more complex lipids.  

For FA this involves conversion into triglycerides by either the monoacylglycerol pathway (intestines) 

or the sn -glycero-3-phosphate pathway (liver and adipose tissue).  The former involves the 

sequential esterification of FA with monoacylglycerol, to form diacylglycerol and finally TG, with the 

aid of acyl-CoA synthetase, monoacyglycerol acyltransferase, and diacylglyceroltransferase (DGAT1).   

 

The TGs are bound to specific apoproteins to form chylomicrons processed in the Golgi apparatus; 

the newly synthesised TGs are transported into the bloodstream via the lymph vessels with the 

hydrophobic lipid core shielded by apoproteins which permit transport and recognition by specific 

receptors. 

Circulating chylomicrons can be hydrolysed by cell surface lipoprotein lipase associated with the 

capillary endothelium.  Released FFA and glycerol are freely able to cross endothelial cell 

membranes, with a portion of the FFA binding to albumin or are transported by protein facilitated 

mechanisms.  Particle remnants from chylomicron catabolism consist of mainly ApoE, some 

cholesterol and TGs which return to the liver.  At the liver, the ApoE is recycled to produce very low 

density lipoprotein (VLDL), the primary transporter of TGs. 
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TG hydrolysis within VLDL leads to the formation of intermediate and subsequently low density 

lipoproteins (LDL).  LDL is primarily concerned with the transport of cholesterol, with high density 

lipoprotein (HDL) playing a crucial role in transporting a majority of cholesterol from the periphery to 

the liver for processing, and is responsible for transfer of cholesterol to VLDL via cholesterol ester 

transfer protein (CETP). 

Released fatty acids are transported into the cell via fatty acid transport protein or fatty acid 

translocase (FATP or FAT/CD36), where they are either utilised as an immediate energy source and 

undergo oxidative phosphorylation, or as an energy store through triglyceride synthesis or for 

membrane biosynthesis through the synthesis of sphingolipids. 

1.4 Metabolism of fatty acids in the mitochondria 

 

Mitochondria are the energy generating organelles of the cell, able to oxidise substrates such as 

glucose and fatty acids to produce high energy phosphate molecules like ATP.  Glucose metabolism is 

initiated with glycolysis, through phosphofructokinase 1 the substrate is metabolised to pyruvate 

which is then oxidised in the mitochondria.  Entering mitochondria through the mitochondrial 

pyruvate carrier, pyruvate dehydrogenase converts the molecule to acetyl-CoA which then enters the 

tricarboxylic acid cycle (TCA).   

Prior to fatty acid metabolism in the mitochondria, a CoA group is added to the fatty acid to produce 

fatty acyl-CoA by fatty acid CoA synthetase (FACS).  The long chain acyl-CoA is converted to a long 

chain acylcarnitine by carnitine palmitoyl transferase 1 (CPT1), and carnitine acylcarnitine translocase 

(CAT) transports this molecule along the inner mitochondrial membrane, where CPT2 converts it 

back into an acyl-CoA.  The long chain acyl-CoA undergoes β-oxidation. 

β-oxidation consist of four enzyme reactions whereby the long-chain fatty acyl-CoA is shortened 

progressively releasing 2 carbon acetyl-CoA units at each of the four steps.  A full cycle involves the 

dehydrogenation of an acyl-CoA ester yielding trans-2-enoyl-CoA, hydration of the double bond, the 

L-3-hydroxy-acyl-CoA is dehydrogenated to 3-keto-acy-CoA, with the final step involving thiolytic 

cleavage producing a two carbon shortened acyl-Coa and an acetyl-CoA group, with one 

nicotinamide adenine dinucleotide (NADH) and one flavin adenine dinucleotide (FADH2) as electron 

carriers.  The acyl-CoA re-enters β-oxidation, whilst the acetyl group enters the TCA, with the 

electron carriers entering the electron transport chain (Houten and Wanders 2010). 

The electron transport chain is the principal site in mitochondria of oxidative phosphorylation.  The 

system forms the basis of ATP production and consists of five complexes NADH dehydrogenase 
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(complex I), succinate dehydrogenase (complex II), cytochrome c reductase (complex III), cytochrome 

c oxidase (complex IV) and ATP synthase (complex V).  Within the inner mitochondrial these 

complexes transport electrons from the reduced NADH and FADH2 to molecular oxygen.  Complexes I 

and II transfer electrons from the reduced carriers to ubiquinone.  Complex III transfers electrons 

from ubiquinol to cytochrome c, and complex IV transfers electrons from this to molecular oxygen.  

These four complexes couple electron transport to a proton gradient which is utilised by complex V 

to catalyse the addition of a phosphate group to ADP to generate ATP (Boekema and Braun 2007). 

1.5 De novo fatty acid synthesis 

 

Fatty acids do not only originate from dietary sources but can originate endogenous through de novo 

synthesis.  Fatty acids can be produced from excess carbohydrates involving their breakdown into 2 

carbon acetate units.  These units as acetyl-CoA are subsequently carboxylated with bicarbonate to 

generate malonyl-CoA under the enzymatic activity of acetyl-CoA carboxylase (ACC).  The malonyl-

CoA is progressively combined with further acetyl-CoA units by fatty acid synthase enzyme complex 

(FAS), and further units are added to produce C16 saturated fatty acid palmitate (Ratnayake and Galli 

2009). 

Once released from by FAS, palmitate is further metabolised by elongation and desaturation 

processes to generate fatty acids.  There are various isoforms of both the desaturase and elongase 

enzymes and they work at various stages of the process of de novo synthesis.  In the synthesis of 

saturated fatty acids, Elovl6 elongates saturated fatty acids ranging with 12-16 carbons to a length of 

18 carbons (Guillou, Zadravec et al. 2010).  The process of elongation is achieved through the 

condensation of an acetyl-CoA and malonyl-CoA with a subsequent reduction step to generate β-

hydroxyacyl-CoA.  Dehydration results in an enoyl-CoA which is reduced to complete the elongation 

step.  Stearate can be elongated further by Elovl1, Elovl3 and Elovl7 to produce arachidic acid (C20:0), 

with these enzymes capable of further elongation up toward vary long chain fatty acids i.e. >C20:0. 

Desaturation occurs at the n-7 (Δ7) position of the carbon chain of palmitate, or at the n-9 (Δ9) 

position of palmitate and stearate generating palmitoleic and oleic acids respectively by the Δ9 

desaturase, commonly referred to as stearoyl-CoA desaturase 1 (SCD-1).  The n-7 fatty acids can be 

subject to elongation by Elovl6 and Elovl5.  The n-9 fatty acids are subject to elongation by Elovl3 

generating C20:1, C22:1, and C24:1, the final reaction being terminal in the production of 

monounsaturated fatty acids.  In the absence of n-3 and n-6 fatty acids which cannot be synthesised 

are required in the diet, oleic acid can be subject to desaturation by Δ6 desaturase to produce the n-

9 family of polyunsaturates (Ratnayake and Galli 2009, Guillou, Zadravec et al. 2010) (figure 1.2). 
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Figure 1.2: De novo fatty acid synthesis: 

Fatty acid synthesis requires the elongase enzymes Elovl1, Elovl3, Elovl5, Elovl6 and Elovl7, in 
addition to the desaturation enzymes stearoyl-CoA desaturase-1 (SCD-1), Δ6 desaturase (Δ6D).  Fatty 
acid synthase (FAS) generates the saturated fatty acid palmitate, and the activity of elongase and 
desaturase enzymes generates various fatty acids. 

 

Essential fatty acids namely linoleic and α-linoleic acids cannot be synthesised as mammalian enzyme 

systems cannot introduce double bonds beyond the Δ10 carbon and the terminal methyl end, whilst 

in other animal and plants can introduce double bonds at Δ12 and Δ15 can be produced.  Linoleic and 

α-linoleic acid are referred to as Ω-6 and Ω-3 polyunsaturated fatty acids respectively, and the 

conversion into longer and more desaturated fatty acids is required for eicosanoid synthesis 

(Ratnayake and Galli 2009, Guillou, Zadravec et al. 2010).  The pathways of the Ω-6 and Ω-3 

metabolism are independent without any convergence and are summarised below (figures 1.3). 
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Figure 1.3: Synthesis of essential fatty acids from dietary sources 

1.6 FFA are converted into TGs for energy storage 

 

In the liver and adipose tissue the sn-glycero-3-phosphate pathway mediates TG synthesis which 

occurs in the rough endoplasmic reticulum.  This process involves the direct addition of fatty acyl 

groups to sn-glycerol phosphate by glycerol-3-phosphate transferase (GPAT) to produce 

lysophosphatidic acid, which is acylated further to produce phosphatidic acid.  A phosphate group is 

removed from the acid by phosphatidic acid phosphohydrolase (PAP) to yield a diacylglycerol, which 

is then acylated a final time to yield triacylglycerol or TG by diacylglyceroltransferase (DGAT). 
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Adipose tissue consists of mature adipocytes, connective tissue, non-adipocyte cells, vascular and 

neural tissue, with the non-adipocyte cell fraction consisting of macrophages, preadipocytes and 

fibroblasts.  The mature adipocytes show variations in functional characteristics depending upon the 

site.   

The visceral adipose depot is situated around the central organs withinthe abdomen and in the 

subcutaneous tissue above the central organs; in contrast main sites of subcutaneous adiposity are 

situated around the femoral-gluteal region and back, with up to 80% of body fat situated in these 

stores with the remainder from visceral stores (Wajchenberg 2000). 

Adipocytes are considered lipid sinks storing free fatty acids as triglycerides, with smaller adipocytes 

capable of buffering against rapid increments in circulating FFAs. However, as adipocytes become 

larger they become dysfunctional.  Subcutaneous adipose tissue (ScAT) contains small adipocytes 

which are generally more insulin sensitive  having a greater FFA storage capacity, in contrast to 

visceral adipose tissue (VAT) which is primarily formed of large adipocytes which are insulin resistant, 

hyperlipolytic and resistant to the anti-lipolytic effect of insulin (Misra and Vikram 2003). 

The degree of innervation and vascular supply to the adipose tissues appears to differ by site with 

the VAT having greater levels than that of ScAT (Ibrahim 2010).  The expression of androgen and 

oestrogen receptors are increased in VAT and ScAT respectively (Mizutani, Nishikawa et al. 1994, 

Pedersen, Hansen et al. 1996, Bjorntorp 1997, Freedland 2004).  Adrenergic receptor expression is 

higher in VAT compared to ScAT with elevated β3 adrenergic receptors particularly prominent (Arner, 

Hellstrom et al. 1990, Hellmer, Marcus et al. 1992, Krief, Lonnqvist et al. 1993, Imbeault, Couillard et 

al. 2000). 

A consequence of the increased innervation coupled with the greater expression of adrenergic 

receptor expression recorded in VAT compared ScAT there is an increased rate of basal lipolysis and 

metabolic rate (Lemieux and Despres 1994, Arner 1995), which in abdominally obese individuals has 

been observed as elevated FFA release (Freedland 2004).  The increased FFA release by the visceral 

adipose depot leads to greater FFA exposure of the liver through venous blood derived from these 

sites draining into the portal vein, which is in contrast to the subcutaneous adipose depots where 

they principally drain into the systemic veins therefore diluting exposure of tissues to FFA (Marin, 

Andersson et al. 1992, Jensen 1997, Jensen 1997, Montagne and O'Rahilly 2000, Freedland 2004).  A 

recent paper by Baglioni et al. described that the differences between the two adipose depots and 

the behaviour and characteristics of their respective adipocytes can be explained by differences in 

the respective adipocyte stem cells (Baglioni, Cantini et al. 2012), with the expression of genes 
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concerned with lipolysis and insulin signalling in stem cells reflecting that observed in a mature 

adipocyte. 

The differences in the characteristics and functional nature of the visceral and subcutaneous 

adipocytes may aid in explaining the increase in metabolic disease and disorder risk associated with 

elevated visceral adiposity at these sites. 

1.7  Membrane lipid synthesis and their metabolism to eicosanoids and ceramides 

 

As described above, fatty acids are important precursors in the production of more complex lipids for 

cell membranes.  The main site of glycerophospholipids, sphingolipids and sterols lipid synthesis is 

the endoplasmic reticulum. 

Glycosphingolipids are the most abundant class of membrane lipids, and their synthesis begins in the 

ER with the acylation of glycerol-3-phosphate to form phosphatidic acid, and subsequently a polar 

head is added commonly serine, choline or ethanolamine.  The addition of a choline group from CDP-

choline to a diacylglycerol molecule produces phosphatidylcholine by CDP-choline:1,2-diacylglycerol 

cholinephosphotransferase, which is the most abundant (Blom, Somerharju et al. 2011), closely 

followed by the formation of phosphatidylethanolamine which is formed by the transfer of 

phosphoethanolamine from CDP-ethanolamine to diacylglycerol by CDP-ethanolamine:diacylglycerol 

ethanolaminephosphotransferase (Vance 2008).  Phosphatidlyserine is formed through the transfer 

of the choline or ethanolamine polar head group in exchange for the serine by phosphatidylserine 

synthase. 

Cholesterol is a major structural lipid of cell membranes, being particularly enriched at the plasma 

membrane.  All cells are capable of synthesising cholesterol using acetate as a carbon source (derived 

from the breakdown of carbohydrates). The rate limiting step catalysed by hydroxymethylglutaryl 

CoA reductase (HMG CoA reductase) produces mevalonate and six further enzymes convert this 

compound into squalene.  Committed cholesterol synthesis is undertaken by the enzyme squalene 

oxidase utilising molecular oxygen to generate lanosterol, a cyclic intermediate.  The synthesis 

pathway requires a further 20 enzymes in either the Bloch or the Kandutsch-Russell pathway (Bloch 

1992) to produce cholesterol.  

Sphingolipids are typically found enriched at the cell membrane, and within this class the 

glycosphingolipids and sphingomyelin are particularly important structural lipids.  These lipids 

participate in the formation of lipid rafts, membrane domains which can influence the function and 

distribution of membrane proteins (Coskun and Simons 2010).  Precursors and less abundant 
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sphingolipids such as ceramides and sphingosine have important roles to play in intracellular 

signalling (Hannun and Obeid 2008, Hannun and Obeid 2011). 

The first step in the synthesis of sphingolipids begins with the condensation of serine and palmitoyl-

CoA under the action of serine palmitoyl transferase (SPT) producing 3-dehydrosphinganine which is 

then reduced to sphinganine under the action of 3-dehydrosphinganine reductase (Futerman and 

Riezman 2005, Sabourdy, Kedjouar et al. 2008).  Sphinganine is then acylated under the activity of 

ceramides synthase to form dihydroceramide (Lahiri and Futerman 2007)with an acyl chain that will 

vary according the carbon chain length and unsaturation, which imparts variability on the 

sphingolipid generated.  A desaturase will convert the dihydroceramide into a ceramide.  This 

compound is the first to contain a sphingosine backbone, and is therefore considered central in the 

synthesis of other sphingolipids. 

Further metabolism of ceramides can yield other sphingolipids through the addition of polar head 

groups or the exchange or removal of acyl groups.  Newly synthesised ceramides are primarily 

utilised for synthesis of sphingomyelin and glycosphingolipids (Tafesse, Ternes et al. 2006).  

Sphingomyelin is the major sphingolipid of the plasma membrane with synthesis occurring at the 

endoplasmic reticulum and further processing in the Golgi apparatus.  Ceramides are synthesised at 

the endoplasmic reticulum and are transported by ceramide transport protein (CERT) to the  

 

Figure 1.4: Overview of ceramide and complex sphingolipid synthesis and metabolism 
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cisternae of the Golgi where sphingomyelin synthase 1 (SMS1) converts ceramide to sphingomyelin 

(Hanada, Kumagai et al. 2009).  Glycosphingolipid synthesis occurs also in the Golgi, beginning with 

the addition of a glucosyl moiety to the ceramide.  The newly formed glucosylceramide is 

translocated to the luminar face of the Golgi for more complex glycosphingolipid synthesis (Blom, 

Somerharju et al. 2011).  Furthermore the addition of a phosphate or phosphocholine group to 

ceramide can result in the formation of ceramide-1-phosphate. 

Sphingolipids are readily recycled via salvage pathways.  The breakdown of sphingolipids occurs in 

acidic organelles such as late endosomes and lysosomes (Kolter and Sandhoff 2005).  Exohydrolases 

catalyse stepwise release of monosaccharides leading to the generation of ceramide, with 

sphingomyelin ultimately converted to ceramide also by acid sphingomyelinase (Riboni, Prinetti et al. 

1994).  Ceramides generated by these processes can ultimately be degraded further by acid 

ceramidase to form sphingosine and free fatty acids which are released by the acidic organelles into 

the cytoplasm (Riboni, Bassi et al. 1998).  The long chain sphingolipids released can re-enter 

pathways of lipid synthesis, the latter generated via the activity of sphingosine kinases (Baumruker, 

Bornancin et al. 2005).   

Beyond their roles as structural lipids, sphingolipids also perform important cellular signalling 

functions.  For example, ceramides play roles in modulating whole body metabolism (Bikman and 

Summers 2011), with further roles in pathological conditions such as cardiovascular disease and non-

alcoholic fatty liver disease have been extensively examined (Alewijnse and Peters 2008, Pagadala, 

Kasumov et al. 2012).  Fatty acids can generate other lipids such as eicosanoids which play important 

roles in inflammation. 

Eicosanoids, which encompass prostaglandins, leukotrienes and lipoxins, are intra- and inter-cellular 

signalling molecules which are generated primarily by the oxidation of arachidonic acid, a 

polyunsaturated fatty acid, but also from eicosapentaenoic acid and dihomo-γ-linoleic acid (Levin, 

Duffin et al. 2002, Wada, DeLong et al. 2007).  These lipids exert control of many aspects of immunity 

such as cytokine production, antibody recognition, proliferation and migration, with a majority of 

eicosanoids produced by immune cells such as dendritic cells, neutrophils, and macrophages.   

The synthesis of eicosanoids, like that of ceramides, is dependent upon the availability of a fatty acid, 

namely arachidonic acid.  Cellular responses to hormones, cytokines or growth factors can trigger 

release of arachidonic acid (AA) by phospholipase A2 (PLA2).  The metabolism of AA occurs via three 

pathways the P-450 epoxygenase, cyclooxygenase (COX), and lipoxygenase (LOX) pathways. 
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The P-450 epoxygenase pathway produces hydroxyeicosatetraenoic acids (HETE) and epoxides, 

whilst the LOX pathway generates hydroxyperoxyeicosatetranoic (HPETE) acid and HETE.  The COX 

pathway generates PGG2 and PGH2.  Theses metabolites are metabolised further to prostaglandins, 

prostacyclins and thromboxanes in the COX pathway, leukotrienes and lipoxins in the LOX pathway 

and HETEs and epoxides from the cytochrome P-450 pathway.  Eicosanoid products have multiple 

immunomodulatory roles (Harizi, Corcuff et al. 2008).  For example macrophages have been 

demonstrated to be an important source of eicosanoids (Back 2007) with production of PGs having 

an autocrine effect on TNF-α.  Resolvins are a class of anti-inflammatory molecules produced from Ω-

3 fatty acids e.g. docosahexaenoic acid and eicosapentaenoic acid, in the LOX pathway.  These 

molecules resolvin D1 and resolvin E1 are involved in reducing both pain and inflammation in animal 

models and humans (Ji, Xu et al. 2011) 

1.8  Hormonal control of lipid metabolism 

 

Fatty acids are important in the production of structural lipids such as sphingolipids, the production 

of intercellular signalling molecules such as eicosanoids and intracellular signalling molecules such as 

ceramides.  The production of these lipids is dependent upon the availability of fatty acids, and this is 

governed by a balance between rates of lipolysis and storage of free fatty acids in adipocytes and 

tissues such as skeletal muscle.   

The storage of free fatty acids as triglycerides provides an energy reserve in times of fasting or 

exercise when energy is scarce through lipolysis, however a dysregulation in lipolysis may lead to 

metabolic abnormalities, with a reduction in lipolysis leading to the accumulation of TG and 

therefore obesity, conversely excessive lipolysis such as that observed in lipodystrophies are 

associated with a loss in adipose TG stores coupled with elevated circulating free fatty acids.  Such 

abnormalities are associated with insulin resistance; highlighting the importance regulating lipolysis. 

In adipocytes, TG is stored in the form of cytosolic lipid droplets.  Lipolysis of these lipid droplets 

requires the enzymes adipose triglyceride lipase (ATGL) and hormone sensitive lipase (HSL).  Three 

consecutive steps convert TG into glycerol and free fatty acids, the first step involves the breakdown 

of TG by ATGL into diacylglycerol (DAG), followed by the breakdown of DAG by HSL to 

monoacylglycerol (MG) and subsequently monoacylglycerol lipase to hydrolyse MG (Chaves, Frasson 

et al. 2011) 

In the fed state there is a necessity to store lipids and the most potent anti-lipolytic hormone is 

insulin.  The effect of inhibiting lipolysis by insulin is achieved through insulin signalling through the 
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IRS-1 receptor activating phosphatidylinositol-3-kinase and phosphodiesterase 3B, which hydrolyses 

cAMP to AMP and loss of cAMP inhibits lipolysis. Alternatively, the activation of protein phosphatase-

1 dephosphorylates HSL rendering it inactive and inhibits lipolysis (Zechner, Zimmermann et al. 

2012).   

Adiponectin is an adipokine which possesses insulin sensitising effects promoting energy storage.  

Studies in murine adipocytes demonstrate the ability of adiponectin to inhibit lipolysis through the 

inhibition of PKA mediated activation of HSL (Qiao, Kinney et al. 2011).  Anti-lipolytic receptors 

identified on human fat cells include A1-adenosine receptors, EP3-prostaglandin E2 receptors and 

neuropeptide Y/peptide YY receptors suggest that other hormones are also involved in exerting anti-

lipolytic activity (Chaves, Frasson et al. 2011, Lampidonis, Rogdakis et al. 2011). 

Lipolysis is tightly regulated by the opposing action of catecholamines and insulin.  Fat mobilisation is 

stimulated by catecholamines with the activation of β-adrenergic receptors coupled to Gαs proteins, 

the resulting increase in cyclic AMP, activation of protein kinase A (PKA) and phosphorylation of HSL.  

Activated HSL translocates from the cytoplasm to lipid droplets and catalyses lipolysis (Ahmadian, 

Wang et al. 2010). 

Leptin is capable of promoting the lipolysis of TG, through its leptin subtype B receptor (OB-Rb) 

activating the protein JAK2, leading to tyrosine receptor autophosphorylation.  This phosphorylated 

domain of the receptor provides a binding site for STAT proteins which translocate to the nucleus, 

induces an upregulation of ATGL mRNA and protein, and therefore lipolysis (Chaves, Frasson et al. 

2011).   

Other hormones stimulate lipolysis in a similar manner to catecholamines.  Atrial-natriuretic peptide 

(ANP) and B-type natriuretic peptide stimulate lipolysis through a cyclic GMP and protein kinase G 

pathway act on type A natriuretic peptide receptor which leads to the phosphorylation of HSL and 

lipolysis (Lafontan 2008). TNF-α released locally from adipocytes has been demonstrated to induce 

lipolysis in an autocrine manner. 

Whilst under tight regulatory control, elevated free fatty acid release from adipocytes can occur 

indisease states such as cardiovascular disease, diabetes(Bjorntorp 1990), and in ageing 

individuals(Pickart 1983), and increased circulating FFA concentrations are considered significant 

have pathological consequences. 
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1.9  Fatty acids, insulin resistance and cardiovascular disease 

 

Free fatty acids themselves have been suggested to bind to toll like receptors and induce signalling 

pathways in a range of cells (Fessler, Rudel et al. 2009) including macrophages, monocytes, 

endothelial cells and skeletal muscle cells.  Palmitate, being the most prevalent saturated fatty acid, 

has been demonstrated to induce insulin resistance in a wide range of cells.  Elevated release of 

palmitate associated with obesity, leads to adipocyte dysfunction primarily through the induction of 

apoptotic pathways via oxidative stress, endoplasmic reticulum stress and generation of the complex 

lipid ceramide with protein kinase C activation (Ajuwon and Spurlock 2005, Guo, Wong et al. 2007, 

Takahashi, Yamaguchi et al. 2008).  Insulin resistance is another feature of palmitate’s effect on 

adipocytes and may be due to a reduction in the levels of adiponectin, an insulin sensitising 

adipokine(Kim, De Wall et al. 2007, Xi, Qian et al. 2007). 

 

Different mechanisms have been postulated for palmitate mediated induction of insulin resistance 

with the formation of complex lipids e.g. ceramide and diacylglycerol (DAG) and modulation of PGC-

1α possibly being involved. An overview of insulin signalling is shown in figure 1.4. 

 

 
Figure 1.5: Insulin signalling pathway: 

Insulin signalling is initiated with the binding of insulin to the α subunits of the insulin receptor, 
which induces the phosphorylating activity of the β-subunits, inducing their autophosphorylation at 
tyrosine residues and on other associated substrates including the insulin receptor substrate (IRS) 
family an Shc.  These proteins interact with effector or adaptor proteins containing a Src homology 2 
domain (SH2).  The activated IRS proteins interact with the p85 subunit of PI-3K which generates 
phosphatidylinositol 3, 4, 5-triphosphate (PIP3).  The increase in PIP3 activates PDK1 which in turn 
phosphorylates and activates AKT/PKB, which leads to GLUT4 translocation to the membrane and 
increased glucose transport. 
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Saturated fatty acids which are not metabolised are stored as triglycerides or utilised in the 

production of ceramides, the former pathway leads to DAG accumulation which is an intermediate in 

TG formation (section 1.3).  In skeletal muscle of high fat diet fed rats(Yu, Chen et al. 2002), diabetic 

GK rats (Chibalin, Leng et al. 2008), and insulin resistant humans (Itani, Ruderman et al. 

2002)significant increases in DAG are observed. In murine models fed a high fat diet rich in SFA there 

is evidence of increased macrophage tissue infiltration which is known to impair insulin sensitivity 

(Reynoso, Salgado et al. 2003).  In mice, a high fat diet induced increases in adipose tissue mRNA and 

plasma levels of MCP-1, which lead to increased macrophage infiltration, and subsequently insulin 

resistance(Kanda, Tateya et al. 2006).  Lumeng et al. characterised the behaviour of these 

infiltratingmacrophages demonstrating a unique profile expressing high levels of IL-6(Lumeng, 

DeYoung et al. 2007), a pro-inflammatory cytokine known to induce insulin resistance in adipocytes 

(Xu, Barnes et al. 2003). 

 

The accumulation of DAG in the adipocytes leads to the activation of protein kinase C θ (PKC-θ) 

which desensitises adipocytes to insulin stimulation (Lobo and Bernlohr 2007, Su and Abumrad 

2009).  Activation of PKC-θ leads to the activation of the I-kappa-B kinase (IKK) and c-Jun N-terminal 

kinase pathways (JNK) pathways, resulting in the serine phosphorylation and degradation of the IRS-1 

complex, with a secondary effect of pro-inflammatory cytokine induction (Gao, Zhang et al. 2004).   

 

The elevation of intracellular DAG leads to the activation of the many isoforms of protein kinase C 

(PKC) such as PKCα, PKCδ, PKCθ, PKCε and PKCβ1 (Samuel, Petersen et al. 2010), although only PKCθ 

and PKCε are consistently linked to insulin resistance (Idris, Gray et al. 2001).  DAG activated PKC 

isoforms down-regulate insulin signalling through PKCθ phosphorylation of IRS-1 serine residues 

Ser301 (Samuel, Petersen et al. 2010), Ser302 and Ser307 (Werner, Lee et al. 2004). Their activation 

is mediated through the upstream activation of stress kinases IκBα kinaseβ (IKKβ) and c-Jun NH2-

terminal kinase (JNK), or can directly phosphorylate serine residues Ser1101 and Ser307 (Yu, Chen et 

al. 2002, Werner, Lee et al. 2004).  PKCε mediates serine phosphorylation at Ser636/639 of IRS-1  

(Mack, Ziv et al. 2008) in addition to direct association with insulin receptor which impairs its kinase 

activity (Ikeda, Olsen et al. 2001). 

 

The production of ceramides and sphingolipids is initiated by the rate limiting step of condensing 

palmitate with serine catalysed by SPT1.  In insulin-resistant animals (Turinsky, Osullivan et al. 1990, 

Powell, Turban et al. 2004), lipids-infused humans (Straczkowski, Kowalska et al. 2004), type 2 

diabetics (Haus, Kashyap et al. 2009)and mouse models of SFA diets (Frangioudakis, Garrard et al. 
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2010) ceramides accumulate within skeletal muscle cells.  Ceramides are now believed to modulate 

activity of protein kinase B/Akt.  In a variety of cells such as adipocytes, smooth muscle cells, skeletal 

cells mammary cells and nerve cells, defects in protein kinase/Akt pathway have been induced by 

ceramides (Holland and Summers 2008).  In fibroblasts it has been demonstrated that Akt/PKB 

translocation to the membrane is blocked (Stratford, DeWald et al. 2001), which in pericytes and 

smooth muscle cells is due to the activation of PKCζ (Bourbon, Yun et al. 2000), with similar findings 

in smooth muscle cells (Fox, Houck et al. 2007).  PKCζ associates with and phosphorylates the PH 

domain of PKB/Akt on a Thr34/Ser34 residue preventing translocation to the cell membrane where it 

would normally be activated in response to insulin (Powell, Hajduch et al. 2003, Powell, Turban et al. 

2004) in muscle cells, which has been demonstrated in rat aorta vascular smooth muscle cells (Fox, 

Houck et al. 2007).  Dephosphorylation of PKB/Akt is increased by ceramides and is mediated 

through the ceramide dependent activation of protein phosphatase 2A in myoblasts (Chavez, Knotts 

et al. 2003), nerve cells (Salinas, Lopez-Valdaliso et al. 2000), brown adipocytes (Teruel, Hernandez et 

al. 2001) and in astrocyte cells (Zinda, Vlahos et al. 2001). 

 

Ceramides promote retention of PKCζ and PKB/Akt in caveolin rich microdomains adjacent to the cell 

membrane.  Such domains are typically enriched with ceramides, cholesterol and sphingolipids (Fox, 

Houck et al. 2007).  Caveolae, and therefore microdomains, are particularly abundant in adipocytes, 

endothelial cells and muscle cells, thus it is plausible to suggest segregation of PKB/PKCζ in response 

to elevated ceramide can impair insulin signalling, demonstrated in both adipocytes and L6 myotubes 

(Hajduch, Turban et al. 2008).   

 

An alternate mechanism for the induction of insulin resistance in skeletal muscle is through a 

reduction in the activity of PGC-1α (Coll, Jove et al. 2006), mediated through an increased p38 

mitogen activate protein kinase (p38 MAPK) (Crunkhorn, Dearie et al. 2007).    PGC-1α is responsible 

for induction of mitochondrial gene expression with a subsequent increase in oxidative 

phosphorylation and insulin stimulated glucose uptake (Handschin and Spiegelman 2006) in tissues 

such as skeletal muscle, liver, adipose and the heart.  The metabolites of palmitate, DAG and 

ceramide appear to be the mediators of insulin resistance in skeletal muscle, with an increase in both 

associated with insulin resistance.   

 

Associated with the increase in intracellular SFA in tissues is accelerated β-oxidation, the elevated 

flux of FFA through the mitochondria results in an increase in co-factors such as NADH/FADH2 passing 

through the electron transport chain. This results in an increase in ROS production, which in itself is 
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described to induce insulin resistance in adipocytes (Lin, Berg et al. 2005).  An insulin resistant state 

(Urakawa, Katsuki et al. 2003) associates with elevated oxidative stress, and the elevation in ROS is 

inversely associated with glycaemic control (NouroozZadeh, Rahimi et al. 1997), with elevated 

superoxide anion radical production observed in the skeletal muscle of insulin resistant animals 

(Shiuchi, Iwai et al. 2004). 

 

In adipocytes and hepatoma cells, exposure to hydrogen peroxide reduced the IRS-1 protein content 

(Potashnik, Bloch-Damti et al. 2003), whilst exposure of vascular smooth muscle cells to angiotensin 

led to enhanced IRS-1 degradation, which could be ameliorated by catalase or anti-oxidants 

(Taniyama, Hitomi et al. 2005).  In hepatoma cells, oxidative stress generated by hydrogen peroxide 

resulted in the serine phosphorylation at sites Ser307 and Ser632 on IRS-1, inhibiting receptor kinase 

activity (Bloch-Damti, Potashnik et al. 2006).  Oxidants can affect the signal transduction following 

binding of insulin to IRS-1, with impairment in signal transduction from PI-3kinase to PKB, with 

disruption of spatial organisation, direct modification of insulin receptor proteins and alterations in 

their gene expression by oxidants also reported (Bashan, Kovsan et al. 2009). 

 

Additionally, crosstalk between adipocytes and myotubes may contribute to skeletal muscle insulin 

resistance.  An elegant study by Eckel et al.demonstrated that treatment of human skeletal muscle 

cells with adipocyte-conditioned medium decreased Akt activity, glycogen synthase phosphorylation 

and insulin-dependent glucose transporter 4 translocation, all of which could be rescued by 

adiponectin supplementation (Dietze-Schroeder, Sell et al. 2005).   Sell et al.. demonstrated that 

monocyte chemoattractant protein 1 secreted from adipocytes were responsible for the diminished 

insulin signalling and glucose uptake by muscles (Sell, Dietze-Schroeder et al. 2006).  In mice, a high 

fat diet reduced adiponectin levels (Zhou, Du et al. 2007) with the increase in FA downregulating 

insulin signalling and Akt signalling.  Beyond  adipocytes and myocytes, induction of insulin resistance 

by SFA has been observed in diverse array of cells including hepatocytes  (Nakamura, Takamura et al. 

2009, Achard and Laybutt 2012), endothelial cells (Lu, Qian et al. 2013, Zhang, Gao et al. 2013),  

myocardial cells (Nobuhara, Saotome et al. 2013), monocytes (Gao, Griffiths et al. 2009) and 

pancreatic cells (Watson, Macrae et al. 2011). 

 

In contrast, the MUFA oleate does not impair insulin sensitivity (Hunnicutt, Hardy et al. 1994, Bastie, 

Hajri et al. 2004, Yuzefovych, Wilson et al. 2010)  and may be beneficial for insulin sensitivity (Gao, 

Griffiths et al. 2009).  Papackova et al.. adopted a high fat feeding study to demonstrate that a high 

MUFA diet enhances the alternative activation of resident hepatic tissue macrophages, Kupffer cells. 
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Kupffer cells mediate beneficial effects on insulin sensitivity (Papackova, Palenickova et al. 2012) by 

promoting the formation of anti-inflammatory, alternatively-activated macrophages which alleviated 

indices of insulin resistance.  Hypertension, a CVD risk factor has been shown to be influenced by 

MUFA, with oleate decreasing total blood pressure (Ferrara, Raimondi et al. 2000) whilst replacing 

carbohydrates in the diet with MUFA provided similar benefits (Muzio, Mondazzi et al. 2007, Shah, 

Adams-Huet et al. 2007). 

 

Saturated fatty acids have been consistently linked to elevated cardiovascular disease risk.  From a 

dietary perspective, low SFA diets have been associated with reduced progression of coronary 

atherosclerosis (Sacks and Katan 2002, Griel and Kris-Etherton 2006).  In a prospective cohort study 

SFA consumption was associated with elevated coronary heart disease (Jakobsen, O'Reilly et al. 

2009) and epidemiological studies showed that of those with diets high in SFA intake provided 

associations with CHD (Mente, de Koning et al. 2009, Skeaff and Miller 2009, Siri-Tarino, Sun et al. 

2010). 

Circulating saturated fatty acids have been negatively associated with endothelial function index 

(Sarabi, Vessby et al. 2001, Lind, Sodergren et al. 2002), and pulse pressure (Schutte, Van Rooyen et 

al. 2003).  In humans, dietary saturated fatty acids lead to a pro-atherogenic lipid profile, mainly via 

an increase in LDL cholesterol (Siri-Tarino, Sun et al. 2010) mediated by an inhibition of cholesterol 

receptor activity and an increase in apolipoprotein B containing lipoprotein production (Dietschy 

1998). 

 

Moreover dietary MUFA can reduce risk for cardiovascular disease by improving factors associated 

with the metabolic syndrome (Garg 1998, Kris-Etherton and Nutr 1999, Kris-Etherton and Nutrition 

1999, Ros 2003); replacing SFA intake with that of MUFA improved the lipid profile, with an observed 

decrease in LDL cholesterol whilst maintaining the levels of HDL cholesterol (Hunter, Zhang et al. 

2010).Others confirmed the reduction in  LDL cholesterol in addition to reductions in non-HDL 

cholesterol and apolipoprotein B (Allman-Farinelli, Gomes et al. 2005, Appel, Sacks et al. 2005, 

Berglund, Lefevre et al. 2007) with increasing dietary MUFA.   

 

Thus, beyond the physical differences between SFA and MUFA, the two fatty acid classes possess 

differential effects on insulin resistance and cardiovascular disease risk.  Insulin resistance is 

mediated by SFA through generation of complex lipids DAG and ceramide which in turn lead to the 

activation of IKK and JNK pathways, with subsequent serine phosphorylation and degradation of IRS-

1; in contrast the MUFA appear to have neutral or insulin sensitising effects.  With respect to 
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cardiovascular disease risk SFA, in addition to the induction of insulin resistance, appear to generate 

a pro-atherogenic profile by increasing LDL cholesterol; whilst the reduction in cardiovascular disease 

risk maybe mediated by MUFA involves improvement in the lipid profile in addition to improvements 

in risk factors associated with the metabolic syndrome. 

1.10 Demography and epidemiology of CVD and ageing 

 

Age is the strongest predictor of CVD.  As the population continues to grow due to the population 

living longer the incidence of CVD is likely to increase.  The age-related deterioration in health has 

been attributed to a number of changes such as oxidative stress due to glutathione depletion, 

telomere shortening and senescence (Jiang, Ju et al. 2007, Liochev 2013).  The evidence suggests that 

a big influence in determining age-related changes is the metabolic environment of the body. 

1.11 Ageing metabolism 

 

Ageing is associated with a host of physiological changes which results in deterioration of organism 

function over time.  Of the phenotypic changes observed with ageing, one of the most visually 

apparent is the age-related change in body composition.  The ageing phenotype is associated with a 

decrease in fat free mass i.e. sarcopenia (Sakuma and Yamaguchi 2010, Sakuma and Yamaguchi 2012, 

Sakuma and Yamaguchi 2012, Sakuma and Yamaguchi 2012), coupled with both an altered adipose 

tissue distribution(Kuk, Saunders et al. 2009) and increase in fat mass (Kuk, Lee et al. 2004, Kuk, Lee 

et al. 2005) and a redistribution of these tissues is observed with  enhanced central and visceral 

adiposity. The observed age-related changes in body composition vary with ethnicity (Kuk, Saunders 

et al. 2009).  Furthermore, the increases in fat mass occurs independent of total body weight change 

(Gallagher, Ruts et al. 2000, Zamboni, Zoico et al. 2003, Kuk, Saunders et al. 2009), which hides the 

true adiposity levels in older adults. Theage-related increase in central adiposity can be  determined 

anthropometrically by measurement of waist circumference (Shimokata, Tobin et al. 1989, Carmelli, 

McElroy et al. 1991, Stevens, Knapp et al. 1991, Teh, Pan et al. 1996, Woo, Kwok et al. 1997, 

Zamboni, Zoico et al. 2003), and is not due to increased abdominal subcutaneous adipose deposition 

(Fuke, Okabe et al. 2005, Machann, Thamer et al. 2005).  

The lower body and subcutaneous adipose stores have a reduced capacity to store fat during ageing, 

which has been demonstrated anthropometrically as reduced hip circumference and increasing waist 

to hip ratios (Enzi, Gasparo et al. 1986, Kotani, Tokunaga et al. 1994, Panotopoulos, Ruiz et al. 1996, 

Ishida, Kanehisa et al. 1997, Murakami, Arai et al. 1997, Hughes, Roubenoff et al. 2004, Van Pelt, 

Jankowski et al. 2011). 
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Ectopic adiposity is another feature of ageing.  In skeletal muscle an age-related increase in both 

inter-muscular (Ryan and Nicklas 1999, Song, Ruts et al. 2004, Miljkovic, Cauley et al. 2009) and intra-

muscular (Ryan and Nicklas 1999, Cree, Newcomer et al. 2004, Nakagawa, Hattori et al. 2007, 

Schwenzer, Martirosian et al. 2009) fat has been described. 

Reports of age-related elevations in hepatic adiposity are somewhat mixed.  Some studies observed 

an increase (Akahoshi, Amasaki et al. 2001, Cree, Newcomer et al. 2004, Fan, Zhu et al. 2005, 

Machann, Thamer et al. 2005, Frith, Day et al. 2009, Li, Wang et al. 2009) others do not find a change 

(Mahmood, Taketa et al. 1998, Seppala-Lindroos, Vehkavaara et al. 2002, Tiikkainen, Tamminen et al. 

2002, Bedogni, Bellentani et al. 2006) and in some cases a negative correlation with age were found 

(Bedogni, Miglioli et al. 2005, Zhou, Li et al. 2007).   

Studies of age-related fat deposition in cardiac tissues have shown increases in epicardial adipose 

tissue which resides between the myocardium and pericardium surrounding the heart (Silaghi, 

Piercecchi-Marti et al. 2008, Ueno, Anzai et al. 2009) and also increased fat deposition within 

myocardial muscle (van der Meer, Rijzewijk et al. 2008). 

The age-related ectopic adiposity of ageing extends into the bone marrow (Yamada, Matsuzaka et al. 

1995, Kugel, Jung et al. 1999, Jung, Kugel et al. 2000, Schellinger, Lin et al. 2000, Justesen, Stenderup 

et al. 2001, Brown and Rosen 2003, Yeung, Griffith et al. 2005, Rosen and Bouxsein 2006, Liney, 

Bernard et al. 2007) often associated with osteoporosis. 

1.12 Impact of the ageing phenotype on muscle and effects on insulin sensitivity 

 

The age-related ectopic fat redistribution has implications for the development of metabolic 

diseases.  In lean tissues the enhanced intermuscular deposition of fat may negatively impact muscle 

strength and power, a common observation in diabetics and the obese (Hilton, Tuttle et al. 2008).  In 

the elderly the enhanced adiposity of lean tissues has been observed to negatively affect mobility, 

muscle strength and consequently physical activity (Marcus, Addison et al. 2010).  Gains in 

intramuscular adiposity with age are observed to reduce the improvements in muscle quality 

following exercise training (Marcus, Addison et al. 2013).   

During obesity within intermuscular adipose tissue there is an enrichment of microRNAs linked with 

inflammation and immune responses, suggesting adipose deposition in muscle may be a metabolic 

risk factor in obesity (Ma, Yu et al. 2013).  Skeletal muscle is a major site of glucose uptake and 

insulin action and as a consequence is the primary influence over global insulin sensitivity; 

intermolecular fat deposition increases insulin resistance (Lim, Son et al. 2009) in rodents and 
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humans (Kelley, Slasky et al. 1991, Phillips, Caddy et al. 1996, Pan, Lillioja et al. 1997, Russell, 

Shillabeer et al. 1998, Forouhi, Jenkinson et al. 1999, Jacob, Machann et al. 1999, Krssak, Petersen et 

al. 1999, Goodpaster, Theriault et al. 2000, Bachmann, Dahl et al. 2001, Greco, Mingrone et al. 2002, 

Sinha, Dufour et al. 2002, Gray, Tanner et al. 2003, Cree, Newcomer et al. 2004, Perseghin, Lattuada 

et al. 2008, Lim, Son et al. 2009).  Only Stannard et al.(Stannard, Holdaway et al. 2007), suggested 

that elevated lipid storage as TG in muscle did not promotes insulin resistance in healthy Maori men. 

Bonen et al. observed in diabetic and obese subjects, that TG accumulation is associated with 

changes in FAT/CD36 expression accompanied by altered FA transport which favours lipid storage in 

myocytes (Bonen, Parolin et al. 2004).  Following a one week high fat diet study in human subjects 

Schrauwen-Hinderling et al. demonstrated an increase in lipid deposition with a reduction in β-

oxidation (Schrauwen-Hinderling, Kooi et al. 2005), and attenuation of the insulin-mediated 

suppression of pyruvate dehydrogenase kinase (PDK4) (Tsintzas, Chokkalingam et al. 2007) is also 

predicted to increase lipid deposition. 

Whilst associations between intramyocellular TG accumulation and insulin resistance are 

commonplace, further investigation indicated that a different lipid or effector is responsible.  

Prolonged insulin infusion can raise intramuscular triglycerides without affecting insulin sensitivity in 

type 2 diabetics (Anderwald, Bernroider et al. 2002), and in trained athletes elevated triglycerides in 

muscle is common despite high insulin sensitivity (Goodpaster, He et al. 2001, Thamer, Machann et 

al. 2003, van Loon and Goodpaster 2006, Dube, Amati et al. 2008). 

Such findings suggest that other lipid mediators or effectors mediate insulin resistance e.g.  long 

chain fatty acyl-CoAs and diacylglycerol (DAG), both precursors in the synthesis of triglycerides and 

the neutral lipid ceramide. 

Long chain fatty acyl-CoA (LCFA-CoA) is a metabolically activated form of long chain fatty acids, which 

may act as a signalling molecule. LCFA-CoA activates AMP kinase and the transcription factor FadR 

which is involved in expression of fatty acid synthesis and metabolism genes in E. coli(Faergeman and 

Knudsen 1997)  and a role for LCFA-CoA has been proposed in mammalian pancreatic β-cells (Prentki, 

Tornheim et al. 1997, Corkey, Deeney et al. 2000) .  Elevations of LCFA-CoA in skeletal muscle of 

insulin resistant animals (Chen, Kaufman et al. 1992, Oakes, Bell et al. 1997, Laybutt, Schmitz-Peiffer 

et al. 1999, Kim, Fillmore et al. 2001) and humans (Ellis, Poynten et al. 2000) are associated with 

elevated myocellular lipid. Furthermore, obese individuals who have undergone weight loss 

improving insulin sensitivity have lower muscle LCFA-CoA content and improved insulin sensitivity 

(Houmard, Tanner et al. 2002). 
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LCFA-CoA mediated insulin resistance maybe through inhibition of hexokinase activity, which as the 

first step in glucose utilisation will reduce the effect of insulin (Thompson and Cooney 2000).  

Alternatively LCFA-CoA may activate muscle protein kinase C isoforms, a serine threonine kinase, 

which upon activation will phosphorylate serine  Ser307 of the insulin receptor substrate 1 (IRS-1) 

preventing the tyrosine phosphorylation of the insulin receptor, and subsequent binding and 

activation of PI-3 kinase (Tanti, Gremeaux et al. 1994, Itani, Ruderman et al. 2002, Yu, Chen et al. 

2002) necessary for normal insulin signalling (Orellana, Hidalgo et al. 1990, Nesher and Boneh 1994, 

Yaney, Korchak et al. 2000). 

Disruption of insulin signalling and sensitivity may involve (DAG), and in insulin resistant states DAG 

levels are elevated in skeletal muscle and adipocytes (Heydrick, Ruderman et al. 1991, Cooper, 

Watson et al. 1993, Saha, Kurowski et al. 1994, Avignon, Standaert et al. 1995, SchmitzPeiffer, 

Browne et al. 1997, Qu, Seale et al. 1999).  The mechanism of DAG mediated insulin resistance may 

be due to activation of PKC isoforms e.g. PKC-θ and –ε (Griffin, Marcucci et al. 1999, Laybutt, 

Schmitz-Peiffer et al. 1999, Qu, Seale et al. 1999, Yu, Chen et al. 2002) with effects as described 

previously.  In obese diabetics PKC-θ activity has been associated with elevated DAG mass (Itani, 

Pories et al. 2001, Itani, Ruderman et al. 2002).   

Ceramides are a neutral lipid which require LCFA-CoA, specifically palmitoyl-CoA, and serine as 

precursor molecules for their synthesis.  In situations where elevated intramyocellular lipid content is 

expected such as obesity and diabetes, simultaneous increases in ceramide have been observed in 

muscle which is associated with insulin resistance (Adams, Pratipanawatr et al. 2004, Coen, Dube et 

al. 2010, Coen, Hames et al. 2013).  Conversely exercise training in the obese or overweight improved 

insulin sensitivity with concomitant reductions in both ceramide and DAG content (Bruce, Thrush et 

al. 2006, Dube, Amati et al. 2008). Similarly, in sedentary subjects and endurance athletes, the obese 

subjects reported higher ceramide in the latter correlating with insulin resistance (Amati, Dube et al. 

2011). 

In contrast to these findings, Skovbro et al. demonstrated that in individuals with type-2 diabetes, 

endurance trained athletes, healthy controls and those with impaired glucose tolerance had similar 

levels of muscle ceramide content despite varied insulin sensitivity (Skovbro, Baranowski et al. 2008). 

The manner in which ceramides induce insulin resistance is believed to be reliant upon the activation 

of PKC-ζ through phosphorylation of the IRS-1 complex and protein phosphatase 2A which 

dephosphorylates the Akt/PKB complex at a separate site preventing downstream effector function 

(Chavez and Summers 2012). 
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The accumulation of intramyocellular lipids is detrimental for mitochondrial function in people with 

insulin resistant states (Kelley and Mandarino 2000, Petersen, Dufour et al. 2004) and the elderly 

(Petersen, Befroy et al. 2003), leading to a reduction in lipid oxidation and to elevated lipid 

deposition.  Furthermore, the associated hyperglycaemia may increase malonyl-CoA, an endogenous 

inhibitor of carnitine palmitoyl transferase-1, subsequently increasing intramyocellular lipid 

deposition and insulin resistance (Krebs and Roden 2005).  Indeed Yim et al. demonstrated that 

intermuscular adipose tissue was as strong an independent risk factor for cardiovascular disease as 

visceral adipose tissue fat (Yim, Heshka et al. 2007).  These findings suggest that elevated muscle 

adiposity, as observed in ageing, are associated with negative metabolic effects such as insulin 

resistance and enhanced cardiovascular disease risk. 

In the elderly population, intramuscular lipid content has been associated with the metabolic 

syndrome (Goodpaster, Krishnaswami et al. 2005), furthermore weight loss in elderly women led to 

reductions in low density lean tissue (adipose tissue in muscle) and was accompanied by 

improvements in insulin resistance (Mazzali, Di Francesco et al. 2006).  Whilst data examining the link 

between muscle adiposity in the elderly and adverse metabolic changes is scarce, the effect of age 

per se on muscle metabolism has been examined in animal models in which and decreased Glut4 

mRNA levels (Lin, Asano et al. 1991), decreased Glut4 protein (Oka, Asano et al. 1992, Houmard, 

Weidner et al. 1995) and reduced glucose oxidation (Gumbiner, Thorburn et al. 1992) was observed. 

1.13 Impact of ageing on hepatic lipid deposition 

 

There is a very strong correlation between metabolic syndrome and the subsequent development of 

non-alcoholic fatty liver disease, with a reciprocal relationship of hepatic steatosis being predictive 

for the development of metabolic syndrome with age (Fan, Zhu et al. 2005, Lazo and Clark 2008, Fan 

and Farrell 2009, Liu, Hung et al. 2010).Conversely, the age-related elevation in hepatic adiposity and 

insulin resistance can cause liver dysfunction.  Fatty liver is associated with reduced insulin sensitivity 

and insulin resistance (Utzschneider and Kahn 2006, Takamura, Misu et al. 2012, Gaggini, Morelli et 

al. 2013).   

Investigations into the causes or effects of fatty liver in the elderly are limited.  A study by Flannery et 

al. indicated that skeletal muscle insulin resistance mediates the hepatic steatosis in the elderly 

through promotion of hepatic de novo lipogenesis and hyperlipidaemia (Flannery, Dufour et al. 

2012).  In a study of middle aged and elderly Chinese individuals, liver fat content was closely 

associated to carotid atherosclerosis (Li, Xia et al. 2012).  Previously, Kagansky et al. described the 
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prevalence of non-alcoholic fatty liver disease in the elderly that was not associated with metabolic 

syndrome (Kagansky, Levy et al. 2004) suggesting that NAFLD is a common occurrence in the elderly. 

1.14 Altered metabolic outcome associated with age-related redistribution of adipose depots 

 

The age-related redistribution of adipose away from lower body and subcutaneous depots to central, 

visceral and ectopic sites in close proximity to the heart can increase diabetes, metabolic syndrome 

cardiovascular disease risk. 

Age-related elevations in visceral adiposity were moderately linked to the decrease in insulin 

sensitivity, with unfavourable changes in lipid profile i.e. increased total cholesterol and LDL in non-

obese women which may enhance cardiovascular disease risk (DeNino, Tchernof et al. 2001).  

Further associations have been described in elderly individuals between visceral adiposity and 

metabolic risk factors such as aortic stiffness (Sutton-Tyrrell, Newman et al. 2001), myocardial 

infarction (Nicklas, Penninx et al. 2004, Wannamethee, Shaper et al. 2005, Racette, Evans et al. 2006, 

Hansen, Ahlstrom et al. 2009), chronic heart failure (Nicklas, Cesari et al. 2006).  However,elderly 

adults, central adiposity did not predict atherosclerotic plaque severity (Kim, Bergstrom et al. 2008). 

Whilst the elevated risk of developing metabolic complications such as cardiovascular disease and 

diabetes is strongly associated with visceral adipose tissue, the inverse is true of lower body and 

subcutaneous adiposity. Lower body adiposity or gynoid adiposity is associated with reduced 

cardiovascular disease, or metabolic risk factors, in a range of populations including type 2 diabetics 

(Park, Cho et al. 2012), older individuals(Goodpaster, Krishnaswami et al. 2005, Snijder, Visser et al. 

2005, Van Pelt, Jankowski et al. 2005, Aasen, Fagertun et al. 2008, Faloia, Tirabassi et al. 2009, 

Saunders, Davidson et al. 2009, Wu, Qi et al. 2010, Van Pelt, Jankowski et al. 2011, Fantin, Rossi et al. 

2013), men (Kahn, Austin et al. 1996, Ferreira, Snijder et al. 2004, Snijder, Zimmet et al. 2004, Snijder, 

Zimmet et al. 2004, Boorsma, Snijder et al. 2008, Mason, Craig et al. 2008, Yim, Heshka et al. 2008, 

Heitmann and Frederiksen 2009, Hu, Bouchard et al. 2011, Lee, Choh et al. 2012), and women(Kahn, 

Austin et al. 1996, Ferreira, Snijder et al. 2004, Hara, Saikawa et al. 2004, Sakai, Ito et al. 2005, 

Mason, Craig et al. 2008, Aasen, Fagertun et al. 2009, Heitmann and Frederiksen 2009, Lee, Choh et 

al. 2012).  Similarly, healthy, overweight, and obese individuals show a positive association between 

thigh fat and insulin sensitivity (McLaughlin, Lamendola et al. 2011), and on the other hand increased 

visceral adiposity correlated with reduced lower body and gynoidal adiposity (Lee, Shin et al. 2012), 

with diabetes have also been observed (Snijder, Dekker et al. 2003, Heshka, Ruggiero et al. 2008, Li, 

Ford et al. 2010, Shay, Secrest et al. 2010), (Snijder, Dekker et al. 2003, Snijder, Zimmet et al. 2004, 

Shay, Secrest et al. 2010). 
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1.15 Altered adipocyte function in ageing 

 

Beyond these key differences, adipocyte function and the processes which govern their maturation 

from stem cells appear to be altered during of ageing.  Adipogenesis is reported to be accelerated in 

a murine model of ageing using the senescence accelerated mice-P6 (SAMP6) (Kajkenova, 

LeckaCzernik et al. 1997), and a similar finding was observed also in human subjects biopsies 

(Justesen, Stenderup et al. 2001).  Increased adipogenesis has been linked to age-relatedincrease in 

oxidative stress, low levels of vitamin D and loss of estrogen during menopause (Bethel, Chitteti et al. 

2013).  However a decline in adipose depot size which is due to a reduction in cell size (Kirkland, 

tchkonia 2002) and impaired differentiation from preadipocytes to a mature adipocyte. 

There is also an age-related increase in lipotoxicity towards a range of cells due to the reduced 

capacity of adipose depots to store free fatty acids (Slawik and Vidal-Puig 2006).  The underlying 

cause of this age associated elevation of FFA can be explained by altered maturation process of 

adipocytes. Replication and maturation into adipocytes depends upon the activity of 

CCAAT/enhancer binding protein α (C/EBPα) and peroxisome proliferator-activated receptor-γ 

(PPAR-γ) (Wu, Bucher et al. 1996, Wu, Rosen et al. 1999, Zuo, Qiang et al. 2006) which are diminished 

in ageing (Kirkland, Hollenberg et al. 1990, Kirkland and Dobson 1997, Karagiannides, Tchkonia et al. 

2001, Karagiannides, Thomou et al. 2006, Cartwright, Tchkonia et al. 2007).  The process of 

differentiation and maturation of preadipocyte into an adipocyte depends upon the activity of 

CCAAT/enhancer binding protein α (C/EBPα) and peroxisome proliferator-activated receptor-γ 

(PPAR-γ) (Wu, Bucher et al. 1996, Wu, Rosen et al. 1999, Zuo, Qiang et al. 2006). The process is 

initiated with the transient expression of C/EBP isoforms β and δ.  Simultaneously there is an 

alleviation of adipogenic suppression by proteins such as C/EBP-β-LIP and CHOP.  In ageing rat 

preadipocytes, C/EBP-α, C/EBP-δ and PPAR-γ expression is reduced compared to young rats with 

increases in the suppressors C/EBP-β-LIP and CHOP (Karagiannides, Tchkonia et al. 2001, 

Karagiannides, Thomou et al. 2006). 

Moreover, age is negatively correlated to subcutaneous stromal preadipocyte cell differentiation 

(van Harmelen, Rohrig et al. 2004) possibly due to a loss in nucleotide excision repair enzymes 

Cockayne syndrome A and B, enhanced mutation rate and subsequent cell loss by apoptosis 

diminishing depot size (Berneburg 2010).  The changes in maturation and differentiation of both the 

visceral and subcutaneous adipose depots, i.e. the reduced capacity to store lipids, led to an 

elevation in systemic FFA with age. 
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1.16 Metabolic health outcomes associated with elevated systemic FFA 

 

In obesity, enhanced visceral adiposity is associated with greater lipolysis and consequently greater 

circulating FFA, whilst in the ageing phenotype diminished maturation of preadipocyte and increased 

levels of aberrant preadipocytes reduce the capacity to store FFA, therefore increased circulating FFA 

is observed (Cree, Newcomer et al. 2004). 

Increased systemic FFA has negative metabolic impacts particularly on organs sensitive to the effects 

of insulin, for example in gluconeogenesis in hepatic tissues is promoted(Groop, Bonadonna et al. 

1989), due to increased substrate availability (Boden, Chen et al. 1994, Lam, Carpentier et al. 2003); 

which suppresses glycogenolysis (Jenssen, Nurjhan et al. 1990).  Whilst true of normal healthy 

subjects, in diabetic subjects there is a failure of this autoregulation with elevated gluconeogenesis 

and glycogenolysis (Gastaldelli, Miyazaki et al. 2004) which was related to abdominal adiposity and 

plasma FFA. 

Increased FFA flux into hepatic tissues decreases insulin clearance (Hennes, Shrago et al. 1990) by 

inhibiting binding to its receptor and degradation of insulin,with subsequent induction of systemic 

hyperinsulinaemia (Svedberg, Bjorntorp et al. 1990). In association with this finding, loss of insulin 

suppression of hepatic glucose production (Ferrannini, Barrett et al. 1983, Bevilacqua, Bonadonna et 

al. 1987) ultimately leads to insulin resistance (Saloranta, Franssilakallunki et al. 1991, Rebrin, Steil et 

al. 1995). 

Increased systemic FFA flux has an impact upon lipid synthesis and turnover within hepatic tissues.  

High FFA levels delivered to the hepatic tissues will increase their esterification and reduce the rate 

of apolipoprotein B degradation, with a subsequent increase in synthesis and secretion of small VLDL 

particles (Havel, Kane et al. 1970, Kissebah, Alfarsi et al. 1976, Kissebah, Alfarsi et al. 1976, Boden 

1997); these particles have a reduced ratio of triglycerides to apolipoprotein B and consequently are 

smaller.   

The lipolysis of these particles reduces the size and buoyancy of lipoproteins associated with VLDL 

particles generated by the liver.  The lipoprotein lipase responsible for this process can become 

saturated under excess FFA conditions, with removal of lipids from HDL and LDL leading to smaller 

and denser LDL particles; the smaller and denser HDL particles are more rapidly cleared from the 

circulation lowering HDL-cholesterol levels (Hopkins and Barter 1986, Frenais, Nazih et al. 2001).  The 

increase in TG within apolipoprotein B containing particles will lead to an increase in the transfer of 

TG for cholesterol esters via the cholesteryl ester transfer protein.  The effect of these lipid synthesis 
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and metabolism changes is that the less dense LDL particles will be cleared through the VLDL 

pathway, therefore a higher proportion of cholesterol is cleared through the VLDL pathway, with 

such clearance occurring through atherogenic routes such as macrophages and smooth muscle cells 

which are a risk factor for cardiovascular disease (Eisenberg 1987).  The pro-atherogenic lipid profile 

of elevated TG, low HDL-cholesterol, and smaller denser LDL particles, coupled with increased VLDL is 

encountered in insulin resistant subjects (Krauss 2004).  The systemic effects of elevated FFA are not 

limited to hepatic tissues.   

Skeletal muscle tissues are the primary site of glucose disposal and their metabolism is altered in the 

presence of FFA; reduced insulin stimulated peripheral glucose disposal is observed, which in healthy 

individuals is compensated by the FFA induced increase in glucose stimulated insulin secretion 

(Boden 1997).  Furthermore, under conditions of elevated FFA increased intramyocellular lipid 

content  been correlated to insulin sensitivity in non-obese and non-diabetic subjects (Krssak, 

Petersen et al. 1999). Further study in 20 healthy individuals revealed that those with increased 

intramyocellular lipid content had impairments in insulin signalling defined by reduced insulin 

receptor autophosphorylation and decreased signalling via IRS-1 and PI3-kinase, suggesting the 

insulin receptor tyrosine kinase signalling pathway is defective under conditions of excess FFA 

(Virkamaki, Korsheninnikova et al. 2001).  These findings suggest elevated systemic FFA is associated 

with peripheral insulin resistance.  

 

A key site of insulin action and glucose homeostasis is the pancreas.  FFA impairs insulin secretion 

(Lee, Hirose et al. 1994, Zhou and Grill 1995) affecting pancreatic tissues.For example in  Zuckef rat 

hyperglycaemia increased FFA levels and elevated cellular TG content precede aloss in glucose 

sensing by the β-cells (Mason, Goh et al. 1999). 

Atherogenesis by FFA is also attributed to endothelial cell dysfunction which is likely to impede the 

secretion of vasodilatory factors such as nitric oxide, leading to stiffer major vessels and 

consequently hypertension.  Dysfunctional endothelial cells will increase adhesion molecule 

expression e.g. ICAM-1 and VCAM-1 which promote the binding of immune cells including monocytes 

with their subsequent transmigration into the intima and, inflammatory cytokine release e.g. TNF-α 

and other signalling molecules e.g. monocyte chemo attractant protein 1; the sum effect will be 

deleterious arterial remodelling and atherosclerotic plaque formation (Jensen 2006). 

 

Evidence for FFA mediated endothelial dysfunction has been determined in human volunteers (de 

Kreutzenberg, Crepaldi et al. 2000, de Jongh, Serne et al. 2004), where FFA have been shown to 
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reduce nitric oxide and prostacyclin synthesis (Endresen, Tosti et al. 1994, Kuroda, Hirata et al. 2001, 

Esenabhalu, Schaeffer et al. 2003), IL-8 synthesis (Suriyaphol, Fenske et al. 2002), promote 

endothelial cell apoptosis (Artwohl, Roden et al. 2004), reduce endothelial cell proliferation (Su, Tian 

et al. 2002), increase generation of ROS(Saraswathi, Wu et al. 2004), and accumulate intracellular TG 

(McCarty 2003). 

1.17 Fatty acids and inflammation 

 

In adipocytes, free fatty acid overload saturates the triglyceride synthesis pathway, consequently FFA 

accumulate in cells and leads to endoplasmic reticulum stress, oxidative stress and adipocyte 

dysfunction; the secretion of adipokines and cytokines by dysfunctional ageing adipocytes differs 

from those of healthy cells, with a reduction in adiponectin and increase in pro-inflammatory 

cytokines e.g. TNF-α, IL-6 and MCP-1 secretion (de Ferranti and Mozaffarian 2008).   

The chronic low grade inflammation associated with elevated FFA increases neutrophil and 

macrophage recruitment to adipose tissue, and propagates the pro-inflammatory state (Elgazar-

Carmon, Rudich et al. 2008).  Dietary SFA can induce inflammatory cytokine production by adipose 

tissue (Kien, Bunn et al. 2005) via Toll-like receptor 4, CD14 and MD2, a cell surface glycolipid which 

interacts with the extracellular domain of TLR to provide greater specificity and responsiveness to 

lipopolysaccharide (Wright, Ramos et al. 1990, Shimazu, Akashi et al. 1999).  Furthermore, the 

activation of MyD88 and TRIF pathways downstream of TLR4 leads to the activation of the NF-κB 

pathway (Wong, Kwon et al. 2009).  Inflammatory cytokine secretion by macrophages (Laine, 

Schwartz et al. 2007) is also increased by palmitate.   

The evidence for pro-inflammatory effects of SFA in vitro is supported by epidemiological data.  Fung 

et al. examined dietary intake and plasma markers of cardiovascular disease, showing that C-reactive 

protein correlated with saturated fatty acid intake (Fung, Rimm et al. 2001).  Furthermore Baer et al. 

demonstrated in an intervention study that stearic acid enhanced concentrations of acute phase 

protein reactant fibrinogen (Baer, Judd et al. 2004). A common feature of the metabolic syndrome is 

a pro-inflammatory state (Cleeman, Grundy et al. 2001), which is promoted by ectopic fat deposition 

(Montagne and O'Rahilly 2000).   

In summary like obesity, ageing in humans and rodents is associated with an elevation in FFA 

(Bonadonna, Groop et al. 1994, Tessari 2000) that may mediate increased insulin resistance 

(Karakelides, Irving et al. 2010, Sakurai, Iimuro et al. 2010) and cardiovascular disease risk (Lakatta 
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2002, Lakatta 2003, Lakatta and Levy 2003, Lakatta and Levy 2003, North and Sinclair 2012).   Ageing 

also associates with a pro-inflammatory state and an impaired immune system. 

1.18 Inflammation in ageing 

 

Ageing is associated with a progressive decline in the function of the immune system.  In order to 

effectively provide host defence and immune surveillance, a co-ordinated response of both the 

innate and adaptive immune systems must be produced.  The former comprises three effector 

mechanisms the phagocytes, the complement system and antimicrobial peptides, and via these 

mechanisms the immune system is able to repel invading microbial pathogens.  Macrophages, 

eosinophil, monocytes and neutrophils encompass the phagocytic cells which can detect, ingest and 

kill bacteria through intracellular lipases, proteases, RNS and ROS generation (Auffray, Sieweke et al. 

2009).  In the resolution of inflammation, monocytes and macrophages are involved in the clearance 

of apoptotic cells coupled to the secretion of anti-inflammatory mediators such as TGF-β and 

prostaglandin E2 (Savill and Fadok 2000), with more recent data demonstrating that resolvins and 

protectins, anti-inflammatory class of eicosanoids, are also produced to aid in the resolution of 

inflammation (Schwab, Chiang et al. 2007, Lee and Surh 2013). In ageing, neutrophil numbers appear 

unaffected, but their ability to migrate directionally by chemotaxis appears reduced (Butcher, Chahel 

et al. 2000), phagocytosis is defective, ROS production is decreased (Gomez, Nomellini et al. 2008) 

and the rate of spontaneous apoptosis is increased.  These changes may contribute to poor innate 

immunity, which is prevalent with ageing (Solana, Pawelec et al. 2006). 

The functions of monocytes and macrophages may also be negatively impacted by age (Gomez, 

Nomellini et al. 2008).  Chemotaxis by monocytes and macrophages was decreased in old mice due 

to lower  macrophage inflammatory protein-1α, -1β and MIP-2 levels(Ortega, Garcia et al. 2000, 

Swift, Burns et al. 2001).  The phagocytic activity of these cells was unaffected and phagocytic 

receptor expression was maintained (Liang, Domon et al. 2009). However, a reduction in endotoxin 

responses (Renshaw, Rockwell et al. 2002) and impaired pathogen dependent killing (Hajishengallis 

2010) is observed with age despite TLR levels and cell surface expression being unaffected (Boehmer, 

Goral et al. 2004, Liang, Domon et al. 2009).  This suggests that signalling pathways downstream of 

TLR receptors may be altered with age (Dunston and Griffiths 2010), including MyD88, NF-κB and 

MAPK.  

Secretion of several cytokines including IL-6, TNF-α and IFN-γ is increased with age (Boehmer, Goral 

et al. 2004, Gomez, Nomellini et al. 2008) whilst production of prostaglandin E2 (PGE2) by aged 

human and mouse macrophages is elevated (Plowden, Renshaw-Hoelscher et al. 2004).  Chronic low 
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grade systemic inflammation is common in ageing (Bartlett, Firth et al. 2012).  Inflammageing 

(Franceschi, Bonafe et al. 2000), describes the systemic low grade increase in the levels of pro-

inflammatory cytokines accompanied by a decrease in anti-inflammatory cytokines e.g. IL-10 (Lio, 

Scola et al. 2002). 

1.19 Monocyte function 

 

Monocytes are circulating white blood cells that are recruited to inflammatory sites and are capable 

of differentiating into macrophages or dendritic cells following stimulation with inflammatory 

cytokines and/or microbial components.  The stages of monocyte recruitment from the blood 

encompass rolling, adhesion and transmigration.  

The first stage of transmigration is the rolling of monocytes along the endothelial cells at the site of 

inflammation, a process which involves L-selectin expressed on monocytes with the expression of P- 

and E-selectin on inflamed endothelial cells (Kansas 1996) interacting with reciprocally expressed P-

selectin glycoprotein ligand 1 (PSGL1) (McEver and Cummings 1997).   

Integrins also function at this stage, between endothelial vascular cell-adhesion molecule 1 (VCAM1) 

and very late antigen 4 (VLA4) (Berlin, Bargatze et al. 1995), the latter are particularly prominent in 

monocytes and monocytic cell lines (Huo, Hafezi-Moghadam et al. 2000, Chan, Hyduk et al. 2001).   

 The β 2-integrin, CD18, is important during the rolling process, with lymphocyte function associated 

antigen 1 (LFA1; CD11a and CD18) transiently binding to intercellular adhesion molecule 1 (ICAM1) 

(Salas, Shimaoka et al. 2004, Chesnutt, Smith et al. 2006).  Monocytes express CD11b which interacts 

with CD18 to form MAC1, which engages ICAM-1 on endothelial cells mediating slow rolling (Lo, Lee 

et al. 1991, Dunne, Ballantyne et al. 2002).  Thus CD11b plays the role of mediating a firmer adhesion 

in comparison to L-selectin, with the importance of this molecule demonstrated by function blocking 

studies (Smith, Marlin et al. 1989, Issekutz and Issekutz 1992). 

The subsequent step is the arrest of rolling and activation of the monocyte.  The integrins which are 

important in slow rolling also function to mediate arrest, namely VLA4 and LFA1.  The process is 

triggered by chemokines and chemoattractants acting upon their respective G-protein coupled 

receptors, with subsequent signalling triggering the firmer adhesion of β-integrins to endothelial cell 

ligands.   For example platelets deposit CCL5 (RANTES), CXCL4 and CXCL5 onto the inflamed 

endothelium which trigger the arrest of rolling monocytes (von Hundelshausen, Weber et al. 2001, 

Huo, Schober et al. 2003).  The arrest is mediated by conformational changes to integrins which serve 
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to increase affinity to adhesion molecules such as VCAM and ICAM (Chan, Hyduk et al. 2001, Chigaev, 

Zwartz et al. 2003, Kim, Carman et al. 2003). 

Once the monocyte has stopped rolling and a firm adhesion has taken hold, the final step is 

transmigration.  Prior to this step, the monocytes crawl along the endothelial cell reaching a 

preferable site of migration, achieved in a CD11b/ICAM-1 dependent manner (Schenkel, Mamdouh 

et al. 2004, Phillipson, Heit et al. 2006).  The monocyte may migrate by paracellular or transcellular 

routes (Ley, Laudanna et al. 2007) and once through the barrier of the cells migrates through the 

endothelial basement membrane and pericyte layer. 

Upon recruitment of cells and binding to pathogen, phagocytosis and release of ROS enables 

pathogens to be killed and in the process monocytes and diifferentiated macrophages will release 

cytokines e.g. TNF-α which promote inflammation and the further recruitment of immune cells.  

Monocytes and macrophages perform other functions such as pathogenic peptide presentation for 

the development of the adaptive immune response, in addition to the clearance of apoptotic cells 

through a CD14-dependent mechanism, removing debris and switching macrophage phenotype to 

reduce inflammation (Devitt, Pierce et al. 2003). 

1.20 Monocyte and Macrophage heterogeneity 

 

The population of monocytes is not uniform, with distinct populations of monocytes defined by 

differential expression of cell surface antigens coupled to distinct inflammatory cytokine production 

profiles.  Currently three distinct monocyte populations have been identified based on the 

expression of CD14 and CD16 cell surface antigens.  The major constituents are those monocytes 

which express high CD14 and low CD16 (CD14+++CD16-), and the remaining two subsets both 

express higher levels of CD16.  The intermediate subset expresses higher CD14 with lower CD16 

levels whilst the non-classical subset has lower CD14 with high CD16 levels.  The contributions  these 

three populations (major constituent classical CD14+++CD16-, intermediate CD14++CD16+, and non-

classical CD14+CD16++) make with respect to inflammatory function is poorly defined (Wong, Yeap 

et al. 2012). 

The differences in the monocytes subsets extend beyond cell surface antigen expression.Global gene 

expression analysis reveals the classical subset is distinct from the intermediate and non-classical 

populations, with the latter two displaying a gene expression profile(Wong, Tai et al. 2011, Zawada, 

Rogacev et al. 2011).  These distinctions would suggest different behaviour and responses by these 

monocytes subsets. 
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Cytokine profiles recorded from the three populations of monocytes give a mixed picture.  TNF-α 

production is high in either the intermediate (Frankenberger, Sternsdorf et al. 1996, Belge, Dayyani 

et al. 2002, Cros, Cagnard et al. 2010, Rossol, Kraus et al. 2012)or non-classical population of 

monocytes (Frankenberger, Sternsdorf et al. 1996, Belge, Dayyani et al. 2002, Wong, Tai et al. 2011) 

depending upon the study.  Production of the anti-inflammatory IL-10 is high in intermediate 

monocytes (Skrzeczynska-Moncznik, Bzowska et al. 2008) and classical monocytes (Cros, Cagnard et 

al. 2010, Wong, Tai et al. 2011, Smedman, Ernemar et al. 2012) in response to LPS. 

In mice, similar distinct profiles of monocytes have been observed, Geissman et al. performed 

profiling and fat mapping studies and determined the main monocyte population is Ly-6Chigh 

CX3CR1lowCCR2highCD62L+ which migrates into inflamed tissues, the second subset is smaller in size is 

Ly-6ClowCX3CR1highCCR2low/-CD62L- is found within inflamed tissue and resting tissues.  The Ly-6Chigh 

monocytes were defined as inflammatory whilst the second population were resident (Geissmann, 

Jung et al. 2003).   During infection the Ly-6Chigh monocyte population undergoes a rapid increase 

within the circulation (Drevets, Dillon et al. 2004, Nahrendorf, Swirski et al. 2007), and under states 

of chronic inflammation e.g. atherosclerosis a progressive increase in this monocyte population has 

been observed (Swirski, Pittet et al. 2006, Swirski, Libby et al. 2007). 

Monocyte to macrophage differentiation can generate distinct phenotypes, with different properties.  

In the presence of inflammatory triggers IFN-γ and LPS(Schwartz and Svistelnik 2012), bone marrow 

derived cells generate the classical pro-inflammatory M1 macrophage, whilst in the presence of 

cytokines associated with inflammatory resolution e.g. IL-10, IL-4 or IL-13, an alternatively-activated 

M2 macrophage is produced(Mackaness 1964, Vanfurth, Spector et al. 1972, Gordon 2003).  The M1 

macrophage typically expresses pro-inflammatory cytokines such as TNF-α, IL-6 and IL-1 (Mosser and 

Edwards 2008).  In contrast the M2 macrophages express IL-10, TGF-β, and are described as anti-

inflammatory (Goerdt and Orfanos 1999, Mantovani, Sica et al. 2004). 

In humans, macrophage heterogeneity was defined from the 1960s, which determined that 

molecules secreted from the activated T Helper 1 CD4+ (Th1) lymphocytes and natural killer cells, in 

particular IFNγ, TNF-α and LPS generated a classically-activated, whilst the cytokines typically 

released from T helper 2 CD4+ (Th2) IL-4 and IL-13 induce an alternatively-activated macrophage 

(Mackaness 1964, Vanfurth, Spector et al. 1972).  Owing to the Th1/Th2 origins of cytokines and 

division of T helper cells the macrophages have been labelled M1 and M2 for classical and alternative 

activation. 
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Murine cells are classically-activated by IFNγ are identified by their production of nitric oxide 

(MacMicking, Xie et al. 1997, Hibbs 2002) which is absent in human macrophages(Weinberg, 

Misukonis et al. 1995).  These macrophages also secrete elevated pro-inflammatory cytokines TNF-α, 

IL-1, IL-6 and IL-1, increased cell surface expression of MHC class II and CD86 with decreased 

expression of the mannose receptor (CD206), production of chemokines IP-10, MIP-1α and MCP-

1(Mosser 2003) and improved phagocytosis(Wirth, Kierszenbaum et al. 1985, Higginbotham, Lin et al. 

1992). 

Murine M2 macrophages are defined by the expression of IL-10, TGF-β, and IL-RA, in addition to the 

induction of arginase(Rutschman, Lang et al. 2001), along with elevated expression of mannose 

receptor, scavenger receptors, CD23 and reduced cell surface expression CD14 and chemokine 

production of AMAC-1 (Mosser and Edwards 2008). 

In human cells, markers for M1 and M2 macrophages are less clearly defined, owing to the lack of 

inducible NOS and arginase expression in human macrophages (Munder, Mollinedo et al. 2005).   In 

vitro differentiation of human cells allows more precise delineation of M1 markers, with enhanced 

secretion of TNF-α, IL-1β, CXCL10 and cell surface CD80(Jaguin, Houlbert et al. 2013).  Human M2 

macrophages have been defined by the expression of galactose-type C-type lectins (Raes, Brys et al. 

2005), elevated expression of CCL2, TGF-β, IL-10, cell surface SR-B1 and CD36 (Jaguin, Houlbert et al. 

2013). 

Gene expression analysis of isolated human monocytes differentiated to generate M1 and M2 

macrophages revealed key differences (Martinez, Gordon et al. 2006); M1 and M2 polarised 

macrophages were treated with IFNγ and LPS (20 and 100ng/ml and 20ng/ml) and IL-4 respectively in 

the presence of M-CSF.  Lipid metabolism was distinct between M1 and M2 macrophages with 

increased COX-2 in M1 and COX-1 in M2; enhanced sphingosine kinase and ceramide kinase in M1 

and M2 macrophages, supporting the findings of others regarding cytokine expression.  

Ly-6Chigh differentiation into distinct M1 and M2 macrophages has been observed in kidney injury 

(Lin, Castano et al. 2009) and in response to Toxoplasma gondii infection, Ly-6Chigh monocytes 

differentiated in to classical macrophages (Dunay, DaMatta et al. 2008).  These finding would suggest 

the differentiation of monocytes to macrophages is not defined by a simple transition, and may in 

fact be dependent on the milieu of cytokines and signalling molecules present during or prior to 

differentiation. 
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1.21 Monocytes and FFA 

 

Relatively little is known regarding the effects of elevations in free fatty acids on monocytes.  A 

dietary study demonstrated elevated endothelial cell adhesion by monocytes in response to a high 

saturated fatty acid diet suggesting increased adhesion molecule expression (Mata, Alonso et al. 

1996), with more recent data suggesting there is an increase in the expression of CD11b (a monocyte 

expressed cell surface integrin required for adhesion) on monocytes leads to enhanced binding to 

endothelial cells (Zhang, Schwartz et al. 2006).   

Certain polyunsaturated fatty acids can induce the production of anti-inflammatory resolvins in 

monocytes (Jaudszus, Gruen et al. 2013), with the Ω-3 fatty acid eicosapentaenoic acid increasing the 

expression of IL-10 in monocytes (Satoh-Asahara, Shimatsu et al. 2012), whilst suppressing LPS 

stimulated TNF-α production (Endres, Ghorbani et al. 1989), inhibiting antigen presentation by 

monocytes (Hughes and Pinder 1997), inhibiting IL-8 (Mishra, Chaudhary et al. 2004), suppressing 

monocyte chemoattractant protein 1 gene expression (Baumann, Hessel et al. 1999) and increasing 

the bioavailability of the vasodilator nitric oxide (Shimokawa and Vanhoutte 1989).  The mechanism 

through which these anti-inflammatory effects are mediated rely upon the activation of PPARα 

(Sethi, Ziouzenkova et al. 2002) and a decrease in nuclear translocation of NF-κB p65 subunit 

(Yamada, Yoshida et al. 2008). 

The expression of urokinase type plasminogen activator receptor, a receptor that contributes to 

migration, is differentially affected by fatty acid treatment with the saturated fatty acids palmitate 

and stearate inducing greater expression than the monounsaturated or polyunsaturated fatty acids 

oleate and linoleate respectively (Assmann, Mohlig et al. 2008).  In monocytes palmitate can induce 

insulin resistance (Gao, Bailey et al. 2009) and the expression of CD11b and CD36 (fatty acid 

translocase) (Gao, Pararasa et al. 2012), findings which suggest that saturated fatty acids induce 

changes in monocyte phenotype which may contribute to increased risk of atherosclerosis.   

However the effects of saturated fatty acids are not limited to cell surfacephenotype changes, with 

the induction or promotion of inflammatory cytokine production a feature of the effects of saturated 

fatty acids.  In murine monocytes SFA induces the expression of the pro-inflammatory COX-2 enzyme 

(Lee, Sohn et al. 2001), whilst in human monocytes palmitate can enhance LPS mediated pro-

inflammatory cytokine expression  (Schwartz, Zhang et al. 2010) and can activate the inflammatory 

NF-κB pathway (Huang, Rutkowsky et al. 2012).  The production of pro-inflammatory cytokines has 

been demonstrated in THP-1 monocytes by palmitate but not oleate (Little, Madeira et al. 2012).  
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The induction of inflammation and promotion of pro-atherogenic cell surface antigen expression may 

increase risk of atherosclerosis. 

1.22 Monocytes in disease 

 

Cells of the innate immune system have an important role to play in metabolic and vascular disease.  

In atherosclerosis, monocytes, macrophages, and their derived inflammatory cytokines play a crucial 

role in the initiation and progression of atherosclerosis e.g. at sites of the vasculature which have 

disturbed laminar flow, typically sites of bifurcation (Moore and Tabas 2011).  An early event is the 

accumulation of lipid, specifically LDL, within the sub-endothelial matrix underlying the endothelial 

cells, typically associated with elevated circulating lipids, hypertension or a pre-existing metabolic 

disorder such as diabetes. 

Accumulated LDL is modified by ROS generating enzymes e.g. 12/15-lipoxygenase (Cyrus, Witztum et 

al. 1999), generating oxidised LDL which contributes the inflammatory signalling generated by the 

endothelial cells at the lesion site (Lusis 2000).  The oxidised LDL (oxLDL) also impacts upon nitric 

oxide availability, reducing production (Mehta, Bryant et al. 1995, Chen, Mehta et al. 1996) and 

promoting hypertension, a promoter of atherosclerosis.  The inflamed endothelial cells increase 

expression of adhesion molecules e.g. ICAM-1 which increase binding of monocytes as described 

above, with the expression of macrophage colony stimulating factor (M-CSF) stimulating proliferation 

and differentiation of monocytes into macrophages (Lusis 2000). 

The oxLDL is further oxidised by enzymes such as myeloperoxidase and in this highly oxidised state 

binds to scavenger receptors, e.g. CD36 and SR-A (Suzuki, Kurihara et al. 1997, Febbraio, Abumrad et 

al. 1999), which take-up lipids in a non-saturable process to become foam cells (lipid-laden 

macrophages).  The monocyte-derived macrophages contribute to the endothelial cell activation, 

promoting the recruitment of monocytes to the lesion. 

The growing mass of the lesion consists of monocytes, macrophages and foam cells in a milieu of 

inflammatory cytokines and elevated lipids.  In the next step of lesion progression, smooth muscle 

cells proliferate and the production of extracellular matrix components e.g. collagen, lead to the 

formation of a fibrous cap enclosing the region of the plaque exposed to blood flow.   

The pathological impact of atherosclerosis depends on the stability of the plaque rather than the 

complete occlusion of the arterial vessel by the expanding plaque.  Vulnerable plaques are those with 

relatively weak fibrous caps, are more likely to rupture leading to a distal thrombosis coupled to the 

release of necrotic components of the plaque. 
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1.23  Inflammation, ageing and atherosclerosis 

 

Immune cells, specifically monocytes and macrophages, and inflammation are integrated in the 

process of atherosclerosis progression.  The basic steps in atherosclerosis begin with an insult or 

stress of the endothelial monolayer which line the innermost arterial layer.  Monocytes and 

macrophages are recruited with subsequent uptake of oxidised LDL and lipids leading to the 

propagation of inflammation and foam cell formation.   Thus in the innermost layer of the artery, the 

tunica intima an atherosclerotic plaque begins to form (Libby, Ridker et al. 2011). 

The macrophages resident within the atherosclerotic plaque exhibit pro-inflammatory functions  

characteristic of an M1 programme, defined by the expression of high levels of IL-1β and TNF-α 

(Bouhlel, Derudas et al. 2007).  Progression of the atherosclerotic plaque requires the recruitment of 

resident smooth muscle cells from the tunica media (middle layer of the artery) into the tunica 

intima, and SMCs increase production of extracellular matrix proteins collagen and elastin generating 

a fibrous cap over the plaque.   

The fibrous cap will deprive the plaque of substrate supply, the macrophages will undergo apoptosis, 

release their lipid contents which accumulate in the extracellular milieu of the plaque.  The 

accumulation of apoptotic debris and poor clearance of these cells, termed efferoctyosis, leads to a 

lipid rich necrotic core (Tabas 2010). 

Thus, monocytes/macrophages and inflammation are of critical importance during the 

atherosclerotic process which increases with age (de Tena 2005, Libby, Ridker et al. 2011).  The pro-

inflammatory cytokines, TNF-α (Paolisso, Rizzo et al. 1998, Bruunsgaard, Andersen-Ranberg et al. 

1999) and IL-6 (Wei, Xu et al. 1992, Ershler, Sun et al. 1993, Hager, Machein et al. 1994, Cohen, 

Pieper et al. 1997, Ferrucci, Harris et al. 1999) are elevated in ageing (Bruunsgaard, Skinhoj et al. 

2000, Song, Shen et al. 2012). 

The importance of pro-inflammatory cytokines in atherosclerosis is highlighted by treatment 

strategies which serve to reduce the levels of TNF-α and IL-6 to reduce progression.  Anti-TNF-α 

treatments, e.g. infliximab, used in the treatment of patients with chronic inflammatory conditions 

such as rheumatoid arthritis reduce cardiovascular events (Jacobsson, Turesson et al. 2005), in the 

absence of alterations in the lipid profile (Elhage, Maret et al. 1998, Pollono, Lopez-Olivo et al. 2010).   

In murine models, using a monoclonal antibody against the IL-6 receptor elicited a similar decrease in 

atherosclerosis without altering the lipid profile (Schuett, Oestreich et al. 2012); however patients 

with rheumatoid arthritis receiving such therapy have an increase in lipids, that does not affect the 
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HDL-C:TC or atherogenic ratio (Maini, Taylor et al. 2006, Nishimoto, Ito et al. 2010, Kawashiri, 

Kawakami et al. 2011). 

Furthermore,  oxidised LDL induces pro-inflammatory cytokine expression via TLR4 activation and 

MyD88-null mice where TLR signalling is inhibited have reduced atherosclerosis (Bjorkbacka, 

Kunjathoor et al. 2004).  Statins, a common treatment for metabolic disorders, mediate a 

downregulation in monocyte expressed TLR4, leading to reduced expression of downstream 

cytokines IL-6, IL-12, and TNF-α ex vivo (Methe, Kim et al. 2005). 

1.24  Hypothesis 

 

Currently, the risk of developing insulin resistance and cardiovascular disease increases with age is 

well documented.  Furthermore, the ageing state is accompanied by an elevated low grade systemic 

inflammation possibly derived from adipocytes, monocytes and macrophages. 

A causal factor in insulin resistance, inflammation and increased risk of developing cardiovascular 

disease is elevated circulating FFA, which is present in the ageing phenotype.  The SFA sub-class of 

FFA are the most detrimental, and are established mediators of insulin resistance in cells crucial to 

euglycaemic uptake and storage of glucose such as adipocytes, hepatocytes and skeletal muscle cells.  

SFA mediated activation of inflammatory pathways e.g. TLR4 and NF-κB are demonstrated for a wide 

range of cells, with activation of TLR4 a possible pro-atherogenic mechanism (Poledne 2013). 

Whilst there is evidence of increased FFA in ageing, such findings have tended not to be the focus of 

the study.  Thus, the focus of this study will be test the hypothesis that ageing is associated with an 

elevation in FFA, specifically an increase in the SFA over the both the MUFA and PUFA sub-classes 

that contribute to the age related metabolic dysfunction, i.e. insulin resistance, and the low grade 

systemic inflammation. 

Therefore a study using healthy volunteers will be required to determine the fatty acid profile in 

young and older adults, with the investigation expanding to indices of oxidative stress, insulin 

resistance and inflammation to determine whether there are any associations with the ageing fatty 

acid profile. 

In the context of cardiovascular disease, as previously described, monocytes and macrophages play a 

critical role in the progression of atherosclerosis, serving to both enhance inflammation and 

supplying cells to the expanding lesion.  Data characterising the effects of fatty acids on monocytes is 

relatively scarce, with the limited studies indicating effects are class dependent.   
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Thus, to address the lack of available data,a further objective of this study was to determine the 

effects of the MUFA oleate and SFA palmitate on THP-1 monocyte phenotype and cellular activation, 

to test the postulate that SFA generate pro-inflammatory and pro-atherogenic changes in 

monocytes.  Furthermore, as oleate contributes a similar proportion to palmitate to total blood fatty 

acid content, and therefore the effect of this fatty acid on monocytes will also be investigated.   

Following activation and recruitment, in response to stimuli such as M-CSF or GM-CSF, the monocyte 

will differentiate into a macrophage producing cytokines, increased ROS/RNS, and phagocytising 

bacteria.  Whilst there are consistent in vitro models for the production of M1 classical and M2 

alternatively activated macrophages, there is a paucity of data concerning the effects of endogenous 

compounds on the monocyte prior to or during the differentiation process, and whether any 

influence is exerted on the macrophage phenotype generated.  Therefore, the role of both oleate 

and palmitate on modulating macrophage phenotype will be investigated, as macrophage phenotype 

appears to influence disease progression. 

The mechanisms of SFA mediated effects of insulin resistance and inflammation are thought to rely 

upon the formation of neutral lipids such DAG and ceramide, production of ROS and fatty acid 

metabolism in the mitochondria, therefore an investigation into mechanisms of SFA mediated effects 

will also be undertaken. 
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Chapter 2 

Materials and Methods 
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2 Materials and methods 

General methods and volunteers 

 

Phosphate buffered saline was made from137 mM NaCl, 2.7 mM KCl, 8 mM Na2HPO4 and 1.46 mM 

KH2 PO4 in distilled  H2O. 

 

2.1 Cell culture materials 

 

THP-1 cell line was obtained from Health Protection Agency (HPA, UK).  Cells utilised for experiments 

were within passages 6-55, and RPMI 1640 with stable glutamine was supplemented with 10% v/v 

foetal bovine serum and 1% v/v penicillin/streptomycin (50U/ml/50μg/ml, PAA, UK).  Cell culture 

medium was stored at 4°C and used within a month. 

 

2.1.1 Cell line background 

 

THP-1 cells are human acute monocytic leukaemia cells derived from a 1 year old male.  THP-1 cells 

have Fc and C3b receptors and lack surface and cytoplasmic immunoglobulins. These cells also stain 

positive for alpha-napthyl butyrate esterase, produce lysozyme and are phagocytic (both latex beads 

and sensitised erythrocytes). 

 

2.1.2 Cell culture protocol 

 

THP-1 cell line was cultured in RPMI 1640 with stable glutamine supplemented with 10% v/v fetal 

bovine serum and 1% v/v penicillin/streptomycin in 25cm2 and 75cm2 flasks grown to a density of 5 x 

105 cells/ml.  At each passage cells were seeded at a density of 2.5 x 105 cells/ml in either 25cm2 and 

75cm2 flasks.  Cells were counted using trypan blue under a haemocytometer when passaging or 

preparing experiments and analysing viability after treatments. 

 

2.1.3 Volunteer recruitment and ethics 

 

Volunteers were recruited from a pool of Aston staff and students to two age ranges 18-30 and 50 

years and above for the young and mid-life cohorts respectively.  Volunteers were free to withdraw 

themselves from participation at any time during the study with the removal of data.  Blood was 
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obtained in the Aston Phlebotomy suite, with analysis of cholesterol, glucose and insulin measures 

obtained at this site immediately after obtaining blood.  Submission of study outline and objectives 

were submitted and approval obtained from the Aston University Ethics Committee. 

 

2.1.4 Blood collection 

 

Whole blood (10ml) was obtained from the antecubital vein of fasted healthy male volunteers from 

consenting young (24-30 years old) and midlife (>50 years old) populations.  Ethical approval for the 

study was granted by Aston University ethics committee. Blood was collected into potassium EDTA 

coated vacutainer.  Samples were either analysed immediately or centrifuged for plasma and whole 

blood fractions and stored at -80°C. 

 

2.1.5 Measurement of BMI, waist to hip ratio (WHR), blood pressure and heart rate 

 

Prior to blood collection, the height and weight of volunteers was measured to calculate BMI; the 

waist and hip circumferences obtained to calculate waist to hip ratio; anautomated BP monitor (UA-

767; A&D Co., Tokyo, Japan) device was used to obtain resting heart rate and blood pressure 

(mm/Hg). 

 

2.1.6 Blood glucose, lipids, and liver enzymes 

 

At point of blood collection, whole blood glucose, lipids, and liver enzymes were measured using 

Reflotron strips.  Immediately after blood was obtained and placed into vacutainers, 30μl of blood 

was placed onto a reflotron strip and placed into Reflotron machine (Roche, UK) for analysis of blood 

glucose, HDL, total cholesterol or liver enzymes. 

2.1.7 Analysis of plasma triglyceride content  

 

Plasma samples were analysed for triglyceride content using a Randox kit, as per manufacturers’ 

instructions. 

2.1.8 Analysis of blood insulin 

 

Insulin levels were determined from plasma sampled using a DRG Insulin ELISA kit, as per 

manufacturer’s instructions. 
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2.1.9 Determination of insulin resistance and β-cell function 

 

The Homeostatic Model assessment is a calculation derived from the work of Turner, Holman and 

colleagues (Turner, Holman et al. 1976)developing a mathematical equation describing glucose 

regulation by the β-cells of the pancreas as a feedback mechanism, with further development of the 

equation by Matthews et al.(Matthews, Hosker et al. 1985).  The equations below allow for an 

approximate calculation of insulin resistance and %β-cell function using measured glucose and insulin 

values, with the results of these calculations providing comparable values to those derived by non-

steady state means such as hyperinsulinaemic or hyperglycaemic clamps or intravenous glucose 

tolerance test. 

 

Insulin Resistance:   HOMA-IR (mmol/L) = (glucose x insulin)/22.5  
Β-cell function:   HOMA-β (%) = (glucose x insulin)/(glucose-3.5%) 
 

2.1.10 Analysis of Peripheral Blood Mononuclear Cell surface antigen expression and 

mitochondrial superoxides 

 

Whole blood was collected from healthy male volunteers and placed into potassium EDTA coated 

vacutainers.  100μlaliquots of whole blood were placed into eppendorffs, and subsequently treated 

with either 2.5μM MitoSOX for 30min at 37°C, or mouse anti-human CD11b-RPE conjugated 

antibody, mouse anti-human CD36-FITC antibody, mouse anti-human CD16-RPE-Cy5 antibody or 

negative isotype IgG1 control (RPE, FITC or RPE-Cy5 conjugated) at a saturated concentration 

(10μl).for 30min on ice.  Subsequently, whole blood aliquots were treated with 500μl of Optilyse C 

solution for 10min, followed by 500μl of PBS for 5min at room temperature, before analysis by flow 

cytometry. 

 

2.2  Fatty acid conjugated bovine serum albumin (FA/BSA) 

 

2.2.1 Reagents 

 

Fatty acid free bovine serum albumin, sodium hydroxide, sodium oleate and sodium palmitate were 

obtained from Sigma (UK); DMEM (high glucose 4.5g/l without L-glutamine, serum-free) was 

obtained from PAA (UK) and ethanol was obtained from Thermo Fisher (UK). 

 

 



66 
 

2.2.2 Background 

 

Lipid transport within the body requires carrier proteins owing to their hydrophobicity.   Transport of 

fatty acids thus occurs in two forms; esterified in the form of triglycerides or as NEFA bound to 

albumin.  The solubility of NEFA is very low, in the nanomolar range and thus the major fatty acid 

fraction in the blood will be protein bound with albumin.  Therefore for in vitro cell culture 

experiments FA was conjugated to BSA as a carrier. 

 

2.2.3 FA/BSA stock preparation 

 

Stock solutions of sodium oleate and sodium palmitate were made by dissolving [200mM] of either 

fatty acid in 70% ethanol, 0.1M NaOH and 30% distilled water (278.4mg sodium palmitate and 

304.44mg into 5ml of NaOH in 70% ethanol) at 60°C on a hot plate.  Solutions were stored in -20°C 

until required.  Working solutions of fatty acids were made by dissolving 5mM FA stock solutions into 

5% BSA w/v in serum-free DMEM (fatty acid to BSA ratio of 6:1), placing on a hot plate at 37°C with 

stirring for 4 hours.  Solutions were adjusted to pH7.4 with dilute sodium hydroxide and 0.2μM 

sterilised using a 0.2μM filter.  All working solutions were stored in 4°C and used within 14 days(Gao, 

Griffiths et al. 2009). 

 

2.3 Cell treatments 

 

2.2.4 Cell treatment for the studying effects of FA on THP-1 monocytes 

 

Working solutions of BSA-conjugated FA at 5mM were prepared as described above and stored at 

4°C.  To determine the effect of fatty acids on monocytes redox status, THP-1 cells were incubated 

with various concentrations of FA (50μM, 150μM and 300μM) or BSA equivalent for 6 and 24 hours 

in RPMI 1640 supplemented with 10% FBS and 100U/ml penicillin and 100μg/ml streptomycin at 

37°C.  THP-1 monocytes were incubated at 5 x 105 cells/ml into a 24 well plate (2ml/treatment) in 

10% FBS and 1% P/S RPMI 1640 in the presence of FA/BSA for up to 24h. 

The concentrations of FA used are based on plasma free fatty acid concentration, in which the two 

main physiological FA palmitate and oleate constitute approximately 30% of FFA human plasma.  

Control cells received BSA equivalent to the cells treated with the highest concentration of FA.  Thus 

treatments below 300μM FA represent a healthy physiological level of FA, whilst 300μM represents 
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the upper limit of healthy and possibly similar to that seen in the insulin resistant state(Golay, 

Swislocki et al. 1987, Laws, Hoen et al. 1997, Salgin, Ong et al. 2012). 

 

2.3 MTT assay 

 

2.3.1 Reagents 

 

3-(4,5-Dimethylthiazol-2-yl)-2,5-diphenyltetrazolium bromide (MTT), sodium dodecyl sulphate and 

dimethyl formamide were from Sigma (UK).  MTT (12mM) was prepared in PBS  and subsequently 

stored in the dark at 4°C.  Lysis buffer composed of 0.7M sodium dodecyl sulphate in 50% dimethyl 

formamide was adjusted to pH4.7 with glacial acetic acid. 

 

2.3.2 MTT assay background 

 

The reduction of MTT by mitochondrial succinate   dehydrogenase within mitochondria of viable cells 

changes the colour from a yellow soluble tetrazole to an insoluble violet formazan crystal which once 

solubilised using a detergent solution can be quantified using a spectrophotometer.  Whilst the assay 

does not allow for a differentiation between necrosis or apoptosis, it provides information regarding 

metabolic activity within the cell. 

 

2.3.3 MTT assay protocol 

 

Cultured cells treated with increasing fatty acid concentrations and BSA controls for up to 24 hours in 

6-, 12-, or 24-well plates at a concentration of 5 x 105 cells per ml, cells were mixed and 100μl of cell 

suspension were removed and placed into a 96 well plates followed by 25μl of MTT solution.  

Following two hours of incubation at 37°C, the cells were lysed with MTT lysis buffer (100μl), and 

culture plates were left overnight at 37°C before being analysed spectrophotometrically at 570nm.  

Carbonyl cyanide p-trifluoromethoxyphenylhydrazone (FCCP) at a concentration of 50μM was 

incubated with cells for the same time period and was used as a positive control for inhibition of 

metabolic activity and cell viability.  Values were expressed as absorbance @ 570nm(Grant, Barber et 

al. 2005). 
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2.4 Annexin-V/Propidium Iodide dual staining for apoptosis/necrosis 

 

2.4.1 Reagents 

 

Propidium iodide (PI) and FITC-conjugated annexin-V were obtained from Sigma (UK) and AbCam 

(UK) respectively.  PI solution was made up at 100μg/ml PI in 10mM HEPES and 150mM NaCl; 

Annexin-V binding buffer consisted of 150mM NaCl, 10mM HEPES and 2.5mM CaCl2 pH7.5.   

 

2.4.2 Assay Background 

   

Programmed cell death, apoptosis, is a key process in growth and development, immune responses 

and clearance of cancerous cells.  Necrosis is a non-programmed cell death.  PI is a non-cell-

permeable DNA stain, and only under conditions in which the cell membrane becomes permeable or 

leaky i.e. cell stress and necrosis will the stain enter the cell, consequently PI can identify necrotic 

cells and an increase in PI fluorescence may be used as a measure of cellular necrosis. 

 

2.4.3 Assay Protocol 

   

Treated cells, samples or controls were washed in equal volume of PBS and subsequently 

centrifugedat 200g for 5min.  PBS was removed and cells were resuspended in 500μl of Annexin-V 

binding buffer.  Annexin-V (5μl) was added for 15 min in the dark and prior to analysis by flow 

cytometry 5μl of PI solution was added.   Samples are analysed by flow cytometry until 10000 events 

(at 5 x 105 cells/ml, total population) were recorded (488nm argon laser using Quanta flow cytometry 

machine, using emission filters FL1 525nm and FL2 575nm) (Lam, Carmichael et al. 2012). 

 

2.5 Cell Cycle analysis 

  

2.5.1 Reagents 

  

Propidium iodide (PI) solution was made up at 50μg/ml in 0.1% Triton-X and 0.1% sodium citrate in 

distilled water, and PBS was made up as previously described.  All reagents were obtained from 

Sigma (UK). 
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2.5.2 Assay Background 

  

Propidium iodide (PI) binds to DNA by intercalating between bases without preference, and because 

of its fluorescent nature, permits measurement by flow cytometry usually under the FL2 channel 

(excitation 518nm, emission 617nm).  The ability of PI to bind to DNA is exploited to analyse the cell 

cycle in cells.  The fluorescence intensity of cells treated with PI will reflect the amount of DNA within 

the cells and consequently the stage of the cell cycle they are in.  Quiescent cells and those in G1 

phase of the cell cycle will generally have a single copy of DNA.  Cells which are in S phase will be 

replicating DNA and thus will have a mixed DNA content with between one and two copies of DNA, 

whilst cells in G2/M phase will have two copies of DNA; all these factors can be observed by flow 

cytometry with cells in G0/G1 having the lowest fluorescence intensity, with cells in G2/M phase 

having the highest and cells in S phase having a fluorescence intensity in between the two 

populations. 

  

2.5.3 Assay protocol 

 

Following experiments cells were washed in 1ml of PBS before resuspension in 1ml of PI solution and 

subsequently incubated for 24 hours at 4°C, before analysis by flow cytometry until 10,000 events 

are recorded (total cell population, excitation and emission at 518nm and 617nm, with data 

expressed as percentage of cells in G0, G1, S and G2/M phase). (Woollard, Phillips et al. 2002). 

 

2.6 Caspase-3 activity assay 

 

2.6.1 Reagents 

  

Tris-HCl, NaCl, NaH2PO4, NaF, Na3VO4, PMSF, DTT, glycerol, HEPES were all obtained from Sigma (UK), 

leupeptin was obtained from Enzo Life Sciences, and acetyl Asp-Glu-Val-Asp 7-amido-4-

methylcoumarin (Ac-DEVD-AMC) and 7-amino-4-methylcoumarin were obtained from Calbiochem, 

Merck (UK).  Cell lysis buffer consisted of 10mM Tris-HCl pH7.5, 130mM NaCl, 1% TritonX-100, 10mM 

NaH2PO4, 0.4mM PMSF, 0.2mM NaF, 0.2mM Na3VO4 and 0.3mg/ml leupeptin.  Reaction buffer 

consisted of 20mM HEPES pH7.8, 10% glycerol and freshly added 2mM DTT. 
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2.6.2 Caspase-3 activity background 

 

Programmed cell death, apoptosis, requires activation of proteins necessary for the degradation of 

cellular components and DNA.  Caspases (cysteinyl aspartate specificproteases) are a family of 

proteases which which are instrumental in apoptotic processes mediating cell death.  Caspase-3 

processes caspase 2, 6, 7 and 9 proenzymes, and other key apoptotic proteins including poly ADP-

ribose polymerase, the inhibitor of caspase-activated deoxyribonuclease (ICAD), gelsolin and fodrin.  

Therefore, during apoptosis caspase 3 is central in chromatin condensation, DNA fragmentation and 

cell blebbing(Porter and Janicke 1999). 

 

The caspase-3 activity assay relies on enzymatic cleavage of an amino acid motif, to release a 

fluorophore.  Using cellular lysates, the assay works on the basis that caspase-3 will hydrolyse the 

peptide substrate acetyl Asp-Glu-Val-Asp 7-amido-4-methylcoumarin (Ac-DEVD-AMC) to yield the 

fluorescent 7-amino-4-methylcoumarin (AMC) moiety which has excitation and emission 

wavelengths 360nm and 460nm respectively which can be measured fluorimetrically.  Using cellular 

lysates the activity of caspase-3 can be determined by measuring the amount of AMC fluorescence 

generated, and comparing this to a standard curve generated from known AMC solutions relative to 

protein. 

 

2.6.3 Assay protocol 

 

Following treatment, THP-1 cells were collected and centrifuged at 250g for 5min then washed once 

with PBS (137 mM NaCl, 2.7 mM KCl, 8 mM Na2HPO4 and 1.46 mM KH2 PO4 in distilled  H2O).  

2million cells were subsequently treated with 100μl cell lysis buffer for 20 min on ice then spun at 

14,000g for 30 seconds.  The supernatants were then stored at -20°C prior to assay and BCA protein 

analysis.  Into wells of a 96 well plate 175μl of reaction buffer and 25μl of supernatant were added, 

the caspase-3 assay was initiated by adding 50μl of Ac-DEVD-AMC (25μM) to the 96 well plate in 

addition to diluted AMC standard concentrations.  The plate was left in the dark for 1hour at room 

temperature.  The plate was read on a fluorimeter at excitation 360nm and emission 460nm, with 

results of caspase-3 activity calculated based on an AMC standard curve. 

  

Protein content was determined from sample aliquots stored at -20°C.  400μl copper sulphate 

solution was added to 20ml of bicinchoninic acid (BCA), and into a 96 plate 10μl of sample and 200μl 
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of copper sulphate BCA solution was added, along with standards (0-1mg/ml), and protein content 

was determined by extrapolating from a standard curve. 

 

2.7 MitoSOX red superoxide indicator 

 

2.7.1 Reagents 

  

MitoSOX Red reagent was obtained from Invitrogen, dimethyl sulphoxide (DMSO) was obtained from 

Sigma (UK) and PBS was made as previously described. 

 

2.7.2 Background 

Mitochondria are the principal site of energy generation, and a significant portion of cellular energy 

within this organelle is generated via the flow of electrons from reduced cofactors through the 

electron transport chain to oxygen.  The process leaks electrons which interact with molecular 

oxygen yielding superoxide anions.  MitoSOX Red is a fluorogenic dye which is highly selective for 

superoxide anions in mitochondria.  Once in the mitochondria the reagent is readily oxidised by 

superoxide but not other ROS or reactive nitrogen species, generating fluorescence which can be 

measured by flow cytometry. 

 

2.7.3 Assay protocol for mitochondrial ROS in THP1 cells 

 

1x106 cells/ml were washed once and subsequently resuspended in PBS  at 1 x 106 cells/ml, and 

incubated at 37°C for 5 min before addition of 2.5μM of MitoSOX (5μg resuspended in 52μl of DMSO 

in 1 vial) for exactly 30 min, cells were then analysed by flow cytometry. 

 

2.7.4 Mitochondrial ROS production in PBMC population 

 

Immediately after sample collection, 100μl of whole blood was aliquoted and treated with or without 

2.5μM of MitoSOX for 30 min at 37°C in the dark.  Samples were then treated with 500μl Optilyse C 

for 10 min in the dark, before 500μl of PBS for 5 min.  Samples were analysed by cytometry until 

10,000 events were recorded. 
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2.8 Reduced Glutathione assay 

 

2.8.1 Reagents 

  

DTNB, EDTA, glutathione (reduced, GSH), glutathione S reductase, NADPH, sodium phosphate and 

sulphosalicylic acid (SSA) were all obtained from Sigma (UK).  125mM sodium phosphate and 6.3mM 

disodium EDTA were dissolved in water for the stock buffer which can be stored at room 

temperature.  3μg NADPH was dissolved into 10mlstock buffer to make daily buffer which is made 

fresh prior to assay run.  6mM DTNB was prepared in 10ml stock buffer; 1g of SSA into 1ml dissolved 

in water.  Glutathione stock solution was made up at 1mM aliquoted in dH2O and stored at -20°C. 

 

2.8.2 Background 

 

The production of reactive oxygen species is inherent to energy generation in the mitochondria and 

innate immune function via the respiratory burst, and can damage cellular organelles namely the 

mitochondria and DNA preventing normal and viable cellular function.  Cells possess various 

apparatus to deal with oxidative stress in the form of antioxidants and reducing enzymes.  The 

primary cellular antioxidant is glutathione which is primarily found in its reduced, GSH, form which is 

oxidised in the presence of reactive oxygen species to yield GSSG. 

 

2.8.3 Assay Protocol 

 

After each experiment, 5 x 105 cells/ml were removed and washed in PBS (1ml), with 50μl retained 

for analysis of protein content.  Cells were centrifuged (150g) for 5 min and the supernatant was 

removed 3.3μl SSA, and 96.6μl stock buffer were added.  Standards in the range 0-80μM GSH were 

made up using equivalent concentrations/volumes of SSA and stock buffer.  25μl of standards and 

samples were added to a 96 well plate in triplicate, with 150μl daily buffer and 50μl DTNB solution 

and left for 5 min at 30°C before addition of 25μl of GSR.  The plate was analysed at time points 0, 1, 

2, 5 and 10 min post glutathione-S-reductase addition using plate reader at 410nm(Grant, Barber et 

al. 2005). 
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2.9 Oxidised Glutathione assay 

  

2.9.1 Reagents 

  

Reagents used are same as for glutathione assay above, with the addition of triethanolamine and 2-

vinylpyridine (Sigma, UK).  Oxidised glutathione stock solutions were made freshly, to a 

concentration of 5mM. 

 

2.9.2 Background 

 

The assay for oxidised glutathione works on the same principle as the glutathione assay, however 2-

VP and TEA were added to each reaction condition in order to maintain a high pH, stabilise the GSH, 

GSSG and prevent oxidation of GSH to GSSG. 

 

2.9.3 Assay protocol 

 

The protocol follows that of the glutathione assay, except 2μl of 2-VP and 2μl of TEA were added to 

both standards and samples prior to the addition of GSR, then was measured at 410nm using a 96 

well plate reader at 0, 1, 2, 5 and 10 min. 

 

2.9.4 Calculations 

 

The concentrations of GSSG were determined by calculating the maximal difference in sample and 

standard absorbance between two time points then interpolating this rate of GSSG conversion based 

on standards, the values of GSSG were subsequently normalised to protein content as determined by 

BCA assay. (Grant, Barber et al. 2005). 

 

2.9.5 Analysis of plasma reduced and oxidised glutathione content 

 

Plasma obtained after centrifugation was stored with 1% sulfosalicylic acid (SSA) to enable 

preservation of glutathione.  These samples were then analysed for reduced (GSH) and oxidised 

(GSSG) glutathione content (Grant, Barber et al. 2005).  GSH (0-80μM) and GSSG (0-1μM) standards 

were prepared, and 25μl of both standards and samples were aliquoted onto a 96 well plate in 
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triplicate as previously described, followed by 150μl daily buffer and 50μl 5-5'-dithiobis 2-

nitrobenzoic acid (DTNB), and left for 5 min before the addition of 25μl of glutathione-S-reductase 

(GSR).  The plates were analysed at time points 0, 1, 2, 5 and 10 min using a plate reader at 410nm. 

 

2.10 Enzyme linked Immunosorbent Assay (ELISA) 

 

2.10.1 Reagents 

 

Human TNF-α, IL-6 and IL-10 ELISA development kits obtained from Peprotech; 2,2'-Azinobis [3-

ethylbenzothiazoline-6-sulfonic acid ABTS, BSA, citrate phosphate, hydrogen peroxide, Tween-20 and 

NUNC MaxiSorp plates were obtained from Sigma (UK). 

 

2.10.2 Background 

 

Enzyme linked immunosorbent assay (ELISA) permits the detection of a specific antigenfrom a 

mixture, through the immobilization of specific proteins onto the wells of a microplate using capture 

antibodies.  There are key steps in the ELISA protocol, coating, blocking, detection and measurement.  

The coating step involves addition of antibodies specific for a protein of interest to a plate (typically a 

96 well plate).  The blocking step adds a non-specific protein to areas of the well unbound by the 

antigen.  The test sample and standards are added to separate wells of the plate.  The detection step 

utilises another antibody to detect the specific protein, typically conjugated to enzyme or 

fluorophore, which is followed by signal measurement. 

  

2.10.3 Assay protocol for cytokine secretion from THP1 cells 

 

The ELISA kits supplied a capture and detection antibody, standards and avidin-horse radish 

peroxidase (avidin-HRP) conjugate and were prepared as per manufacturer’s instructions.  10X PBS 

was made as previously described, and from this wash buffer (0.05% v/v Tween-20), diluent (0.05% 

v/v Tween-20 and 0.1% v/v BSA) and block buffer (1% v/v BSA) were produced.  Capture antibody 

diluted to a 1μg/ml was added in triplicate to a 96 well plate (100μl/well) for each sample and 

standard to be analysed and subsequently was left overnight at room temperature.  Before addition 

of standards and samples, the 96 well plate was rinsed 4x with wash buffer and blotted dry then 

block buffer was applied (300μl/well) for one hour.  The plate was rinsed as previously described 
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then standards (2ng/ml-0ng/ml) and samples were applied (100μl/ml) and placed at room 

temperature for 2 hours. The plate was washed, and then detection antibody was added at 0.5μg/ml 

(100μl/well) and incubated for 2 hours at room temperature.  The plate was washed, and then 

avidin-HRP conjugate was applied (100μl/well), for 30 min.  ABTS liquid substrate solution was made 

up with 30ml citrate phosphate buffer, 200μl of ABTS (20mg/ml) and 10μl of hydrogen peroxide.  

After 30 min, the plate was washed and 100μl/well of ABTS liquid substrate was added, and placed in 

incubator at 37°C until colour development, the absorbance of the plate was read at 410nm, and 

levels of cytokines calculated using the internal standard curve. 

2.10.4 Analysis of plasma cytokines 

 

The cytokines IL-6, IL-10 and TNF-α were analysed in plasma using ELISA kit from Peprotech, as per 

manufacturer’s instructions.  Following validation, instead of using 100μl of sample per well, 75μl 

was used in order to generate results within the standard curve. 

 

2.11 JC-1 assay 

  

2.11.1 Reagents 

  

JC-1 was obtained from Invitrogen (UK). 

 

2.11.2 Background 

  

The early stages of apoptosis are defined by changes in the potential of mitochondrial membranes, in 

part due to the formation and opening of a mitochondrial permeability transition pore, which 

permits the release of ions which causes the decoupling of the electron transport chain; this allows 

the release of cytochrome C.  Mitochondrial dyes such as 5,5′,6,6′-tetrachloro-1,1′,3,3′-tetraethyl-

imidacarbocyanine iodide CBIC2(3)JC-1 are cationic (positively charged) at normal membrane 

potentials permitting their accumulation in the negatively charged inner mitochondrial membrane.  

In this state, the JC-1 dye will form aggregates and fluoresce red (~590nm) and upon a membrane 

depolarisation the dye will be released.  In the monomer form, the JC-1 dye will generate green 

fluorescence (~529nm).  The membrane potential is thus measured as a ratio of red: green 

fluorescence.   The dye can be excited by a standard argon 488nm laser found on flow cytometers 

which permits the analysis of both red and green fluorescence or by fluorescence microscopy 
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2.11.3 Protocol  

 

Samples are washed in PBS twice and resuspended to concentration of 1 x 106 cells/ml, and are 

treated with JC-1 at a concentration of 10μg/ml and placed in the dark at 37°C for 10 min before 

analysis by flow cytometry. 

 

2.12 Oil Red O lipid staining 
 

2.12.1 Reagents 

 

Oil Red O was obtained from Cayman (UK) and isopropanol from Fischer (UK). 

2.12.2 Background 

 

Oil Red O is a fat soluble dye used for the staining of neutral lipids such as triglycerides and 

lipoproteins e.g. LDL, which stains lipids red and can be visualised under microscopy or quantified 

using absorbance spectrometry.  

2.12.3 Protocol 

 

THP-1 monocytes treated for 24h with either oleate or palmitate (2x106 cells/ml) were subsequently 

washed in 1ml PBS and fixed in 1ml 4% paraformaldehyde solution before incubation with 500µl Oil 

Red O solution (Cayman, UK)for 15 min at room temperature.  Cells were washed once in 1ml PBS 

before incubation with 1ml isopropanol for 5 min on rocker at a slow setting.  Subsequently samples 

were centrifuged at 100g for 2min, with the supernatants transferred to a 96 well plate in triplicate 

before spectrophotometric analysis at 490nm. 

2.13 Flow cytometry for monocyte surface antigen analysis 

 

2.13.1 Reagents 

  

Mouse anti-human CD14 RPE-Cy5 conjugated monoclonal antibody (clone 61D3, Abd Serotec); 

Mouse anti-human CD11b-RPE conjugated antibody (clone ICRF44, Abd Serotec); Mouse anti-human 

CD16-RPE Cy5 conjugated antibody (clone 3G8, Abd Serotec); Mouse-anti-human CD36-FITC 

conjugated antibody (clone SMO); Mouse IgG1 isotype control RPE, FITC and RPE-Cy5 antibodies and  

mouse IgG2a RPE-Cy5 isotype controls were all obtained from Abd Serotec (UK). 
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2.13.2 Background 

 

Flow cytometry allows measurement of the characteristics of individual particles and cells.  Cells are 

carried in a stream of fluid and passed through a laser.  The properties analysed include particle size, 

granularity, and fluorescence intensity.  As the cells are passed through the laser the light is 

scattered, and is collected by lenses which carry the light to appropriate detectors and generate 

proportional signals.  Forward scatter light is proportional to cell size, and is a measure of diffracted 

light.  Side scatter light is proportional to cellular granularity, and is a measure of light which is either 

refracted or reflected, and is usually collected at 90° to the laser beam.   

 

The lasers present in a flow cytometer permit the measurement of specific fluorescence.  

Fluorochromes are fluorescent dyes which absorb light energy (emitted from a laser at 488nm) at a 

given wavelength; an electron within that compound is excited to a higher energy state.  As the 

electron returns to its original/ground state the received energy is emitted at a longer wavelength as 

fluoresence.  This is exploited in flow cytometry, as most flow cytometric equipment utilise an argon 

laser which excites more than one fluorochrome.  Antibodies targeted against cell surface antigens 

can be labelled with fluorophores such as fluorescein isothiocyanate (FITC) and phycoerythrin (PE) 

permitting the quantification of cell surface expression of antigens.  This can be used to measure 

changes in surface expression following treatment of cells; they can also be used for 

immunophenotyping to distinguish between healthy and diseased cell populations. 

2.13.3 Assay protocol for THP1 cells 

 

After completion of the experiment, cell samples are placed into eppendorff tube in ice with serum 

for 15 min to block receptors.  Subsequently each sample is treated with a saturating concentration 

of antibody or negative control for 30 min on ice before analysis by flow cytometry (Beckman Coulter 

Quanta or Epics XCL). 

 

2.13.4 Analysis of primary blood mononuclear cell (PBMC) cell surface antigen expression 

 

Immediately after blood collection, 100μl of whole blood was aliquoted and subsequently labelled 

with 10μl of either mouse anti-human CD11b or mouse anti-human CD36 or mouse anti-human 

CD14, or respective mouse anti-human IgG negative control for 30 min on ice.  Subsequently, 500μl 

of optilyse C was added and left in the dark at room temperature for 10 min, followed by 500μl of 
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PBS for 5 min.  Samples were then analysed by flow cytometry using FL1 for CD36, FL2 for CD11b and 

FL4 for CD14 (table 2.1) until 10,000 events were recorded. 

 

Antibody Fluorophore Filter  (emission wavelength) 

CD11b RPE FL2 (~575nm) 

CD14 

CD16 

RPE-Cy5 

RPE-Cy5 

FL3 (~694nm) 

CD36 FITC FL1 (~525nm) 

Table 2.1: Mouse anti-human antibodies with respective fluorophores and flow cytometry filters 

2.14 Extraction of ceramides from monocytic cell lines and analysis under LC-MS 

 

2.14.1 Reagents 

 

PBS placed at 4°C prior to use; methanol, iso-propanol, water and ethyl acetate were acquired from 

Thermo-Fisher (UK) and C17 internal standard was obtained from Avanti Polar lipids (USA). 

 

Ammonium formate and formic acid were obtained from Sigma (UK) and methanol was obtained 

from Thermo.  Mobile phase A solution consisted of 1mM ammonium formate in methanol with 

0.2% formic acid and mobile phase B solution consisted of 2mM ammonium formate in water with 

0.2% formic acid. 

2.14.2 Background 

 

In order to fully understand how an increase in an initial substrate such as palmitate for de novo 

ceramide synthesis may impact on the cell, measurement of its metabolites such as ceramides can be 

undertaken.  Efficient extraction and analysis of lipid content from samples for the sphingolipid class 

is required for such an analysis that permits both reproducibility and good yield and prevents 

oxidation or degradation of sample.  Mass spectrometry provides is the best approach for the 

analysis of ceramide content.   
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2.14.3 Protocol 

 

Monocytic cells (20ml 1x106 cells/ml) following 24 hour treatments were centrifuged at 200g for 5 

min, and were resuspended in 10ml of ice cold PBS, and subsequently respun at 200g for 5 min 

before a second resuspension in 10ml ice cold PBS, 200μl was removed for protein analysis by BCA.  

After second washing, the cells were resuspended in 2ml of extraction solvent (iso-propanol: water: 

ethyl acetate (30:10:60; v:v:v)) containing C17:0 ceramide internal standards at 5μM in 15ml 

polypropylene Falcon tubes.  The cells were subsequently vortexed 3 times for 30 seconds each 

before being spun at 500g for 10 min.  Using a glass pipette, the extraction solvent was removed and 

placed into a glass vial.  The remaining pellet was re-extracted with a further 2ml of extraction 

solvent, and lower phase placed back into the glass vial.  The lipid containing phase is dried under a 

stream of nitrogen and placed into -80°C until analysis by LC-MS. 

 

Lyophilised C17:0 ceramide spiked cellular lipids were redissolved in 80% Mobile phase A and 20% 

Mobile phase B. Lipids (10μL) were resolved by nano-liquid chromatography using a reverse phase C8 

BioBasics 100mm x 0.075mm column (Integrafrit; Presearch, UK) and were eluted using a 90min 

gradient (A/B): 0-5 min 80/20; 5-40 min 80/20-99/1; 40-60 min 99/1; 60-65 min 99/1-80/20; 65-90 

min 80/20.  Eluted lipids were directly infused via nano-electrospray injection into a LXQ linear ion 

trap (ThermoFisher) with data dependent analysis to identify ceramide species.  A standard curve 

was employed to determine absolute levels of C16 ceramide and the data was expressed relative to 

the C17 ceramide spiked into each sample. 

 

2.15 Differentiation of THP-1 monocytes 

 

2.15.1 Reagents 

 

Phorbol 12-myristate 13-acetate (PMA) and lipopolysaccharide (LPS) were obtained from Sigma (UK).  

Interleukin-4, Interleukin-13, and Interferon-γ were obtained from Peprotech (UK) and subsequently 

aliquoted in PBS containing 1% w/v BSA and stored at -20°C. 

 

2.15.2 Background 

 

In response to infection, circulating monocytes migrate from blood vessels to sites of infection, into 

the tissue under the influence of chemokines and other signalling molecules.  In the tissues they 
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differentiate to macrophages, with the functions of the cell changing.  The differentiation path and 

therefore type of function depends upon the milieu of cytokines and other signalling molecules 

present.  Consequently the macrophage population will exhibit marked heterogeneity.  The two 

principal phenotypes observed in vitro are the ’classically-activated’ M1 macrophage, a pro-

inflammatory and specialised antibacterial cell.  The ‘alternately activated’ M2 macrophage functions 

to clear cell debris and mediate tissue repair. 

 

In vitro, macrophages of differing phenotypes are modelled using differentiation programmes.  The 

use of in vitro cell lines is complicated by the fact that various cell lines are at different stages of the 

differentiation process themselves.  Typically differentiation agents such as dihydroxyvitamin D3 or 

phorbol-12-myristate-13-acetate are utilised, combined with pro-(TNF-α) or anti-inflammatory (IL-10) 

cytokines or bacterial endotoxins (lipopolysaccharide or lipotechoic acid) to generate a desired 

macrophage phenotype.  In such a manner other agents or molecules maybe used to determine their 

influence upon macrophage phenotype. 

2.15.3 Protocol 

 

THP-1 cells resuspended at 1 x 106 cells/ml were seeded into the wells of a 12 well plate at 3ml/well.  

The cells were treated with 20ng/ml IFN-γ and 100ng/ml LPS for 6 hours followed by 320nM PMA for 

a further 18-66 hours to generate a classical M1 phenotype.  Non-classical M2 required 20ng/ml of 

both IL-4 and IL-13 for 6 hours followed by 320nM PMA for a further 18-66 hours.  Monocyte 

controls were treated with cytokines for 6 hours with no PMA for a further 18-66 hours 

 

2.16 Analysis fatty acid profile in plasma and red blood cells 

 

2.16.1 Reagents 

 

Chloroform, methanol, toluene, and hydrochloric acid were obtained from Thermo-Fisher.  BHT and 

37 fatty acid methyl ester mix were obtained from Sigma (UK). 

 

2.16.2 Background 

 

Analysis of fatty acids from biological material requires extraction and conversion to a volatile 

derivative followed by analysis.  Fatty acids are not volatile enough to be analysed directly and 
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require conversion to fatty acid methyl esters (FAMEs), in this form they can be readily vapourised 

for analysis under gas chromatography (GC).  At each stage of the extraction and conversion steps, 

care needs be taken to minimise oxidation and degradation of the lipid sample, this can be achieved 

through the use of low light and inert gas such as nitrogen.  Antioxidants such as BHT are added to 

prevent oxidation of fatty acids during the extraction process.  Analyses of FAMEs are executed by GC 

using a flame ionization detector with a hydrogen or helium carrier gas, with the use of a polar silica 

capillary column for optimal separation of fatty acids. 

 

2.16.3 Protocol 

 

The NEFA profile of fasted plasma samples was determined using a methodology adapted from 

Ichihara et al.(Ichihara and Fukubayashi 2010).  Lipids were extracted from 500μl of plasma using 

chloroform methanol (2:1, 0.05% BHT), i.e. 1.5ml solvent mixture to 0.5ml of plasma in glass screw 

cap tube vortexed immediately and subsequently spun at 700g for 10 min.  The chloroform layer was 

subsequently removed, and dried under nitrogen.  The samples were subsequently methylated to 

generate fatty acid methyl esters using 200μl toluene, 1.5ml methanol and 0.3ml HCl in methanol, 

heated at 100°C for ~20min to methylate NEFA but not triglycerides or cholesterol esters in PTFE 

sealed glass vials.  The FAMEs were subsequently extracted with 1ml of hexane and 1ml of water, 

removing the hexane layer.  The extracted FAME sample was evaporated under nitrogen and 

resuspended in 50μl of hexane prior to analysis using a HP-5890 series II gas chromatography 

machine with a HP-Innowax polyethylene glycol polar column, with flame-ionisation detection. 

Red blood cell membrane analysis followed a similar protocol; however, stored red blood cells were 

washed and diluted with PBS.  Red blood cells stored in -80°C were defrosted, with 7ml of PBS added 

to 2ml of sample; this was subsequently returned to storage or immediately extracted.  To 1ml of this 

sample, 2ml of chloroform and 1ml of methanol was added and vortexed for 30 seconds before 

centrifugation at 1000g for 10 min.  The lower chloroform layer was removed, and the lipid layer was 

dried under nitrogen.  The sample was methylated as described for plasma by heating to 100°C for 1 

hour, before extraction of the FAMEs and analysis under GC conditions as described above. 

Identification of fatty acids peaks was determined after running a Supelco 37 FAME mix standard, 

comparing run times and peak heights.  The fatty acids in C20 range i.e. C20:0, C20:1, C20:2, C20:3n6, 

C20:3n3, C20:4n6 and C20:5n3, could not be identified individually although peaks within that range 

were present. 
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2.17 Statistical analysis 

  

Data obtained from in vitro THP-1 monocyte cell work was tabulated and analysed using GraphPad 

Prism (v6.0).  If paired data was analysed, data was subject to analysis by t-tests; otherwise one-way 

ANOVAs were performed.  Data obtained from human samples was analysed byKolmogorov-Smirnov 

test for normality, and if normally distributed data was analysed by t-tests when comparing young 

and mid-life cohorts and if not normally distributed data was analysed using non parametric Mann-

Whitney t-test.;whilst correlation analysis was carried out on the entire sample (including both young 

and mid-life) using GraphPad Prism.  Data on NEFA and RBC fatty acid profiles was log transformed in 

order to accommodatevariability.  Statistical significance is provided as *=p<0.05, **=p<0.01, 

***=p<0.001 and ****=p<0.0001, determined by the tests described. 
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Chapter 3 

Effects of palmitate and oleate on monocyte 
oxidative stress and cell survival 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



84 
 

3 Chapter 3: Effects of palmitate and oleate on monocyte oxidative stress and cell survival 

3.1 Preface 

 

This chapter describes an investigation of the effects of the MUFA and SFA oleate and palmitate 

respectively on monocyte redox status and apoptosis.  The rationale for these experiments was to 

establish concentrations of fatty acids that were not toxic to monocytes.  THP-1 monocytes were 

incubated with BSA-conjugated fatty acid (50μM, 150μM, 300μM) and BSA alone as control in order 

to determine fatty acid effects on cell growth, metabolic viability and redox status.  Subsequent 

experiments determine if reactive oxygen species (ROS) generation and apoptosis were consistent 

effects of either saturated (myristate, palmitate and stearate) or monounsaturated (oleate) fatty acid 

treatment irrespective of chain length. 

3.2 Introduction 

 

Reactive oxygen species (ROS) encompass reactive oxygen intermediates including superoxide anion 

radical (O2
.- or O2

-), hydrogen peroxide (H2O2), hydroxyl radicals (.OH) in addition to both ozone (O3) 

and singlet oxygen (Nathan and Ding 2010).  ROS play important roles in normal physiological 

processes, for example in the immune system production of ROS is central in both the innate and 

adaptive responses (Nathan and Cunningham-Bussel 2013).   

The production of ROS is part of the oxidative burst in activated phagocytes and represents the first 

line of defence against pathogens (Kohchi, Inagawa et al. 2009).  ROS have also been demonstrated 

to contribute to polymorphonuclear leukocyte migration to a wound margin (Niethammer, Grabher 

et al. 2009) and subsequently promote their retention (Sakai, Kii et al. 2011).   

ROS production and signalling is also important in adaptive immunity, for example activation of T cell 

receptors leads to ROS generation (Devadas, Zaritskaya et al. 2002), with the production of peroxides 

in these cells activating NF-κB which leads to IL-2 production (Los, Schenk et al. 1995) that is crucial 

for growth, proliferation and differentiation of T cells to become effector cells. 

However oxidative stress arises when ROS production exceeds ROS scavenging (Cadenas and Sies 

1985) and is a common observation in metabolic diseases such as cardiovascular disease, obesity, 

and type-2 diabetes.  At a cellular level in the majority of non-phagocytic cells, ROS are principally 

derived from the electron transport chain of mitochondria (as superoxide anions) with minor 

contributions from NADPH oxidase, xanthine oxidase and uncoupled endothelial nitric oxide synthase 

(Nathan and Ding 2010).   
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In conditions such as obesity, diabetes mellitus, and cardiovascular disease the metabolic state can 

be described as an excess of energy substrates e.g. fatty acids and glucose.  An excess of fatty acids 

can lead to peripheral insulin resistance via oxidative stress (see introduction), which is a prominent 

feature in metabolic disease.   

The induction of insulin resistance by ROS has been demonstrated in both 3T3-L1 adipocytes (Rudich, 

Kozlovsky et al. 1997, Rudich, Tirosh et al. 1998, Tirosh, Potashnik et al. 1999)and in animal models of 

insulin resistance (Bonnard, Durand et al. 2008, Matsuzawa-Nagata, Takamura et al. 2008).  Elevated 

ROS were causal in insulin resistance, and pharmacological intervention with scavengers of ROS 

improved insulin sensitivity (Anhe, Okamoto et al. 2012).  Furthermore, a favoured hypothesis of 

diabetes aetiology suggests that superoxide production is the common pathological pathway 

inducing the impairments (insulin resistance, β-cell dysfunction, and impaired glucose tolerance) 

which precede type-2 diabetes (Ceriello and Motz 2004). 

Elevations in intracellular and plasma ROS have been reported which correlate to obesity (Higdon 

and Frei 2003, Vincent, Innes et al. 2007, Hirao, Maruyama et al. 2010).  In obese subjects and in 

animal models elevated markers of protein carbonyls and lipid peroxidation (markers of oxidative 

damage on proteins and lipids respectively) have been demonstrated (Vincent, Powers et al. 1999, 

Vincent, Powers et al. 2001, Uzun, Konukoglu et al. 2007). 

The pathogenesis of cardiovascular disease is influenced by ROS through the disturbance of 

endothelial dysfunction, a key step in the early stages of atherosclerosis.  One of the key functions of 

endothelial cells is the production of nitric oxide (●NO) to induce vasorelaxation by interaction with 

underlying SMCs in blood vessels; endothelial dysfunction is characterised by reduced ●NO 

availability and increased ROS production.  Atherosclerosis has many risk factors including type 2 

diabetes, obesity, insulin resistance, hyperglycaemia and hyperlipidaemia, and an elevation in lipids.   

In the process of fatty acid oxidation by mitochondria, ROS are generated in the electron transport 

chain.  Mitochondrial ROS generation increases after addition of fatty acids in a diverse array of cells 

includingskeletal muscle cells (Lambertucci, Hirabara et al. 2008, Seifert, Estey et al. 2010), 

adipocytes (Subauste and Burant 2007, Gao, Zhu et al. 2010), pancreatic β-islet cells (Gehrmann, 

Elsner et al. 2010, Lin, Chen et al. 2012), macrophages (Kim, Seo et al. 2012)and hepatocytes (Zhang, 

Seitz et al. 2010).  The literature suggests a difference in the cellular effects exerted between the SFA 

palmitate and the MUFA oleate in most cells except in β-islets. 

Palmitate demonstrated far greater cytotoxicity than oleate at similar concentrations on a range of 

cells, both in vitro (Karaskov, Scott et al. 2006, Yuzefovych, Wilson et al. 2010) and in vivo.  Palmitate 



86 
 

induces increases in mitochondrial ROS determined by MitoSOX (Koyama, Kume et al. 2011, Lin, 

Chen et al. 2012, Yuzefovych, Solodushko et al. 2012) or cytosolic ROS by dichlorodihydrofluorescein 

diacetate (DCFDA) (Morgan, Oliveira-Emilio et al. 2007, Han, Kargi et al. 2010, Lamers, Schlich et al. 

2012); whilst such an effect is absent with oleate.  The main site of palmitate mediated ROS 

production is the mitochondria, a site where the fatty acid has been shown to induce membrane 

depolarisation (Carlsson, Borg et al. 1999).   

The cytotoxicity of palmitate extends to the induction of apoptosis and necrosis.  Palmitate mediated 

cell death occurs via different mechanisms dependent upon the cell type, but the main mechanisms 

appear to be ROS-mediated DNA and mitochondrial damage leading to activation of caspases 

(Mishra and Simonson 2005)and poly ADP-ribose polymerase (Wei, Li et al. 2013), endoplasmic 

reticulum stress (Lu, Qian et al. 2013), activation of stress kinases (Lu, Wang et al. 2012) and 

production of ceramides (Listenberger, Ory et al. 2001).   

The present study aims to investigate the effect that the two main physiological fatty acids (see 

introduction), palmitate and oleate, have on oxidative stress and ROS production in THP-1 

monocytes, model cells for primary monocytes which are critical in atherosclerotic disease 

progression, in addition to determining if changes in such parameters will induce apoptosis or 

necrosis.   

An exploration of oxidative stress was conducted with an examination of the main cellular 

antioxidant system glutathione and measurement of ROS production from mitochondria.  Viability 

and toxicity measures were achieved through an analysis of mitochondrial membrane depolarisation 

with JC-1, cell cycle, caspase-3 activity, propidium iodide/annexin-V staining, MTT analysis and trypan 

blue cell counts.  Consequently, analysis of these parameters will determine if subsequent studies of 

other measures of phenotype or function are a result of cytotoxicity or viable cells. 

3.3 Materials and methods 

3.3.1 Cell treatments 

 

THP-1 monocytes were treated as described in Material and Methods section 2.3.1 and subsequently 

analysed for cell viability and redox status using trypan blue exclusion, MTT and glutathione assays, 

MitoSOX oxidation, JC-1 fluorescence, annexin-V/PI staining, caspase-3 activity, and PI cell cycle 

staining.   



87 
 

3.3.2 Statistical analysis 

Data are expressed as mean±SEM of three independent experiments.  Data collected under flow 

conditions are expressed as mean fluorescence relative to BSA control, whilst those data determined 

under an absorbance spectrometer data is expressed as mean absorbance.  Statistical analyses were 

performed using one-way ANOVA with Dunnet’s post variance analysis.  Significance is reported 

where p values are less than 0.05. 
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3.4 Results 

3.4.1 Effects of fatty acids on THP-1 monocyte viability 

 

In order to determine if either palmitate or oleate treatment is toxic, THP-1 monocytes were treated 

for 6h or 24h before cell counting using trypan blue counts and MTT assays.  Human THP-1 

monocytic cell line was used to assess viability as these cells have been extensively characterised as a 

suitable in vitro model to study the function of human monocytes (Tsuchiya, Yamabe et al. 1980).  

Cells were treated for either 6 or 24 hours with FA/BSA then characterised for changes in viability 

and redox state. 

3.4.2 Palmitate but not oleate reduces metabolic activity in THP-1 monocytes by MTT reduction 

but trypan blue exclusion is not affected 

 

After 6h and 24h incubation with BSA with or without FA, no significant changes in indices of cell 

death were observed using the trypan blue exclusion assay when cells were viewed under a 

haemocytometer (figure 3.1A).  However cell number was lower after 6h and 24h with palmitate 

treatment compared to BSA-treated controls.  Cells were seeded at 500,000 cells/ml prior to 

treatment and BSA with or without oleate treated cells continued to proliferate reaching 

approximately 6-700,000cells/ml, whilst palmitate appears to reduce cell growth possibly eliciting 

growth arrest (figure 3.1B).  In contrast oleate did not induce statisitically significant changes in MTT 

reduction. 

The reduction of MTT to a purple insoluble formazan salt by mitochondrial reductases enables the 

determination of metabolic activity frequently used as a viability measure.  In a dose-dependent 

manner, at both 6h and 24h, palmitate decreased MTT reducing capacity.  These decreases were 

significant for both 150μM and 300μM palmitate (figure 3.1C, p<0.01 and p<0.001) at 6h, whilst at 

24h the effect was only significant (figure 3.1D, p<0.001) with 300μM palmitate. 

Metabolic activity was assessed in THP-1 monocytes following 24h treatment with the SFA myristate 

(C14:0) and stearate (C18:0) to determine the effect of chain length of saturated fatty acids altered 

effects on metabolic viability.  In comparison to palmitate the shorter chain SFA myristate showed no 

significant reduction in metabolic activity which is contrasted by the longer chain SFA which 

demonstrates significant reductions in metabolic activity at both 150μM and 300μM (figure 3.1E, 

p<0.01 and p<0.001).  
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Figure 3.1: THP-1 monocytes treated for 24h with palmitate but not oleate have reduced metabolic 
activity: 

THP-1 monocytes treated with FA/BSA or untreated for 6h and 24h were analysed for cell activity by 
MTT reduction and viability as trypan blue exclusion.  Trypan blue exclusion assay was performed 
upon experimental completion, where cells were mixed 1:1 with trypan blue before counting under 
haemocytometer, data is displayed as percentage viable cells (A) and total cell numbers (B) following 
24h FA/BSA treatment, where BSA is taken as 0μM FA.  Metabolic activity was analysed 2h prior to 
the end of the experiment; 50,000 cells were transferred to a 96 well plate and incubated with MTT 
reagent until experimental completion, and lysed overnight with MTT lysis solution before analysis 
under absorbance spectrometry at 570nm.  Effects 6h treatment with oleate and palmitate (C), 24h 
oleate and palmitate (D) and 24h myristate and stearate (E) are displayed as  mean absorbance 
performed in triplicate and from at least three independent experiments, and statistical significance 
was determined through one-way ANOVA, where **=p<0.01 and ***=p<0.001. 
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3.4.3 Glutathione content is decreased in THP-1 monocytes treated with fatty acids 

 

The metabolic inhibition shown as lower MTT reduction by palmitate warranted further investigation 

of the cellular metabolic state, specifically the primary intracellular antioxidant glutathione.  Reduced 

glutathione was decreased significantly at both 6h (figure 3.2A, p<0.01) and 24h (figure 3.2B, p<0.05) 

with 50μM of either oleate or palmitate (~30% and 50% respectively at 6h and ~30% at 24h).  

Glutathione content at both 6h and 24h was not depleted with 300μM palmitate at 6h or 150μM or 

300μM palmitate and 300μM oleate at 24h concentrations was not different to control levels (figure 

3.2A and 3.2B). 

Oxidised glutathione was not significantly changed with either fatty acid at any concentration 

studied, indicating that either FA treatment did not induce oxidation of glutathione or that oxidised 

glutathione was exported.  Determination of the redox ratio, ratio of reduced and oxidised forms of 

glutathione, indicates that 50μM of either fatty acid induces a pronounced drop in redox status 

(figure 3.2C for 6h; and 3.2D for 24h, p<0.001).  
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Figure 3.2: Fatty acid treatment alters monocyte glutathione after 6h and 24h treatment: 

THP-1 monocytes were treated at 5x105 cells/ml in the presence of 50-300μM FA or BSA control for 
either 6h or 24h and were analysed for glutathione (figure A and B respectively), and oxidised 
glutathione content for determination of GSH:GSSG ratio (figures C and D for 6h and 24h 
respectively).  Data is displayed as glutathione content normalised for protein content, or as a ratio 
of GSH:GSSG content (both values corrected for protein content), presented as mean of at least 3 
independent experiments.  Statistical significance was determined by one-way ANOVA where 
*=p<0.05, **=p<0.01 and ***=p<0.001, compared to BSA control. 

3.4.4 Palmitate but not oleate increases indices of early apoptosis 

 

Caspase-3 activity was not significantly different from control after FA treatment (Figure 3.3).  

Apoptotic indices for monocytes with the highest concentration of palmitate were much lower than 

positive controls UV and FCCP. Further investigation of whether metabolic inhibition was associated 

with early apoptosis was undertaken after 24h treatment with FA or BSA by analysing annexin-V/PI 

co-staining and caspase-3 activity as determinants of apoptosis.  Under annexin-V/PI co-staining, 

300µM palmitate enhanced both early apoptosis and necrosis by ~5% (Figure 3.4C and 3.4D 

p<0.001).  Oleate did not induce necrosis, or apoptosis (figure 3.4A).   
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Figure 3.3: Caspase-3 activity in THP-1 is not affected by palmitate or oleate treatment: 

THP-1 cells were treated with 50-300μM palmitate or oleate, or BSA control for 24h.  Subsequently 
cells were washed in PBS then analysed for caspase-3 activity using Ac-DEVD-AMC as a substrate. 
Release of AMC was measured by fluorescence with excitation and emission wavelengths of 360nm 
and 460nm and was compared to standard curve of AMC concentrations.  Oleate (A) and Palmitate 
(B) cells treated with FCCP for 1 hour at 50μM are used as a positive control.  Data is presented as 
mean caspase activity in nmol/mg of protein performed in triplicate and from at least three 
independent experiments and statistical significance was determined through one-way ANOVA,  
where ***=p<0.001. 
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Figure 
3.4: Palmitate but not oleate induces apoptosis at 24h: 

THP-1 monocytes were incubated for 24h at a cell density of 5x105 cells/ml with increasing 
concentrations of FA/BSA control and then stained with FITC labelled annexin-V/PI for 30 min prior to 
analysis under flow conditions.  Annexin-V staining was analysed under FL1 (excitation 490nm and 
emission 525nm) and PI is analysed under FL2 (excitation 536nm and emission 617nm).  Data is 
presented as percentage of cells in apoptosis or necrosis for oleate (A) and palmitate (B) treated 
cells, and percentage of apoptotic (C) and necrotic (D) cells.  Data is presented mean from 3 
independent experiments, where statistical significance is determined through one-way ANOVA 
comparing to BSA control, where ***=p<0.001. 
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3.4.5 Palmitate alters cell cycle dynamics of monocytes 

 

On the basis of an apparent inhibition of cell growth with palmitate based on cell number counts and 

the low level induction of apoptosis observed by annexin-V/PI , cell cycle was investigated in FA/BSA 

treated cells for 24h.  Oleate did not alter the proportion of nucleoids in any phase of the cell cycle, 

in contrast palmitate dose-dependently increased the proportion of apoptotic nucleoids by ~8points 

(figure 3.5A) in addition to enhancing nucleoids which were in G2/M phase (figure 3.5D); both 

changes were significant only at 300μM palmitate (p<0.001 and p<0.05).  Dose-dependent decreases 

in G0/G1, (decreasing by 10% with 300μM, figure 3.5B, p<0.05) and S-phase (~3% decrease 

compared to control, figure 3.5C) were observed at all concentrations.  The changes observed with 

palmitate but not oleate treatment suggest the saturated fatty may be inducing DNA damage causing 

cells to arrest at G2/M or maybe driving cells to differentiate. 
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Figure 3.5: Palmitate induces cell cycle arrest at G2/M phase: 

Treatment of THP-1 monocytes for 24h were analysed for cell cycle status using PI staining measured 
under flow conditions.  Cells after 24h were treated with PI for 10 min before analysis under FL2 
wavelength to determine populations of cells at sub-diploid/sub-G0 (A), G1/G0 phase (B), S phase (C) 
and G2/M phase (D).  Data is expressed as a percentage of cell population as the mean of n=5 
independent experiments, and statistical significance is determined by one-way ANOVA in 
comparison to control where *=p<0.05 , ***=p<0.001 and control are BSA treated cells. 
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3.4.6 Increased ROS production and altered membrane potential in mitochondria are induced by 

palmitate 

 

In the presence of palmitate a dose-dependent increase in mitochondrial ROS production, as 

determined by MitoSOX fluorescence, was observed with palmitate which was significant at 300μM 

palmitate after both 6h and 24h (figure 3.6 and 3.7).  A non-significant increase in mitochondrial ROS 

is observed with oleate.   

Previously published work of palmitate’s effect on mitochondria has suggested the SFA is capable of 

acting as an uncoupler within the organelle and inducing an alteration in mitochondrial membrane 

potential, thus JC-1 was used to investigate membrane potential change.  The degree of red 

fluorescence reflects JC-1 dye concentrated within the mitochondria, whilst green fluorescence 

reflects leakage from mitochondria typically observed in apoptotic or necrotic cells.  THP-1 cells 

treated with 300μM palmitate showed no significant change in membrane depolarisation over 24h 

(figure 3.8 and 3.9), whilst FCCP elicited a significant uncoupling. 
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Figure 3.6: MitoSOX oxidation by THP-1 monocytes treated for 24h with FA/BSA: 

THP-1 cells treated for 24h with FA/BSA (300μM) were washed with PBS prior to treatment with 
2.5μM MitoSOX for 30 min in the dark at 37° before analysis under confocal microscopy.  Untreated, 
BSA treated, 300μM oleate  and 300μM palmitate images were obtained using Leica microscope 
under 20 x magnifications, with excitation at 488nm and emission at 580nm. 
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Figure 3.7: Palmitate but not oleate induces increases in mitochondrial superoxide formation: 

THP-1 monocytes were treated with increasing concentrations of FA (50-300μM oleate or palmitate) 
or BSA control for 24h (A Oleate and B Palmitate) and 6h (C Oleate and D Palmitate) , before washing 
twice in PBS and treatment with 2.5μM MitoSOX in the dark at 37° for 30 min.  Subsequently cells 
were analysed for MitoSOX fluorescence under flow conditions under the FL2 wavelength spectra 
(564-606nm).  Data is presented as mean X value (MnX) of FL2, as an average of 3 independent 
experiments performed in triplicate; statistical significance is determined using one-way ANOVA with 
BSA as control, where ***=p<0.001 and * p<0.05. 
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Figure 3.8: JC-1 fluorescence generated following 24h treatment of THP-1 monocytes with FA/BSA: 

THP-1 cells treated for 24h with FA or BSA control were subsequently washed with PBS before 
treatment with 10μg/ml of JC-1 reagent at 37° in the dark before imaging using a Leica confocal 
microscope, (ARCHA imaging suite).  Images of untreated (A), BSA control (B), oleate (C) and 
palmitate (D) treated cells were taken under 20x magnification. 
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Figure 3.9: Membrane depolarisation of THP-1 monocyte mitochondria is not altered following 
palmitate or oleate treatment: 

Cells were treated for 24h with FA or BSA control then analysed for JC-1 fluorescence, where red 
fluorescence is generated from aggregation in healthy mitochondria and green fluorescence is 
generated by monomers released by depolarised mitochondria, under flow conditions (excitation at 
488nm emission for the green monomer form is 514-529nm and the emission for the red aggregate 
form is 585-590nm).  Data is presented as FL2 fluorescence for aggregate form (red fluorescence) 
and FL1 fluorescence for monomer form (green fluorescence) displayed as mean of 3 independent 
experiments as mean X values (MnX).  Statistical significance was determined from one-way ANOVA 
where **=p<0.01 compared to BSA control. 
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3.5 Discussion 

 

The objectives of this chapter were to determine the effects of both the MUFA oleate and SFA 

palmitate on THP-1 monocytes with respect to cell and metabolic viability, any induction of apoptosis 

or necrosis, effect on redox status and mitochondrial ROS production.  The results presented indicate 

differential effects of a SFA compared with a MUFA. 

The MUFA oleate has no significant effect on viability, apoptosis/necrotic, mitochondrial ROS 

production or cell cycle dynamics, being no different to BSA or untreated background controls.  The 

SFA palmitate adversely affects cell number and metabolism, mitochondrial ROS production and 

mitochondrial membrane potential in addition to increasing indices of early apoptosis and necrosis.   

Novel effects of both fatty acids on redox status were observed; specifically the reduced but not 

oxidised forms of the cellular antioxidant glutathione were decreased significantly by both FA at 

50μM.  The similarity of effect observed with both fatty acids may relate to the handling of fatty 

acids at these concentrations.  As discussed in the introduction, SFA and MUFA are metabolised 

differently, and possibly this differential handling does not yet occur at lower concentrations, 

therefore at 50μM both fatty acids are directed toward β-oxidation which leads to a decrease in 

reduced glutathione.  An alternative possible explanation for the decrease in GSH with no increase in 

GSSG that would be associated with oxidative stress could be the conjugation of GSH with FA. 

Another explanation could be the effect of fatty acids on the availability of NADP+ synthesis.  In its 

reduced form NADPH is required to restore GSH from GSSG, however the oxidised form of GSSG is 

not retained by the cell and is instead exported through the ABCA1 transporter.  Thus as GSSG is 

exported, the GSH level will decline without any obvious effect on oxidised glutathione content. 

Current data available on the interplay between fatty acids and glutathione focuses on the 

polyunsaturated fatty acids (PUFA).  PUFA (more than one unsaturated bond) are grouped depending 

on where the carbon carbon double bonds reside, including ω-3 and ω-6 fatty acids and are required 

for human health (Spector 1999).  The high degree of unsaturation of PUFA makes them vulnerable 

to lipid peroxidation leading to the generation of 4-hydroxyhexenal (4-HHE) and 4-hydroxy-2-nonenal 

(4-HNE) for ω-3 and ω-6 fatty acids respectively (Gueraud, Atalay et al. 2010).  4-HNE is highly 

reactive especially toward the nucleophillic sites present on DNA and proteins, in addition to high 

reactivity with phospholipids (Catala 2010).   

The detoxification of 4-HNE is achieved through conjugation with glutathione (Srivastava, Chandra et 

al. 1998) or conversion to corresponding alcohol by aldehyde reductases (Reichard, Vasiliou et al. 
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2000, Alary, Gueraud et al. 2003, Siems and Grune 2003).  At a cellular level the induction of stress 

via 4-HNE induces the antioxidant response element (ARE) via the activation of NF-E2-related factor 

(NRF2) (Iles and Liu 2005).  The latter is under repressor control by KEAP-1, mitigating the 

degradation of NRF2, but under conditions of increased oxidative stress this interaction is disrupted  

allowing nuclear translocation of NRF2, dimerising with Maf proteins and binding to the ARE.  

Subsequently the cells have enhanced capacity to remove excess electrophiles and restore redox 

status with upregulation in glutamate cysteine ligase (Zhang, Court et al. 2007) the rate limiting 

enzyme in glutathione synthesis, therefore restoring cellular glutathione. 

After ω-3 PUFA oxidation, the induction of NRF2 has been demonstrated, with a lipid peroxidation 

product of ω-3 PUFA, isoprostane which is analogous to the J-series cyclopentenone prostaglandins, 

inducing KEAP-1 dissociation from NRF2 (Levonen, Landar et al. 2004).   

There is evidence that both MUFA and SFA can increase levels of glutathione.  Dou et al. showed 

palmitate, in a dose-dependent manner, to increase GSH at 8h and 16h in hepatocytes (Dou, Wang et 

al. 2011). Such findings were replicated by Garcia et al. (2011) using HepG2/C3A hepatocytes and 

primary hepatocytes treated with either oleate or palmitate. By overloading primary cells with oleate 

and/or palmitate (1mM) an increase in GSH was induced, although the effect was not as pronounced 

with palmitate alone (Garcia, Amankwa-Sakyi et al. 2011).  These concentrations are much higher 

than those investigated here and are non-physiological. 

Whilst the activation of NRF2/ARE pathway may increase de novo glutathione synthesis via lipid 

peroxidation products of PUFA interacting with KEAP-1, whether this is the case for MUFA and SFA is 

unclear.  The combination of both palmitate and oleate (2:1 ratio, 2mM for 72h) has been shown to 

increase lipid peroxidation in pancreatic islets (Piro, Rabuazzo et al. 2012) and hepatocytes (Anavi, 

Harmelin et al. 2012) which raises the possibility of NRF2 activation by SFA and MUFA or through 

their metabolites.   

However the data concerning the production of MDA by either FA alone is mixed and may be cell 

type and concentration dependent.  MDA levels are either elevated (Oh, Choi et al. 2012) or 

unaffected in response to palmitate treatment (Petrussa, Braidot et al. 1992, Song, Song et al. 2007, 

Dou, Wang et al. 2011); in T-lymphocytes MDA was elevated dose-dependently with palmitate 

(Stentz and Kitabchi 2006).  Whilst palmitate can increase lipid peroxidation products oleate cannot 

suggesting that any mechanism of altering glutathione maybe independent of lipid oxidation.  This is 

consistent with the lack of effect of either fatty acid on mitochondrial superoxide production at 

50μM. 
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Thus, the picture regarding the effect of fatty acids on glutathione status remains unclear and 

warrants further investigation.    Here, the SFA palmitate increased mitochondrial ROS at 6h and 24h 

but did not uncouple the mitochondria. 

In many studies palmitate mediated increased ROS were measured using DCF, DCFDA or DHE 

fluorescence, whilst mitochondrial specific superoxide was not measured in other studies, although 

the data generated from all probes is still in agreement with data in this chapter.  However, there are 

some cases where induction of ROS production by palmitate is not observed, for example Dou et al. 

did not find changes in DCF fluorescence following 16h incubation with 0.2mM palmitate in 

hepatocytes (Dou, Wang et al. 2011), although it can be argued that this concentration is not high 

enough to produce ROS formation or cellular antioxidant levels such as that of glutathione maybe 

higher in these cells.   

The experimental time points maybe particularly important, as induction of ROS or superoxide 

production by fatty acids can be linked to uptake and metabolism within the cell.  The findings of 

increased ROS production described here, specifically from the mitochondria, are the first example of 

monocytes generating mitochondrial ROS following palmitate but not oleate treatment and are in 

agreement with other cell lines demonstrating the ROS-generating nature of the SFA. 

Few studies have considered the effects of oleate on ROS production.  In human and rodent primary 

neutrophils, oleate dose-dependently increased ROS production measured by DCFDA fluorescence 

(Hatanaka, Levada-Pires et al. 2006, Carrillo, Cavia et al. 2011), and similar observations have been 

reported in INS beta cells (Maestre, Jordan et al. 2003, Koulajian, Desai et al. 2013) and fibroblasts 

(Hatanaka, Dermargos et al. 2013).   In smooth muscle cells, oleic acid mediated vascular growth 

which relied upon the formation of ROS (Lu, Greene et al. 1998). It is likely that NOX activity is 

regulated by oleate in these studies. In human primary lymphocytes (Stentz and Kitabchi 2006), 

human hepatoblastoma C3A (Kohjima, Enjoji et al. 2009); and L6 myotubes (Yuzefovych, Wilson et al. 

2010) no change in ROS production was observed with oleate.    

However, oleate is capable of inducing endoplasmic reticulum stress in CaCo2 cells in a dose-

dependent manner (Chen, Li et al. 2011), a cellular toxicity response and often observed prior to the 

induction of apoptosis. A recent paper focusing on the involvement of fatty acids in glucose 

stimulated insulin secretion proposed a possible mechanism for oleic acid-dependent ROS 

production.  Santos et al. demonstrated that short term exposure INS-1 β-islet cells to oleic acid led 

to the activation of NADPH oxidase and subsequent ROS production, which were dependent upon 

the oxidation of oleic acid by the mitochondria (Santos, Rebelato et al. 2011). 
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Furthermore, antioxidant effects of oleate have been reported in human umbilical vein endothelial 

cells (HUVECs), with oleate counteracting the LPS induced depletion in glutathione and ROS 

scavengers (Massaro, Basta et al. 2002).  Oh et al. demonstrated that LPS-mediated ROS production 

was quenched by oleate in stimulated microglial cells (Oh, Lee et al. 2009).  Similarly, oleate 

counteracts antimycin A induced mitochondrial ROS production in epithelial cells (Duval, Auge et al. 

2002); and in rat cardiomyocytes, oleate mitigates TNF-α induced oxidative stress (Al-Shudiefat, 

Sharma et al. 2013). Here, the MUFA oleate has no effect on THP-1 monocytes, with no significant 

changes on cell viability, apoptosis/necrosis or mitochondrial membrane potential or superoxide 

production. 

The main site of ROS production in the non-phagocytic, respiring cell is the mitochondria, and as 

demonstrated here in THP-1 monocytes, palmitate dose-dependently increases mitochondrial ROS.  

These findings are supported by other data, with increased ROS production demonstrated in cortical 

, human umbilical vein endothelial (Zhang, Gao et al. 2013), human aortic endothelial (Stentz and 

Kitabchi 2006, Chinen, Shimabukuro et al. 2007, Maloney, Sweet et al. 2009), pancreatic beta(Lin, 

Chen et al. 2012, Maris, Robert et al. 2013), astroglial (Almaguel, Liu et al. 2009), muscle (Gao, Zhao 

et al. 2011, Tatebe and Morita 2011), adipocyte (Davis, Gabler et al. 2009, Han, Kargi et al. 2010), 

cardiomyoblast cell lines (Zhu, Yang et al. 2011, Wei, Li et al. 2013). 

The elevated mitochondrial ROS observed following palmitate but not oleate treatment were not 

reflected by changes in some early apoptotic markers/necrosis.  Analysis by annexin-V/PI co-staining 

and caspase-3 indicated no significant induction of apoptosis in the latter; this was substantiated by 

trypan blue exclusion analysis.  However metabolic activity, as determined by MTT reduction, was 

significantly reduced by palmitate but not oleate. Analysis of annexin-V/PI co-staining in THP-1 

monocytes treated with palmitate demonstrated an increase in apoptosis and necrosis, which is 

inconsistent with caspase-3 data.  The elevated apoptosis and necrosis observed may be explained 

by the lack of compensation when dual staining, which can elevate the fluorescence observed. 

The induction of apoptosis and reduction in cell viability is a common observation with palmitate 

treatment.  In hepatocytes, treatment with 0.7mM palmitate increased annexin-V/PI co-staining, and 

caspase-3 activity (Zhang, Seitz et al. 2010)].  Palmitate induced apoptosis measured by caspase 

activity has been observed in human salivary gland epithelial cells (Shikama, Ishimaru et al. 2013), 

cardiomycocytes (Wei, Li et al. 2013), INS-1E pancreatic β-cells (Maris, Robert et al. 2013)and L6 

myotubes (Yuzefovych, Solodushko et al. 2012). 
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The degree of apoptosis induced in previous studies is in response to higher concentrations of SFA, 

which could be supra-physiological and consequently may not accurately reflect the situation in vivo, 

as 0.2-0.4mM non-esterified fatty acids are typically observed (Frayn, Williams et al. 1996, Karpe, 

Dickmann et al. 2011).  Therefore, the disparity in the lack of apoptosis observed here with THP-1 

monocytes compared to other studies may reflect the use of higher FA concentrations and different 

cellular responses.   

The lack of effect of oleate on cell viability and apoptosis/necrosis is in line with the majority of 

current literature, indeed Gao et al.. demonstrated the protective effect of oleate in preventing 

palmitate mediated toxicity in skeletal muscle cells (Gao, Griffiths et al. 2009). Nevertheless in INS-1 

pancreatic β-cells 0.5mM oleate induced apoptosis (Karaskov, Scott et al. 2006)and in human primary 

blood mononuclear and Raji cells, oleic acid (0.1m-0.2mM) was sufficient to reduce cell viability, 

increase DNA fragmentation and annexin-V staining (Cury-Boaventura, Pompeia et al. 2005). 

Thus a majority of studies support the findings that palmitate has a greater cytotoxic potential 

compared to oleate.  In other studies, oleate appeared to mediate cytotoxicity when the fatty acids 

were prepared in ethanol and not conjugated to BSA prior to treatment of cells, i.e. as free fatty acid 

and the toxicity of NEFA is far greater if unconjugated.  In this thesis, any effects of palmitate are 

unlikely to be attributed to induction of cell death, but are more likely a consequence of palmitate 

mediated changes signalling or metabolism. 

The disparity between palmitate and oleate with respect to ROS production and cell growth effects 

led to an investigation of cell cycle dynamics using nucleoid staining with PI.  The MUFA oleate did 

not elicit any changes on cell cycle dynamics, in contrast to palmitate.  The SFA increased sub-diploid 

and G2/M nucleoid populations at 300μM palmitate at 24h, with a concomitant decrease in 

nucleoids in G0/G1.  The altered cell populations reflect cells undergoing arrest at G2/M phase, 

normally due to increased DNA damage or inhibition of DNA repair.  The DNA repair enzyme PARP is 

strongly influenced by cellular ATP and NAD.  

In 3T3-L1 adipocytes and primary preadipocytes, 500μM palmitate mediates an ~8 fold increase in 

the sub-diploid/G0 population measured by PI FACS (Guo, Wong et al. 2007). In human umbilical 

venous endothelial cells (HUVECs) 125μM palmitate increases the sub G0 population (Choi, Kang et 

al. 2007), whilst in hepatocytes 0.7mM was sufficient to generate a small population of these cells 

(Zhang, Seitz et al. 2010).  In human glioma cell lines, 150μM palmitate was sufficient to increase the 

sub G0 population and induce G2/M phase arrest (Marcilla-Etxenike, Martin et al. 2012).   
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With regards to mitochondrial activity, both an increase in mitochondrial superoxide production and 

concordant reduction in MTT reducing capacity indicate possible mitochondrial dysfunction following 

treatment with the 300μM SFA rather than the MUFA.  Fatty acids have previously been reported to 

induce uncoupling in mitochondria, diverting electrons directly to oxygen away from energy 

substrate production.  Here, at 24h 300μM palmitate treatment had no significant effect on 

mitochondrial coupling.  In HepG2 cells, 0.2mM palmitate over 6 hours induced a depolarisation of 

mitochondrial membrane potential by increased fluorescence generated by JC-1 (Denk, Kleiss et al. 

2012).  Palmitate induced mitochondrial membrane potential depolarisation has also been observed 

in primary mouse beta cell (Remizov, Jakubov et al. 2003), MIN6 β-islet cells (Joseph, Koshkin et al. 

2004, Koshkin, Dai et al. 2008) and in isolated mitochondria (Mironova, Belosludtsev et al. 2007).  A 

possible explanation of how palmitate induces altered membrane potential in other cells is via SFA 

induced cell death through cytochrome c release.   

Mitochondria are closely linked to both metabolic activity and cell death.  The mitochondria 

themselves consist of two membranes, the inner and outer membrane, with the former being 

impermeable to ions.  This feature permits the respiratory complexes I-IV to form a proton gradient 

required to generate energy substrates during oxidative phosphorylation. It is this gradient that 

forms the inner mitochondrial membrane potential (∆ψ), and ultimately is used by ATP synthase to 

generate ATP.  The outer membrane is freely permeable to small metabolites and solutes via the 

voltage dependent anion channel (VDAC).  A common observation prior to apoptosis is mitochondrial 

membrane depolarisation (MMP) via the formation of a permeability transition pore (PTP), which 

involves a loss in ∆ψ (Basanez, Soane et al. 2012). 

The PTP usually forms as a complex of proteins extending from the inner membrane to the outer 

membrane with VDAC and adenine nucleotide translocase (ANT) present in either membrane 

respectively.  ANT is the most abundant of mitochondrial proteins, facilitating the exchange of ATP4- 

with ADP3- down the electrochemical gradient.  The ANT can reside in either the ‘m’ or the ‘c’ 

conformation, with the former permitting translocation of adenine nucleotides, whilst the latter 

inhibits transport activity.  Palmitate, as its fatty acyl CoA, interacts with ANT displacing ADP and 

inducing the ‘c’ conformation and consequently induces the formation of the inner component of the 

PTP (Skulachev 1998, Skulachev 1999, Kadenbach 2003).  This effectively bypasses the electron 

transport chain and leads to uncoupling of mitochondria and enhanced ROS production, a finding 

which has been studied in great detail by Wojtczak et al.(Wojtczak and Schoenfeld 1993, Bernardi, 

Penzo et al. 2002, Schoenfeld and Wojtczak 2008). 
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In rat pancreatic β-cells, JC-1 oxidation was increased, a decrease in ∆ψ and increased ROS were 

recorded following 24h treatment with 0.2mM palmitate, which the authors attributed to 

mitochondrial uncoupling (Carlsson, Borg et al. 1999).  In animal models of high dietary fat intake in 

which high proportions of energy intake come from palmitate, mitochondrial uncoupling has also 

been shown (Cole, Murray et al. 2011).  Palmitate acts as a protonophore uncoupling mitochondria 

and enhancing mitochondrial ROS production.  However in monocytes, mitochondrial ROS 

production was increased without significant uncoupling by palmitate but not oleate. 

Palmitate once converted to palmitoyl-CoA enters the mitochondria through carnitine palmitoyl 

transferase-1 (CPT-1).  During metabolism, palmitoyl-CoA may alter the conformation of ANT 

uncoupling respiratory metabolism and initialise the formation of the PTP, and the release of 

mitochondrial proteins including cytochrome c.  In the cytosol, cytochrome c interacts with an 

adaptor protein Apaf-1, to process procaspase-9 to caspase-9.  In turn caspase-9 cleaves and 

activates procaspases-3 and -7, and these effector caspases cleave proteins and permit 

apoptosis(Jeong and Seol 2008, Sinha, Das et al. 2013). 

Here 300μM palmitate did not increase caspase-3 activity in THP-1 monocytes and the increase in 

apparent apoptotic/necrotic cells may be also in part due to growth failure.  Furthermore 

observations of mitochondrial function suggest the palmitate primarily affects this organelle, and 

may not induce global toxicity, which is in agreement with trypan blue exclusion that demonstrated 

no effect under either palmitate or oleate.  Certainly, data generated from cell cycle analysis suggest 

palmitate treated cells are leaving a proliferative state, and perhaps considering the fact that THP-1 

cells are monocytes and have the potential to differentiate into macrophages, the possibility that 

cells are entering a differentiating state cannot be excluded. 

In NIR-1 pancreatic cells, 0.5mM palmitate induced apoptosis over 12h, 24h and 48h through the 

induction of ROS largely derived from NOX, whilst only a small proportion was mitochondrial.  Fatty 

acid treatment also activated stress kinases p38 and JNK, in addition to p53, all contributing to the 

mitochondrial activation of Bax, a pro-apoptotic mitochondrial protein (Yuan, Zhang et al. 2010).  

Similarly, in CHO cells, induction of apoptosis by palmitate was associated with ROS, and in the 

presence of antioxidants reduced caspase-3 activity and DNA laddering (Listenberger, Ory et al. 

2001). 

Another mechanism of SFA induced toxicity and/or stress may also relate to synthesis of ceramides.  

Ceramides are a lipid second messenger which in response to stressors such as TNF-α, heat shock 
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and ionising radiation are synthesised through sphingomyelin hydrolysis and activate ceramide 

activated protein kinases and protein phosphatases which may lead to apoptosis (Woodcock 2006).   

In L6 myotubes, ceramides induce mitochondrial ROS production, caspase-3 activation, increase JNK 

activation, and induce apoptosis following 500μM palmitate which was via de novo ceramide 

synthesis (Yuzefovych, Wilson et al. 2010).  Ceramide-dependent apoptosis following SFA treatment 

has also been demonstrated in retinal pericytes (Cacicedo, Benjachareowong et al. 2005), pancreatic 

β cells (Zhang, Ranta et al. 2009), leydig, Schwann cells (Suzuki, Akahane et al. 2011) and diabetic rats 

(Shimabukuro, Zhou et al. 1998).  There is evidence for both oxidative stress and ceramide 

dependent pathway involvement in palmitate mediated toxicity and apoptosis.  In addition palmitate 

can induce endoplasmic reticulum (ER) stress. 

ER stress is sensed by inositol requiring enzyme (IRE) 1α, PKR ER kinase (PERK) and activating 

transcription factor 6α (ATF).  These proteins activate signals to restore ER function, collectively 

known as the unfolded protein response, which down regulates protein translation, increases ER 

chaperone protein and protease synthesis which enhances protein refolding and degradation of 

misfolded proteins.  Activated PERK will activate eIF2α reducing global protein translation, but also 

increasing translation of ATF4, which induces the transcription of pro survival genes.  Under 

sustained stress ATF4 will activate CHOP to inhibit the expression of anti-apoptotic Bcl-2 and bind to 

the PUMA promoter upregulating pro apoptotic proteins (Jaeger, Bertrand et al. 2012). 

In hepatocytes and hepatocarcinoma cell lines, palmitate increases ATF4 mRNA; findings replicated 

in INS-1 pancreatic β-cells.  Observations of upregulated ER stress proteins in response to palmitate 

have been demonstrated in mesenchymal stem cells (Lu, Wang et al. 2012),  adipocytes (Jeon, Leem 

et al. 2012), podocytes (Tao, Wen et al. 2012), and animal models (Mishra and Simonson 2005, 

Yuzefovych, Solodushko et al. 2012). 

Induction of apoptosis reported by others following palmitate treatment often results from a 

concentration of SFA greater than the 300μM used in this study.  Furthermore apoptosis induction at 

concentrations similar to or lower than that used in this study could reflect differences in preparation 

of fatty acids prior to treatment of cells.  In this thesis, FA has been conjugated to BSA at a ratio of 

6:1, which is commonly used by others (Mishra and Simonson 2005).  This ratio was derived from the  

work of (Reed 1986) who showed bovine serum albumin binding capacity for FA of up to 6.9mol of 

palmitic acid per mol of BSA, where such ratio rarely induces toxicity.  Other studies where palmitate 

toxicity has been shown rely on supplementing fatty acids directly into cell media (Listenberger, Han 

et al. 2001, Listenberger, Ory et al. 2001).  
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Many of the previously mentioned studies use skeletal muscle, adipocytes, hepatocytes or 

heptocarcinoma cell lines or pancreatic β-cells.  A recent study by Choi et al. demonstrated that 

200μM palmitate increased in JNK activity in THP-1 monocytes, which the authors related to ROS 

production and possibly ER stress but not apoptosis (Choi, Kim et al. 2011).  The ROS generating 

effect of palmitate in monocytes has also been reported by Dasu et al.(Dasu and Jialal 2011).  

Ishiyama et al. demonstrated that palmitate induced upregulation of LOX-1 due to ER stress (0.2mM 

palmitate, FA:BSA ratio of 6:1), albeit these observations were seen in differentiated THP-1 

macrophages (Ishiyama, Taguchi et al. 2011).  Other studies conducted with THP-1 monocytes have 

focused on the inflammatory aspect of the immune cell in response to fatty acids (Bunn, Cockrell et 

al. 2010, Schwartz, Zhang et al. 2010).  In these studies much of the focus has been on the 

phenotypic and functional changes effected by palmitate treatment using concentrations of fatty 

acid close to those used in this study (200-400μM), thus suggests that these are the concentrations in 

which palmitate induces signalling and effects which are unrelated to stress and cell death. 

3.6 Conclusion 

 

In summary, in this chapter the effects of the SFA and the MUFA palmitate and oleate respectively 

were investigated with respect to cell viability, apoptosis, oxidative stress and mitochondrial 

function.  Palmitate but not oleate reduced metabolic activity and total cell number.  Cell cycle 

analysis shows palmitate-treated cells entering cell cycle arrest.  Furthermore mitochondrial ROS 

were increased but membrane potential was unchanged in response to palmitate but not oleate.   

Whilst other studies do report cytotoxicity with palmitate, but not oleate, concentrations used are 

higher, (typically 400μM or above), than those used here.  Furthermore previous studies using the 

THP-1 monocytes with similar concentrations of palmitate do not demonstrate overt toxicity, instead 

highlighting the phenotypic changes and activation of signalling pathways. 

The observation of altered glutathione content which is mirrored in both palmitate and oleate 

treatment indicates a unique effect on antioxidant status irrespective of saturation or unsaturation 

which has not been reported by others, but requires further investigation due to the paucity of 

available data. 

The results highlight the differential effects of saturated and SFAs with respect to mitochondrial ROS 

and metabolic activity.  The signalling pathways and phenotypic changes induced by either fatty acid 

have not been thoroughly investigated in monocytes.  Thus, the subsequent chapters will focus on 
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the phenotypic changes of fatty acid treatment on THP-1 monocytes with a focus on cell surface 

markers, and mechanisms for any changes observed. 
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Chapter 4 

Effects of palmitate and oleate on monocyte cell 

surface expression of CD11b and CD36 
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4 Chapter 4: Effects of palmitate and oleate on monocyte cell surface expression of CD11b and 
CD36 

4.1 Preface 

 

Previously, the effects of fatty acids on THP-1 monocyte redox status and apoptosis were 

determined.  Here, the phenotypic changes induced by fatty acid treatments are determined, with a 

particular focus upon cell surface antigen expression, and the mechanisms by which these changes 

are achieved.  THP-1 monocytes were treated with varying concentrations of fatty acids over a 24 

hour period to establish the effects on CD11b and CD36 expression.  Further experimentation sought 

to establish whether observed changes were due to reactive oxygen species or complex lipids 

derived from fatty acids or from metabolites. 

4.2 Introduction 

 

Fatty acid handling, metabolism and fate are affected by the degree of saturation of the carbon chain 

(DeLany, Windhauser et al. 2000).  Fatty acids, either endogenous or post prandial, are ultimately 

incorporated in triacylglycerol (TG) and packaged into chylomicrons (TG-CM).  Whilst differential FA 

trafficking has been observed in animals, i.e. greater storage over oxidation with saturates vs. 

monounsaturates, in humans similar degrees of absorption, uptake and trafficking are found in 

adipocytes and skeletal muscle.  Furthermore differences in whole body oxidative rates, determined 

through direct or direct calorimetry, between MUFA and SFA have been shown experimentally (Piers, 

Walker et al. 2002, Kien, Bunn et al. 2005).   

In cases of metabolic excess, as observed in type-2 diabetes (T2D) and the obese, FA which cannot be 

metabolised via mitochondrial β-oxidation will be incorporated into complex lipids.  FA-acyl-CoA can 

be converted to more complex lipids for purposes of storage, namely in the form of lipid droplets as 

triglycerides.  Triglyceride synthesis mainly utilises the Kennedy or sn-glycerol-3-phosphate (G3P) 

pathway at the endoplasmic reticulum, an important site for lipid biosynthesis. 

Rates of triglyceride synthesis are dependent on the saturation of fatty acid.  Use of radiolabelled 

isotopes in cultured myotubes from control and diabetic subjects revealed greater radioactivity in 

DAG and NEFA with palmitate and oleate respectively (Gaster, Rustan et al. 2005).  The preferential 

incorporation of SFA into DAG was also observed in a second radiolabelling study of muscle cells 

following 20 hour incubation (Montell, Turini et al. 2001), and is supported by other studies e.g. in 

adipocytes (Chavez and Summers 2003, Pickersgill, Litherland et al. 2007).  In muscle cells 

accumulation of MAG (Bastie, Hajri et al. 2004), DAG and ceramides (Pickersgill, Litherland et al. 
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2007) are reported with SFA, whilst MUFA increases TG accumulation only (Pickersgill, Litherland et 

al. 2007).   

The preferential synthesis of TG from MUFA may be explained by the apparent reduced affinity of 

DGAT2, the enzyme responsible in most mammalian cells to convert DAG to TG, for SFA compared to 

unsaturated FA (Cases, Stone et al. 2001, Lardizabal, Mai et al. 2001).  Furthermore, at the 

endoplasmic reticulum DGAT2 and SCD-1 (an enzyme responsible for the desaturation of SFA to 

MUFA in de novo lipid synthesis) are co-localised suggesting channelling of MUFA substrate toward 

TG synthesis (Bergouignan, Momken et al. 2009). 

The SFA pool of acyl-CoA during TG synthesis may accumulate as DAG, a complex lipid that is known 

to induce insulin resistance through the activation of PKC (Itani, Zhou et al. 2000, Li, Soos et al. 2004).  

Ceramides are elevated following treatment with SFA, such as palmitate.  The rates of synthesis of 

ceramide are dependent upon the availability of long chain SFA and serine which are the substrates 

for the first and rate limiting step in de novo ceramide synthesis catalysed by serine palmitoyl 

transferase (Merrill 2002).  Ceramides, like DAG, are thought to mediate many of the intracellular 

signalling and effects of SFA including insulin resistance through the activation of JNK or NF-κB 

(MohammadTaghvaei, Taheripak et al. 2012).  Thus, the main mechanisms of SFA acid-induced 

insulin resistance rely upon the conversion of fatty acyl-CoA into complex lipids such as DAG and 

ceramide.   

 The effects of SFA are not limited to induction of insulin resistance and apoptosis.  In endothelial 

cells, SFA are capable of increasing inflammatory cytokine production (Cheng, Handa et al. 2012), 

expression of adhesion molecules (Maloney, Sweet et al. 2009) and reducing nitric oxide production 

(Tian, Qiu et al. 2012).  In immune cells, the activation of inflammatory signalling through TLR4-NF-κB 

signalling pathways are a common observation (Huang, Rutkowsky et al. 2012, Schilling, Machkovech 

et al. 2013). 

In addition to influencing inflammatory processes, observations of pro-atherosclerotic changes 

mediated by palmitate have been demonstrated in endothelial cells and animal models.  For 

example, mice fed a high fat diet to induce an animal model of atherosclerosis demonstrate an 

increase in matrix metalloproteinase enzymes, which breakdown components of the extracellular 

matrix facilitating atherosclerotic plaque progression(Jin, Jiang et al. 2012).  

 Integrins are components expressed on monocytes, macrophages and endothelial cells and play a 

crucial role in transmigration of immune cells to sites of inflammation.  In the context of 

atherosclerosis, in response to inflammatory signals from lesions monocytes and macrophages are 
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recruited and adhesion molecules e.g. integrins are expressed to facilitate this process (Hyun, Lefort 

et al. 2009).  Palmitate is known to induce expression of adhesion molecules such as vascular cell 

adhesion molecule VCAM-1 (Cacicedo, Yagihashi et al. 2004, Choi, Jang et al. 2010) and intercellular 

adhesion molecule ICAM-1 (Maloney, Sweet et al. 2009, Lin, Duan et al. 2010, Handa, Tateya et al. 

2011) on endothelial cells.  In such a manner, SFA can promote adhesion and recruitment of 

monocytes and macrophages to lesions and thus enhance atherosclerotic progression.  

CD11b belongs to a group of integrin adhesion molecules which participate in leukocyte recruitment 

in response to inflammation.  This cell surface antigen belongs to the β2 integrin family sharing a 

common β chain (CD18) with α chains CD11a, CD11c and CD11d (Larson and Springer 1990, 

VanderVieren, LeTrong et al. 1995).  CD11b is also described as macrophage antigen (Mac)-1, 

complement receptor 3 (CR3) (Gahmberg, Tolvanen et al. 1997), and is expressed on monocytes, T 

cells (McFarland, Nahill et al. 1992) and NK cells (Ault and Springer 1981). Firm attachment to the 

endothelium is mediated by members of the β2 integrin family such as CD11a, CD11b and CD11c 

binding to their respective counterligands such ICAM-1 or extracellular matrix proteins e.g. 

fibrinogen (Plow and Zhang 1997). 

In cardiovascular disease and atherosclerosis, CD11b is  expression altered; for example in ischaemic 

heart disease increased CD11b/CD18 expression on peripheral leukocytes has been observed 

(Kassirer, Zeltser et al. 1999) and similarly in chronic heart failure, CD11b expression is increased 

(Dixon, Griggs et al. 2011).  In acute coronary syndrome, CD11b expression is elevated in monocytes 

(Hillis, Dalsey et al. 2001); in unstable coronary artery disease and in unstable angina CD11b cell 

surface antigen expression is increased (Mazzone, Deservi et al. 1993, deServi, Mazzone et al. 1996). 

CD36, or fatty acid translocase, is a membrane glycoprotein expressed in monocytes/macrophages, 

microvascular endothelial cells, adipocytes, skeletal muscle, dendritic cells and breast and retinal 

pigment epithelium (Febbraio, Hajjar et al. 2001).  The glycoprotein belongs to the class B scavenger 

receptor family with ligands including long chain fatty acids, anionic phospholipids, apoptotic cells, 

collagens I and IV, in addition to both LDL and its modified counterparts e.g. oxidised LDL.  As a 

scavenger receptor, CD36 performs a function within the innate immune system, recognising 

molecules on the surface of pathogens mediating their clearance through phagocytic cells, and has a 

role in the uptake of nonopsonised Plasmodium falciparum parasitized erythrocytes (McGilvray, 

Serghides et al. 2000).  The scavenging role of CD36 is important in mediating the clearance CD8 + T-

cells during the resolution of viral infections (Akbar, Savill et al. 1994), removal of photoreceptor 

outer segments by retinal epithelium (Ryeom, Sparrow et al. 1996), phagocytosis of eosinophils 

undergoing constitutive apoptosis (Stern, Savill et al. 1996), indeed the ability of macrophages to 
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phagocytose apoptotic cells is dependent upon CD36 (Moodley, Rigby et al. 2003, Truman, Ogden et 

al. 2004). 

Previously LCFA transport across a membrane was believed to be reliant upon simple diffusion.  The 

historic model involved a number of steps including dissociation of LCFA from albumin, movement to 

and into the outer phospholipid bilayer, ‘flip-flop’ across the membrane into the cytoplasm and 

finally binding to intracellular fatty acid binding proteins, thus maintaining a gradient for passive 

diffusion (Koonen, Glatz et al. 2005, Bonen, Chabowski et al. 2007).  However more recent evidence 

indicates the process is protein facilitated (Abumrad, Coburn et al. 1999).  Protein modification and 

inhibition indicated a majority of LFCA transport relies upon this process (Turcotte, Swenberger et al. 

2000, Habets, Coumans et al. 2007, Kampf 2007);  CD36 has been identified as a principal means of 

long chain fatty acid transport into cells (Abumrad, Elmaghrabi et al. 1993).   

Further evidence for the involvement of CD36 in LCFA transport is provided by animal models.  CD36 

overexpression in skeletal muscle of mice induced enhanced fatty acid uptake and oxidation with a 

corresponding  decrease in circulating NEFA, TG and fat deposition (Ibrahimi, Bonen et al. 1999).  

Conversely, null mutations in CD36 elevated plasma NEFA and reduced LCFA oxidation (Febbraio, 

Abumrad et al. 1999).  Additionally the distribution of CD36 is consistent with a role in LCFA 

transport, with high expression observed in the intestine (Chen, Yang et al. 2001, Lobo, Huerta et al. 

2001), cardiac (Abumrad, Elmaghrabi et al. 1993, Luiken, Schaap et al. 1999) and adipose tissue 

(Abumrad, Elmaghrabi et al. 1993).  In skeletal muscle CD36 expression is highly expressed in fibers 

with a high oxidative capacity (Bonen, Dyck et al. 1999). In humans, CD36 deficiency is common in 

individuals of African (Love-Gregory, Sherva et al. 2008)or Asian (Yamashita, Hirano et al. 2007) 

descent, mutations which almost completely abolishing myocardial uptake (Tanaka, Nakata et al. 

2001), which lead to hyperlipidaemia (as elevated TG), increased remnant lipoproteins, mildly 

elevated fasting glucose, and hypertension.  

CD36 plays a role in metabolic adaptation, for example during skeletal muscle contraction in rodents 

sarcolemmal levels of the transporter were increased (Bonen, Luiken et al. 2000, Turcotte, Raney et 

al. 2005, Schwenk, Luiken et al. 2008).  In response to insulin, GLUT4 is translocated to the surface of 

cells enhancing uptake of glucose into cells, and in a similar fashion insulin induces translocation of 

CD36 to the cell surface of skeletal (Luiken, Dyck et al. 2002, Han, Bonen et al. 2005) and heart tissue. 

Many metabolic disease states are often associated with an increase in plasma NEFA and TG, 

especially insulin resistant states such as obesity and type-2 diabetes and (Roden, Price et al. 1996, 

SchmitzPeiffer, Browne et al. 1997, Shulman 2000).  In obese and type 2 diabetic patients, an 
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increase in LCFA uptake and TG accumulation were strongly associated with increased skeletal 

muscle CD36 surface expression (Bonen, Parolin et al. 2004), findings replicated by other groups 

(Aguer, Foretz et al. 2011).  Using obese Zucker rats as a model of insulin resistance, enhanced LCFA 

uptake is observed due to an increase in plasmalemmal CD36 content rather than increased 

expression (Luiken, Arumugam et al. 2001, Coort, Hasselbaink et al. 2004) in heart and skeletal 

muscle.  Using the db/db mouse model of diabetes, elevated entry of LCFA into the heart is observed 

alongside relocation of CD36 and FABPm to the sarcolemma (Carley, Atkinson et al. 2007).  Thus, 

CD36 is considered important in the aetiology of metabolic disease states. 

This chapter aims to discern the phenotypic changes induced by fatty acids in THP-1 monocyte cell 

surface markers CD11b, a cell surface integrin typically expressed during transmigration of 

monocytes toward sites of inflammation and CD36, the principal fatty acid transporter. 

In addition to determining cell surface marker changes, the mechanisms for any changes will also be 

explored through the use of pharmacological inhibitors.  The superoxide dismutase mimetic MnTBap 

was used to determine the importance of palmitate mediated mitochondrial superoxide production 

inthese phenotype changes.  Inhibitors of ceramide biosynthesis were also used based on previous 

observations characterising the importance of ceramide in mediating the effects of SFA following 

incubation with monocytes.  Inhibition of ceramide synthesis via fumonisin B1 have been used to 

establish the importance of ceramide in any observed phenotype changes. 

4.3  Materials and Methods 

4.3.1 Inhibitor treatment for studying the effects of FA on THP-1 monocyte cell surface antigen 

expression and possible mechanisms 

 

Prior to treatment of monocytes with fatty acids, as described in section 2.2.4, 1x106 cells were 

treated with either MnTBap (200μM; superoxide scavenger), etomoxir (30μM; CPT1 inhibitor), FB1 

(50μM; SPT inhibitor), 1S,2R-D-erythro-2-N-myristoylamino)-1-phenyl-1-propanol (MAPP;20μM; 

ceramidase inhibitor) or PPMP (0.05μM; glycosphingolipid synthesis inhibitor) for two min prior to 

co-incubation in the presence or absence of palmitate. 

4.3.2 Statistical analysis 

 

Data was expressed as means of at least 3 independent experiments performed in triplicate and one-

way ANOVAs or t-tests were performed using GraphPad Prism. 
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4.4 Results 

 

To determine the effect of either the MUFA oleate or SFA palmitate on cell surface expression of the 

β2-integrin CD11b and fatty acid translocase CD36, THP-1 monocytes were treated with either fatty 

acid for 24h and surface expression subsequently analysed by flow cytometry.  

4.4.1 CD11b expression is increased in the presence of palmitate but not oleate 

 

The cell surface expression of integrin CD11b was assessed in THP-1 monocytes following 24h 

treatment with FA (50μM, 150μM and 300μM) or BSA control.  Palmitate, but not oleate, 

demonstrated significant dose-dependent increases in CD11b expression compared to BSA control.  

The level of expression increases from 50μM to 300μM by 20% up to 50% above BSA control in the 

presence of palmitate (Figure 4.1B, p<0.001), whereas oleate did not affect CD11b expression. 
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E 

 
Figure 4.1: Palmitate but not oleate induces dose-dependent increases in THP-1 monocyte CD11b 
expression: 

THP-1 monocytes treated with FA/BSA for 24h were analysed under flow conditions for cell surface 
CD11b expression.  Upon experiment completion, cells were blocked with FCS for 15 min prior to 
treatment with saturating concentration of mouse anti-human CD11b RPE conjugated antibody, or 
IgG1 RPE conjugated negative control, for 30 min on ice.  Oleate (A) and palmitate (B) treated 
monocytes were analysed under flow conditions using FL2 wavelength (564-606nm, on Beckman 
Coulter EpicXL flow cytometer), and data is displayed as mean expression relative to control obtained 
from 3 independent experiments with statistical significance determined through one-way ANOVA 
where ***=p<0.001.  Histogram plots of CD11b expression (as FL2 log intensity) of negative isotype 
IgG1 controland oleate (C),negative IgG1 isotype control andpalmitate (D) and isotype IgG1 negative 
control, BSA, oleate and palmitate (E). 

 

4.4.2 THP-1 monocyte cell surface fatty acid translocase (CD36) expression is enhanced in the 

presence of palmitate but not oleate 

 

Cell surface expression of fatty acid translocase was assessed after 24h treatment with FA (50-

300μM) or BSA control by flow cytometry.  PMA was used as a positive control for CD36 induction.  

Cell surface expression of fatty acid translocase, CD36, is increased by palmitate in a dose-dependent 

fashion, but oleate has no effect.  Expression is increased by 10% and 20% in the presence of 50μM 

and 150μM palmitate respectively when compared to BSA-control treated monocytes, with 300μM 

palmitate inducing a significant (figure 4.2B, p<0.001) 80% increase in CD36 expression. 
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Figure 4.2: Cell surface expression of CD36/FAT in THP-1 monocytes is enhanced by palmitate but 
not oleate: 

24h FA/BSA monocytes were analysed for CD36/FAT cell surface expression under flow conditions.  
At cessation of experiment, cells were resuspended in 5% FCS to block non-specific Fc receptors for 
15 min on ice.   Subsequently cells were treated with mouse anti-human FITC conjugated CD36 
antibody or mouse anti-human FITC conjugated IgG1 for 30 min prior to analysis under flow 
conditions using FL1 wavelength (515-545nm).  Oleate (A) and palmitate (B) treated cells are 
displayed as mean expression relative to control obtained from 3 independent experiments.  
Statistical significance was obtained using one-way ANOVA where **=p<0.01 and ***=p<0.001.  
Histogram plots of CD36 expression (as FL1 intensity) of negative isotype IgG1 control and oleate (C), 
negative IgG1 isotype control and palmitate (D) and isotype IgG1 negative control, BSA, oleate and 
palmitate (E). 

4.4.3 CD11b and CD36 expression is not affected by inhibition of FA oxidation 

 

To determine if oxidation of FA is important in the SFA mediated increase in cell surface expression 

of CD11b and CD36, etomoxir (an inhibitor of CPT-1 preventing entry of fatty acyl-CoA into the inner 

mitochondrial space and therefore preventing mitochondrial oxidation) was utilised.  Monocytes 

were treated for 24h with BSA control, oleate, or palmitate in the presence or absence of etomoxir 

(50μM).   

The increased expression of CD11b and CD36 by palmitate remained unaltered in the presence of 

etomoxir (figure 4.3A and 4.3B).  However, MitoSOX oxidation by palmitate-treated cells in the 

presence of etomoxir showed a 50% reduction compared to palmitate alone and was not significantly 
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different to untreated cells (figure 4.3C), suggesting β-oxidation of palmitate results in elevated ROS 

production by the mitochondria but that it is not critical for changes in CD11b and CD36. 
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Figure 4.3: Etomoxir does not prevent palmitate mediated increases in CD11b and CD36 
expression: 

THP-1 cells treated with BSA or FA (300μM) oleate, palmitate ± etomoxir (30μM) for 24h were 
analysed for CD11b and CD36 expression and for MitoSOX reactivity independently.  For antibody 
treatment, cells were resuspended in 5% FBS in media for 15 min on ice before treatment with 
saturating concentration of either FITC conjugated mouse anti-human CD36 or RPE conjugated 
mouse anti-human CD11b, or respective control.  Cells were subsequently analysed under flow 
conditions as previously described.  For MitoSOX analysis, cells were washed twice with PBS before 
addition of 2.5μM MitoSOX for 30 min at 37°C in the dark.  Samples were analysed under flow 
conditions using FL2 wavelength.  For all sampled analysed data was analysed until 10,000 events 
were recorded.  CD11b (A) and CD36 (B) are displayed as mean of relative of control from 3 
independent experiments, with statistical significance determined from one-way ANOVA analysis 
compared to BSA control, where *=p<0.05, **=p<0.01 and ***=p<0.001.  Histogram plots of CD11b 
(C) and CD36 (D) expression showing isotype IgG1 negative control, palmitate and palmitate + 
etomoxir treated THP-1 cells.  (E) MitoSOX reactivity is displayed as mean fluorescence from 3 
experiments, with statistical significance determined by one way ANOVA where p=<0.05. 

 

4.4.4 Palmitate mediated CD11b and CD36 increases are not affected by mitochondrial ROS 

quenching 

 

The production of ROS and oxidative stress is a common effect of SFA supplementation, and has 

been reported to be involved in the activation of various signalling pathways e.g. JNK and p38 MAPK.  

Thus an investigation of whether increased ROS production is the primary factor involved in 

mediating the increased cell surface expression of CD11b and CD36 was warranted. 

Palmitate increased CD11b and CD36 expression on monocytes (Figure 4.4A and B) whereas an 

equivalent concentration of oleate had no effect. However, in the presence of MnTBap, neither the 

palmitate-driven increase in CD11b nor CD36 expression was modulated, indicating that 

mitochondrial ROS is not a primary factor in determining the increased cell surface expression of 
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either the integrin or the fatty acid translocase in the presence of palmitate(figure 4.4). MnTBap the 

mitochondrial superoxide dismutase mimetic is known to be effective at quenching mitochondrial 

superoxide anion radicals.  Palmitate-treated cells increase superoxide dependent fluorescence by 

~50% compared to BSA treated controls, and in the presence of MnTBap this increase is abolished 

(Figure 4.4C).   
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Figure 4.4: MnTBap does not alter palmitate induced cell surface expression of CD11b or CD36: 

THP-1 monocytes were treated for 24h with BSA, FAs (300μM) oleate or palmitate ± MnTBap 
(200μM) and were analysed for cell surface CD11b or CD36 expression, and MitoSOX reactivity.  Cells 
were treated and prepared as previously described.  CD11b (A), CD36 (B) and MitoSOX (C) data was 
obtained from 3 independent experiments with statistical significance was determined for antibody 
data by one way ANOVA analysis where *=p<0.05, compared to BSA control, with t-test analysis to 
determine difference between palmitate alone and co-treatment with MnTBap, **=p<0.01 . 

 

 

4.4.5 Enhanced expression of CD11b and CD36 are dependent on ceramide formation 
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Palmitate and serine are the two precursor molecules for the formation of ceramides in de novo 

synthesis.  However, ceramides are not the final products in this pathway.  Ceramides undergo 

further processing and can form sphingosine and glucosylceramide.  Whilst ceramides are widely 

believed to be responsible for the effects of palmitate in insulin resistance, stress pathways and 

apoptosis, other sphingolipids are also believed to have key cellular functions (Lahiri and Futerman 

2007). 

In order to determine if ceramide synthesis is involved in the phenotypic effect of palmitate, the 

ceramide synthase inhibitor fumonisin B1 (FB1) was utilised in the presence of palmitate and effects 

of cell surface antigens were explored.  In THP-1 monocytes, palmitate (300μM) induced a significant 

increase in CD11b and CD36 expression, and co-treatment with FB1 abrogates this increase; cell 

surface CD11b expression was lowered by ~25% and CD36 expression by ~20% respectively 

compared to palmitate alone (figure 4.5).  This study confirms that in THP-1 monocytes the increased 

expression of cell surface markers CD11b and CD36 in response to the SFA palmitate but not MUFA 

oleate, is reliant upon ceramide formation. 

 

To determine whether the true metabolite responsible is ceramide or a more complex ceramide 

metabolite, THP-1 monocytes were co-treated with palmitate and the inhibitors DL-threo-1-phenyl-

2-palmitoylamino-3-morpholino-1-propanol (PPMP), and 1S,2R)-D-erythro-2-(N-myristoylamino)-1-

phenyl-1-propanol (MAPP), which inhibit glucosylceramidase and alkaline ceramidase respectively.  

In this manner, the conversion of ceramide to sphingosine-1-phosphate and glucosylceramides are 

prevented, and ceramide levels are artificially increased.  In THP-1 monocytes, the palmitate-

mediated increase in CD11b and CD36 expression were further increased or remained similar in the 

presence of palmitate and MAPP or PPMP (figure 4.5).  This confirms the role of ceramide, and not a 

ceramide metabolite such as a glucosylceramide or sphingosine, in mediating the cell surface antigen 

expression induced by palmitate. 
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Figure 4.5: De novo synthesis of ceramide is required for the enhanced CD11b and CD36 expression 
in monocytes by palmitate treatment: 

24h treatment of THP-1 cells with BSA, oleate (300μM), palmitate (300μM) ± FB1 (50μM), PPMP 
(0.05μM), or MAPP (20μM) were analysed under flow conditions for the expression of CD11b and 
CD36.  Cells were treated with a saturating concentration of mouse anti-human CD11b or CD36 
antibody for 30 min on ice before analysis under flow conditions, FL1 for CD36 and FL2 for CD11b 
with 10,000 events recorded.  Data is presented as mean antigen expression relative to controls from 
3 independent experiments.  One way ANOVA determined statistical significance in comparison to 
BSA control, and t-tests were used to compare palmitate treatment alone to co-treatments with 
ceramide/sphingolipid synthesis inhibitors.  *=p<0.05, **=p<0.01 and ***=p<0.001. 
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Figure 4.6: Histogram plots of CD11b and CD36 expression on THP-1 monocytes treated with 
palmitate in the presence or absence of ceramide and sphingolipid synthesis inhibitors:  
 
CD11b (A – palmitate + FB1, C – palmitate + MAPP, and E – palmitate + PPMP) and CD36 (B – 
palmitate + FB1, D – palmitate + MAPP and F – palmitate + PPMP). 
 
To confirm the palmitate-dependent formation of ceramide in monocytes, lipid extracts were 

obtained from THP-1 monocytes treated with BSA, oleate, palmitate, with or without FB1, MAPP or 

PPMP and analysed by mass spectrometry for ceramide content.  In the presence of palmitate there 

was an increase in cellular ceramide content, which was reduced in the presence of FB1 (figure 4.7).  

This result confirms the ability of FB1 to inhibit SPT1 and therefore prevent formation of ceramide via 

de novo synthesis.  Cells co-treated with palmitate and either MAPP or PPMP produced significant 

increases in ceramide content.  Despite this increase in ceramide content with these inhibitors, no 

significant further increase in expression of CD11b or CD36 was observed (figure 4.5). 
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Figure 4.7: FB1 inhibits the formation of ceramides in THP-1 monocytes treated with palmitate: 

Ceramide content of cells treated with palmitate in the presence or absence of ceramide and 
sphingolipid synthesis inhibitors were determined.  Monocytes (2x107 cells/ml) were washed in PBS 
before ceramide and sphingolipids were extracted using iso-propanol: water: ethyl acetate 
(30:10:60) and dried under nitrogen.  Samples were analysed by LC-MS using a reverse phase C18 
column, with data dependent analysis to identify ceramides. 

 

4.4.6 Triglyceride formation is unrelated to palmitate mediated phenotypic changes 

 

Following cellular fatty acid uptake, conversion into fatty acyl-CoA is followed either by oxidation in 

the mitochondria or conversion into more complex lipids i.e. into triglycerides or in the case of SFA 

ceramides.  Using Oil red O, a neutral lipid and triglyceride stain, the formation of complex lipids can 

be quantified in THP-1 monocytes following treatment with oleate or palmitate or BSA control.   

 

Both fatty acids induced a dose-dependent increase in Oil red O staining.  However, oleate elicited a 

greater and significant degree of neutral lipid formation in comparison in palmitate treated 

monocytes (figure 4.8).   
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Figure 4.8: Triglyceride formation is greater in the presence of MUFA oleate than SFA palmitate: 

 
THP-1 monocytes were incubated for 24h with oleate or palmitate and were subsequently analysed 
for triglyceride content using oil red O.  Cells were washed in PBS prior to fixation with 1% 
paraformaldehyde at room temperature for 30 min, before resuspension in 60% isopropanol for 5 
min.  The cells were resuspended in oil red O for 5 min, washed in isopropanol before analysis under 
absorbance spectrometry at 490nm.  Data is presented as mean of 3 independent experiments, 
where samples were analysed in duplicate in each experiment.  Paired t-test analysis determined 
statistical significance between oleate and palmitate, where *=p<0.05 and **=p<0.01. 
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4.5 Discussion 

 

Here, palmitate but not oleate has been shown to induce a dose-dependent increase in cell surface 

antigen expression of CD11b and CD36 over 24h.  Furthermore, neither inhibition of fatty acid 

oxidation by etomoxir nor the quenching of mitochondrial ROS by superoxide dismutase mimetic 

MnTBap ameliorated the palmitate-induced increase in cell surface antigen expression.  .  In contrast, 

in the presence of FB1, serine palmitoyl transferase/ceramide synthase inhibitor, a decrease in 

expression of both antigens was observed.  Use of MAPP and PPMP to inhibit the formation of 

downstream ceramide metabolites confirmed that de novo ceramide formation is required for the 

palmitate mediated increase in cell surface antigen expression.  Evaluation of triglyceride and 

ceramide production showed that while both fatty acids generate triglycerides, ceramide formation 

is only observed with palmitate treatment and triglyceride production is greater with oleate. 

CD11b and other adhesion molecules are measured as markers of increased immune cell-endothelial 

cell interaction, and therefore promotion of atherosclerotic plaque formation in animal models 

(Tropea, Huie et al. 1996, Aiello, Bourassa et al. 1999, Walker, Langheinrich et al. 1999, Strawn, 

Chappell et al. 2000, Reckless, Rubin et al. 2001, van Royen, Hoefer et al. 2003) and human studies 

(Mazzone, DeServi et al. 1997, Berliner, Rogowski et al. 2000, Hillis, Dalsey et al. 2001), and thus 

highlight the importance of CD11b and adhesion molecule expression in atherosclerosis.  The data 

from this study demonstrates a clear dose-dependent increase in CD11b expression in response to 

SFA palmitate but not oleate in THP-1 monocytes, as previously reported by this lab (Gao, Griffiths et 

al. 2007).  These observations are, to the best of our knowledge, the only observations of palmitate 

inducing CD11b expression in monocytes, although Zhang et al. demonstrated an increase in CD11b 

mRNA in THP-1 monocytes in response to a mixture of arachidonic, docosahexaenoic, 

eicosapentaenoic, oleic, palmitic and stearic non-esterified fatty acids at 0.2mM (Zhang, Schwartz et 

al. 2006), but the influence of other fatty acids is unclear.    

Lipid mediated induction of CD11b expression in THP-1 monocytes is not exclusive to free fatty acids.  

Han et al. observed increased CD11b surface expression, protein and mRNA in response to 50μg/ml 

LDL (Han, Chen et al. 2003).  In a similar fashion, C-reactive protein induces CD11b expression in THP-

1 and primary monocytes (Woollard, Fisch et al. 2005).  Elevations in CD11b expression can occur 

through increased translocation from intracellular vesicles (Woollard, Phillips et al. 2002), however in 

this chapter elevated cell surface expression of CD11b was observed after 24h suggesting the 

involvement of transcription factors or altered mRNA stability by ceramide. 
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Palmitate, but not oleate, induces an increase in CD36 expression in a similar fashion to CD11b.  

Perhaps the most prominent role of CD36 is in atherosclerosis.  One of the ligands for CD36 is LDL 

and its oxidised counterpart oxidised LDL (oxLDL), the latter playing a crucial role in atherosclerotic 

progression.  Within the artery LDL can be deposited and become oxidised to generate oxLDL, once 

internalised into the spaces of the arteries foam cells and cholesterol rich cells form (Weber and 

Noels 2011). 

In light of the evidence of indicating a pro-atherosclerotic role for CD36, the finding here of a dose-

dependent increase of CD36 expression on THP-1 monocytes suggests palmitate but not oleate 

induces phenotypic changes conducive to uptake of modified lipids such as oxLDL as well as further 

FFA.  Additionally, the increase in CD11b and CD36 following palmitate treatment would favour 

binding of monocytes to vascular endothelium and the uptake of lipids leading to foam cell formation 

and consequently atherosclerotic plaque formation. 

Febbraio et al. created a CD36 null mouse model, which was characterised by a significant reduction 

in oxLDL uptake in peritoneal macrophages (Febbraio, Abumrad et al. 1999).  A CD36 and ApoE 

knockout mouse model fed a high fat diet had 70% fewer aortic lesions (Febbraio, Podrez et al. 

2000).  Bone marrow transplantation in the CD36/ApoE double knockout mouse model showed CD36 

knockdown to impart atheroprotection (Febbraio, Guy et al. 2004).  Such observations were reflected 

by a human study of individuals with a CD36 genetic polymorphism (Kashiwagi, Tomiyama et al. 

1994).  In humans, a role of CD36 in atherosclerosis was suggested by lipid laden macrophages 

derived from atherosclerotic plaques, whereby a high degree of immunoreactivity to CD36 is shown 

(Nakata, Nakagawa et al. 1999).  Furthermore, in a long term Western diet feeding study, CD36 

played a key role in the development of lesions through macrophage recruitment and foam cell 

formation (Guy, Kuchibhotla et al. 2007). 

Whilst the significance of palmitate mediated increase in cell surface antigen expression is complex 

and contradictory as discussed above, the mechanisms underlying such changes have also been 

investigated.  In this chapter the possibility that mitochondrial ROS production by palmitate but not 

oleate may drive CD11b and CD36 expression given ROS can play a role in signal transduction 

processes was explored (Janssen-Heininger, Mossman et al. 2008, Finkel 2011).  During metabolic 

processes ROS, such as hydrogen peroxide, will oxidise protein thiols that exist in thiolate form under 

physiological conditions e.g. in an enzyme or transcription factor, which may alter their activity.  

Antioxidant systems such as thioredoxin with thioredoxin reductase or glutathione with glutathione 

reductase will reverse modifications.  An example being the redox sensitive tyrosine phosphatases 

(Boivin, Yang et al. 2010).   
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CD11b upregulation by ROS has been reported by others.   For example in microglia hydrogen 

peroxide rather than superoxide production was critical for CD11b expression in response to LPS 

(Roy, Jana et al. 2008), and in neutrophils differentiation programmes mediate increased CD11b 

expression which could be enhanced by ROS (Ogino, Ozaki et al. 2010).  Furthermore Blouin et al. 

described a mechanism involving ROS and a tyrosine kinase in mediating CD11b expression on 

neutrophils in response to physiological agonists such TNF-α (Blouin, Halbwachs-Mecarelli et al. 

1999), however in previous studies the source of ROS was not determined.  

The involvement of ROS in cell surface antigen expression extends to CD36; in primary human 

monocytes the F(ab’)2 fragment of adalimumab induced CD36 expression and mRNA expression via 

NADPH oxidase-generated ROS (Boyer, Balard et al. 2007).  However, here MnTBap which inhibited 

MitoSOX oxidation presumably depleting mitochondrial ROS did not affect the expression of CD36, 

instead demonstrating ceramides are the principal mediators of both the CD11b and CD36 increase 

in expression in THP-1 monocytes in the presence of palmitate. Together these studies suggest that 

activation of NADPH oxidase might be an important effector of palmitate-mediated cell surface 

antigen expression in some cells but this has not been explored in monocytes.  

To investigate the role of β-oxidation of fatty acids in the THP-1 monocyte cell surface changes, 

etomoxir an irreversible inhibitor of carnitine palmitoyl transferase-1 (CPT-1) was used to prevent 

entry of fatty acids into the mitochondria for β-oxidation.  Co-treatment of THP-1 monocytes with 

palmitate and etomoxir indicates there is no requirement for oxidation of fatty acids for changes in 

either CD11b or CD36 expression.   

Experimental observations by others co-treating cells with both palmitate and etomoxir provide 

mixed results.  For example in β-islet cells, palmitate induction of the unfolded protein response and 

consequently endoplasmic reticulum stress was not reliant upon palmitate oxidation (Sargsyan, Sol 

et al. 2011) and in osteoblasts apoptotic induction was independent of palmitate oxidation (Kim, Ahn 

et al. 2008).  In skeletal muscle and FAO hepatoma cells, induction of insulin resistance by DAG and 

PKC-θ could be abolished in the presence of etomoxir indicating the involvement of FA oxidation 

(Ruddock, Stein et al. 2008, Coll, Alvarez-Guardia et al. 2010).  In skeletal muscle cells, palmitate 

oxidation is required to activate JNK via mitochondrial ROS (Nakamura, Takamura et al. 2009).  In 

human microvascular mesangial cells, apoptotic induction by SFA including palmitate was 

potentiated by etomoxir co-treatment (Mishra and Simonson 2005). 

 An interesting report by Xu et al. highlighted the ability of etomoxir, at similar concentrations used 

here, to inhibit the activity of DGAT, the enzyme responsible for the final step in triglyceride 
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synthesis, by up to 81% (Xu, Taylor et al. 2003).  In a study of skeletal muscle cells, Hommelberg et al. 

reported an increase in DAG with palmitate and etomoxir cotreatment which was responsible for 

induction of insulin resistance (Hommelberg, Plat et al. 2011).  These reports suggest that a complex 

lipid could be responsible for the effects observed in THP-1 monocytes following palmitate 

treatment, and a likely candidate would be ceramides which require palmitate for their synthesis. 

Ceramides are a member of the sphingolipid class of lipids which are important in cell membranes; 

furthermore they are bioactive species with key signalling functions in cell growth arrest, 

differentiation, senescence, apoptosis and inflammation (Gangoiti, Camacho et al. 2010, Bikman and 

Summers 2011, Boslem, Meikle et al. 2012).  Ceramides are generated through three major 

mechanisms, the first being the de novo synthetic pathway (Gangoiti, Camacho et al. 2010, Bikman 

and Summers 2011, Boslem, Meikle et al. 2012, Hussain, Jin et al. 2012).  The two precursor 

components for ceramides are palmitoyl-CoA and serine which are condensed under the enzymatic 

activity of serine palmitoyl transferase (SPT) to form 3-ketosphinganine(Hanada 2004).  The latter is 

reduced to sphinganine (or dihydrosphingosine), which is subsequently acylated by ceramide 

synthase to dihydroceramide.  The ceramide synthase has distinct isoforms for different fatty-acyl 

CoA isoforms hence the production of different ceramide species.  A desaturase enzyme introduces a 

double bond to yield ceramide (figure 4.8). 

 

Figure 4.9: De novo synthesis of ceramides in the endoplasmic reticulum 

Data in this chapter has demonstrated that inhibition of ceramide formation prevents the palmitate 

mediated increase in cell surface CD11b and CD36 expression.  Experiments by Tettamanti 

determined in most differentiated cells much of the ceramides are generated by either de novo 

synthesis or the salvage pathway (Tettamanti 2004), thus it was important to determine whether 

other ceramide metabolites play a role in cell surface changes on THP-1 monocytes. 

The glucosylceramide synthase inhibitor PPMP, and the alkaline ceramidase inhibitor MAPP were 

crucial in eliminating the involvement of glucosylceramides, sphingosine and sphingomyelin in 

surface antigen changes the use of these inhibitors are predicted to increase the levels of ceramides 

in the presence of palmitate.  Under these conditions cell surface antigen expression was increased 

lending further support to the prominent role of ceramides. 
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The precise mechanisms which govern the expression of CD11b and CD36 havebeen determined.  

Our lab has previously shown that C-reactive protein upregulates cell surface CD11b expression in 

THP-1 monocytes, reliant upon tyrosine phosphorylation of Syk and subsequent calcium 

mobilisation, independently of intracellular ROS (Woollard, Fisch et al. 2005) but this interaction 

involved a Fcγ receptor interaction.  Han et al. demonstrated the ability of LDL to increase CD11b 

expression in THP-1 monocytes, which required binding of LDL to its receptor, CD36, and calcium 

mobilisation (Han, Chen et al. 2003).  

In neutrophils, the precise role of p38 MAPK upstream of CD11b expression during chemotaxis was 

defined using inhibitors (Heit, Colarusso et al. 2005, Xu, Hossain et al. 2013).  In eosinophil migration, 

experimental observations indicate the involvement of protein kinase C and ERK-1/2 and p38 MAPK 

in both CD11b expression and cell motility (Langlois, Chouinard et al. 2009), and similar reports have 

been recorded in human neutrophils (Wyman, Dinarello et al. 2002, Evangelista, Pamuklar et al. 

2007).  Inhibition of neutral SMase altered polymorphonuclear neutrophil migration (Sitrin, 

Sassanella et al. 2011), suggesting a role of ceramide metabolites in this aspect of immune 

responses.   

There are many reports of stress kinases JNK, ERK 1/2 and p38 being involved in ceramide signalling 

in a variety of cell lines including breast cancer (Malki and El Ashry 2012), ovarian cancer (Yang, Ji et 

al. 2012), pancreatic (Song, Wohltmann et al. 2012), erythrocytes (Gatidis, Zelenak et al. 2011), 

adipocytes (Mottillo, Shen et al. 2010), monocytes in addition to animal models (Lin, Lin et al. 2011, 

Liangpunsakul, Rahmini et al. 2012).  In monocytes, one postulated mechanism of activation by SFA 

in inducing inflammation has been through generation of ceramides with subsequent activation of 

PKC-ζ which in turn activates MAP kinases including Erk, JNK and p38 (Schwartz, Zhang et al. 2010).  

Alternatively, the activation of protein phosphatase 2 enzymes are considered to link ceramides with 

the MAP kinases (Perry, Kitatani et al. 2012).  Thus, it is plausible to suggest that SFA mediates the 

increase in THP-1 monocyte cell surface CD11b expression through the formation of ceramides with 

activation of either PKC or PP2 activation and subsequent activation of stress kinases, most likely 

p38.  The reliance of palmitate on formation of ceramides may also explain the lack of effect of 

oleate on CD11b expression, on the basis that only the SFA are channelled toward ceramide 

production. 

Control of CD36 expression is well characterised, with a critical regulator being PPARγ (Nagy, 

Tontonoz et al. 1998, Tontonoz, Nagy et al. 1998).  Studies by Nagy and Totonoz et al. demonstrated 

the ability of oxLDL to increase the expression of CD36, effectively a feed forward loop to increase 

uptake.  Once LDL and macrophages become trapped in the artery vessel wall, inflammatory stimuli 
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lead to the production of ROS and RNS. Oxidative stress induces modifications to LDL which are 

recognized by LDL.  These ligands are internalised and generate PPARγ ligands with subsequent 

nuclear translocation and upregulation of target genes including CD36 and PPARγ. 

LCFA are also ligands for CD36, and as this study demonstrates induce a feed forward activation of 

CD36 expression in a similar manner to oxLDL.  In adipocyte differentiation, increased CD36 

expression was reliant upon LCFA presence (Sfeir, Ibrahimi et al. 1997).  This raises the possibility 

that LCFA may mediate the increase in CD36 expression through the activation of PPARγ, with a role 

for both PKC and PPARγ in the induction of CD36 expression on RAW 2774 murine macrophages 

(Feng, Han et al. 2000), whilst Zhao et al. reported the involvement of p38 MAPK in PPARγ signalling 

and CD36 expression (Zhao, Liu et al. 2002).  The raises the possibility of the involvement of 

ceramides in this process, and could explain phenotypic changes observed with palmitate but not 

oleate. 
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4.6 Conclusion 

 

To conclude, the SFA palmitate but not the MUFA oleate increases cell surface expression of both 

CD11b and CD36.  The physiological relevance of these changes have not been investigated here but 

are likely to be pro-atherogenic via CD11b binding to ICAM-1 expressed on vascular endothelial cells.  

Thus these cells are better able to adhere to the vasculature and thus promote atherogenesis in 

response to an insult or injury. 

Similarly, elevated CD36 may promote atherosclerosis through the increased uptake of FA, LDL, and 

oxLDL promoting the formation of foam cells and release of inflammatory cytokines with further 

recruitment of monocytes. 

There was no involvement of mitochondrial ROS in increasing the expression of both CD11b and 

CD36 in THP-1 monocytes.  The mediators of SFA-induced effects in this model were ceramides, 

specifically generated by the de novo synthesis of ceramides from palmitate.  Indeed oleate is 

preferentially shuttled toward triglyceride and palmitate to ceramides, thus explaining the 

differential impact of MUFA and SFA in THP-1 monocytes. 

The data generated further highlights the differential effects of MUFA and SFA on phenotypic 

changes of THP-1 monocytes.  The SFA induces a pro-atherogenic phenotype in monocytes which 

may aid pathological progression, whilst oleate has a neutral effect.   
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Chapter 5 

Role of fatty acids in modulating monocyte 

cytokine production and differentiation 
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5 Chapter 5: Role of fatty acids in modulating monocyte cytokine production and differentiation 

5.1  Preface 

 

Here an investigation of the ability of MUFA and SFA to induce inflammatory phenotypes in 

monocytes is determined with respect to the generation of cytokines and cell surface marker 

expression in response to LPS following treatment with FA (50μM, 150μM and 300μM) or BSA.  The 

influence of MUFA or SFA in influencing monocyte-macrophage differentiation and macrophage 

phenotype will be determined.  

5.2 Introduction 

 

The monocyte population in humans cannot be regarded as a purely homogeneous population, 

consisting of three identified monocyte phenotypes; classical, intermediate and non-classical which 

are defined by expression of CD14 and CD16.  The differentiation of recruited monocytes to 

macrophages is widely acknowledged to be a critical for atherosclerotic plaque development.  In 

response to environmental stimuli recruited monocytes will differentiate to macrophages with 

specific phenotypes.  Macrophages also constitute a functionally heterogeneous population of cells. 

Depending upon the stimuli, the macrophage can be become polarised toward distinctive 

phenotypes, the two major classes of polarisation are defined as the classically-activated M1 or the 

alternatively-activated M2.  The former demonstrate pro-inflammatory secretion of TNF-α and IL-6 

whilst the latter secrete anti-inflammatory cytokines contributing to wound healing and regulation of 

inflammatory processes (Schwartz and Svistelnik 2012, Sica and Mantovani 2012, Mantovani, Biswas 

et al. 2013). 

In type 1 diabetes, the prevailing metabolic state induces an increase in the expression of long chain 

acyl-CoA synthetase (ACSL1) in macrophages and promotes a pro-inflammatory phenotype (Kanter, 

Kramer et al. 2012).  Monocytes from type-2 diabetes patients demonstrate a similar pro-

inflammatory profile, although the reasons behind this are yet to be elucidated (Giulietti, van Etten 

et al. 2007) 

In the context of atherosclerosis, macrophage polarisation has been implicated in altering the 

progression and stability of plaques.  A pro-inflammatory environment typical of a plaque would 

favour M1 polarisation of macrophages however studies demonstrate the presence of M1 and M2 

resident macrophages.  In mouse models, the M2 macrophage containing plaques reside in stable 

regions of the plaque, typically away from the lipid core, reducing likelihood of plaque rupture and a 

possible coronary event (Khallou-Laschet, Varthaman et al. 2010, Ley, Miller et al. 2011).  .   
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Pro-inflammatory cytokines e.g. TNF-α and IL-6 are capable of activating serine kinases including IKK 

and JNK (Gual, Le Marchand-Brustel et al. 2005) which promotes serine phosphorylation of IRS-1 and 

impairs insulin signalling therefore inducing insulin resistance (Schenk, Saberi et al. 2008).  

Alternatively-activated macrophages (M2) have been shown to counter these effects, through the 

activation of PPARγ.  The induction of M2 phenotype requires IL-4/IL-13 activation of STAT6 pathway, 

and deficiency of the latter in animal models generates a phenotype prone to diabetes development. 

In the context of metabolic disorders and ageing, increased circulating free fatty acids (FFA) are a 

common observation.  However, the effect of specific FFA upon monocytes before and during 

differentiation has yet to be researched in detail.  On the basis that SFA are capable of activating 

monocytes/macrophages through TLRs, it is possible that FFA can influence polarisation.  In animal 

models, SFA and MUFA have been shown to induce classical and alternative polarisation in 

macrophages respectively (Lumeng, Bodzin et al. 2007, Samokhvalov, Bilan et al. 2009), but whether 

this translates to human cells has yet to be determined. 

Here the inflammatory effects of SFA and MUFA on monocytes are examined with a focus on the 

production M1 pro-inflammatory TNF-α and IL-6, and the M2 anti-inflammatory cytokine IL-10.   

To determine the effects of FA/BSA on monocyte to macrophage differentiation, monocytes were 

treated with FA/BSA or M1/M2 cytokines prior to induction of differentiation with PMA to determine 

if FA can influence polarisation toward a classical or alternatively-activated lineage, measured as 

cytokine secretion and cell surface marker profiles (CD11b, CD14, CD16 and CD36). 

5.3 Results 

 

In order to determine if either the MUFA oleate or the SFA palmitate were capable of inducing 

cytokine production, THP-1 monocytes were treated for 24h with either fatty acid, and the 

supernatants were analysed for cytokine content. 

5.3.1 Cytokine production in THP-1 monocytes treated with palmitate or oleate is unaltered 

 

The production of cytokines IL-6, IL-10 and TNF-α was assessed following 24h treatment with FA/BSA 

by an ELISA method.  In the presence of fatty acids (figure 5.1) palmitate or oleate, no change in 

levels of cytokines released into the supernatant by THP-1 monocytes is observed above BSA control 

treated cells, nor was there a change in absolute levels of cytokines (0.1ng/ml for IL-6, IL-10 and TNF-

α).   
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Figure 5.1: Fatty acids do not induce cytokine production in THP-1 monocytes: 

Upon completion of 24h treatment of (5 x 105/ml) THP-1 monocytes with BSA/FA (1:6 FA ratio, 
concentrations of 50μM, 150μM, 300μM), supernatants were either analysed for cytokines 
immediately or aliquoted and stored in -20°C, using TNF-α, IL-6 and IL-10 kits (Peprotech).  The 
production of TNF-α by THP-1 monocytes in the presence of either (A) oleate (Oa) or (B) palmitate 
(Pa), IL-6 production from Oa (C) or Pa (D) treated monocytes, and IL-10 production from Oa (E) and 
Pa (F) is expressed as ng/ml of respective cytokine.  Positive control utilised was LPS at 0.2μg/ml. 
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5.3.2 Priming of THP-1 monocyte proinflammatory response to LPS by palmitate but not oleate 

 

There is evidence that immune responses can be modified by dietary components including glucose 

and fatty acids; additionally, the metabolic state can influence the differentiated phenotype of 

immune cells.  Therefore, this study sought to determine if fatty acids could modulate the response 

of THP-1 monocytes to a sub-maximal LPS dose following pre-treatment for 6h with BSA, oleate or 

palmitate (50μM, 150μM and 300μM).  Subsequently supernatants were separated from cells and 

analysed for the cytokines TNF-α, IL-6 and IL-10. 

Pre-treatment of cells with 0.2µg/ml LPS for 6h appeared to influence the response to a stronger 

secondary stimulus of LPS in a FA-distinct manner (figure 5.2).  In response to LPS, prior incubation 

with oleate reduced TNF-α secretion into the supernatant, conversely the SFA palmitate induced a 

dose-dependent increase in cytokine release (Figure 5.2A and B; p<0.05).  The IL-6 response to LPS 

mimics the TNF-α response to oleate and palmitate (Figure 5.2C and D).  These findings suggest that 

palmitate treatment primes the cells toward an enhanced response to inflammatory stimuli whereas 

oleate has a suppressive effect. 

In contrast, 6h pre-treatment with FA prior to LPS on secretion of the anti-inflammatory cytokine IL-

10 caused a dose-dependent trend to reduction in IL-10 production (Figure 5.2E and F).  However, 

LPS at 5ng/ml or 0.2μg/ml does not induce an IL-10 response above BSA control. 
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Figure 5.2: Pretreatment of THP-1 monocytes with palmitate enhances pro-inflammatory response 
to LPS: 

THP-1 monocytes (5x105 cells/ml) were pretreated with BSA, oleate or palmitate for 6h prior to 
treatment with 0.2μg/ml of LPS for 18h in RPMI 1640 10% FBS and 1% P/S(G).  Upon experimental 
completion cells were spun, the supernatant kept and the cell pellet discarded, with analysis of 
cytokine levels determined by ELISA method for TNF-α (A and B), IL-6 (C and D) and IL-10 (E and F), 
with 100μl of sample utilised in triplicate per assay, with data presented as mean from three 
independent experiments, with 0.2μg/ml LPS used as positive control for cytokine production. 
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5.3.3 Pre-treatment of THP-1 monocytes with FA does not alter responses to peptidoglycan 

 

Peptidoglycan from Staphylococcus aureus as a secondary stimulus to fatty acids was investigated 

after LPS failed to induce significant increases in IL-10 production, as this endotoxin derived from 

Gram positive bacteria is a ligand for TLR2 which can induce IL-10 production.  Initially, a dose-

response was generated before confirming 125μg/ml PG as a co-activator, and with 250μg/ml PG as 

a positive control for IL-10 production (figure 5.3).  In this model no priming of cytokine production 

was observed in the presence of either fatty acid, which would suggest that TLR2 mediated processes 

are not affected by palmitate or oleate priming (Figure 5.3B and 5.3C). 
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Figure 5.3: Fatty acid pre-treatment does not alter THP-1 monocyte responses to peptidoglycan 
from Staphylococcus aureus: 

THP-1 (5x105 cells/ml) monocytes were treated with a titration of peptidoglycan in order to 
determine a suitable concentration to use in a dual stimulus model (FA + bacterial lipid), 
subsequently based on the dose response curve (A) data generated 125μg/ml PG-SA was utilised to 
induce IL-10 production when co-incubated with FA, with 250μg/ml was as a positive control.  THP-1 
monocytes were subsequently treated for 6h in the presence of FA or BSA, and then activated with 
125μg/ml PG to determine the effect on IL-10 production (D).  Effects of oleate (B) and palmitate (C) 
are displayed as the mean of 3 independent experiments, with one-way ANOVA performed to 
determine significance where *=p<0.05. 
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5.3.4 Differences in cytokine responses in oleate and palmitate pretreated cells cannot be 

explained by endotoxin contamination 

 

The endotoxin content of BSA, oleate and palmitate working solutions were tested, with both the 

MUFA oleate and SFA palmitate demonstrating comparable levels of endotoxin, although both were 

elevated above BSA control (figure 5.4) in spite of solutions being sterile filtered prior to use.  The 

finding is novel but does not explain the differential priming of monocytes exposed to either oleate 

or palmitate and secondly to LPS.  The assay kit uses toxin derived from Gram-negative bacteria, but 

does not specify whether this related to or is LPS, thus one can only speculate that perhaps the assay 

recognises fatty acyl groups present on lipid endotoxins, hence the comparable levels of endotoxin 

observed in both oleate and palmitate working solutions.  
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Figure 5.4: Oleate and palmitate (300μM) working solutions have comparable limulus assay 
positivity: 

Using a Limulus assay, gram negative endotoxin contamination of working fatty acid solutions was 
assessed.  Solutions were analysed according to kit instructions (Lonza, UK), with data displayed as 
mean of 3 wells on 96 well plates, n=1, where data is shown as endotoxin units (EU/ml). 

 

5.3.5 Cell surface antigen expression of FA/BSA treated cells in a model of monocyte 

differentiation 

 

In light of previous findings, and observations by others of the elevation of NEFA in a variety of 

metabolic conditions and ageing, the influence that either the MUFA oleate or the SFA palmitate has 

on monocyte differentiation was investigated for pro- and anti-inflammatory phenotype induction, 

or phenotypes which resemble M1 classically or M2 alternatively-activated monocytes 
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THP-1 monocytes were pre-treated with BSA, FA or LPS or were left untreated for 6h before 

treatment with PMA for a further 18h, 42h and 66h with total treatment times of 24h, 48h and 72h.  

Cells were analysed for cell surface marker expression of CD11b, CD14, CD16 and CD36 by flow 

cytometry. 

In monocytes, over 72 hours, cell surface CD14 (figure 5.5C) expression did not change in BSA, FA or 

untreated monocytes, although LPS treated cells increased expression of CD14 from 24 hours which 

was maintained up to 72h (p<0.0001 at 24h, p<0.001 at 48h, and p<0.01 at 72h).  With respect to 

CD11b (figure 5.5B), palmitate treatment mediated an increase in expression which is maintained for 

72 hours.  Whilst a % up-regulation in cell surface CD11b is induced by LPS, this is not maintained 

over 72 hours, peaking at 24h (p<0.01) and declining at 48h (p<0.01), becoming equivalent to 

untreated THP-1 cells at 72h.  Cell surface expression of CD36 (figure 5.5D) increased ~2 fold in 

response to palmitate, above that of BSA, oleate and untreated cells, and continues to increase over 

a 72 hour period (p<0.01 at 72h).  CD16 expression in monocytes (figure 5.5E) was not significantly 

different between treatments over the time course. 
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Figure 5.5: Changes in cell surface antigen expression of THP-1 monocytes: 

Cells were treated 300μM of either oleate (OA) or palmitate (PA), BSA or LPS (0.2μg/ml)  or 
untreated (as control) for 72h, with cell surface expression of CD11b (B), CD14 (C), CD16 (E) and CD36 
(D) assessed at 24h, 48h and 72h under flow conditions (schematic figure 5A).  Data is expressed as 
relative to untreated THP-1 monocytes t=0 with the mean of 3 independent experiments ± SEM, and 
data analysed by one-way ANOVA at 24h, 48h and 72h , where *=p<0.05, **=p<0.01, ***=p<0.001, 
and ****=p<0.0001 versus THP-1. 

 

THP-1 monocytes treated with PMA after an initial 6h FA/BSA treatment, and phenotypic profile was 

measured over the course of 72h (figure 5.6A).  The effect of PMA cell surface expression of CD14 

was not different between BSA, LPS and untreated cells.  In contrast, both oleate and palmitate 

demonstrated differential effects with the MUFA enhancing CD14 expression above PMA treatment 

alone over 72h, whilst SFA palmitate depressed cell surface CD14 expression to 72h when compared 

to cells treated with PMA alone (Figure 5.6B). 
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Comparing palmitate-treated cells with cells in the absence of PMA at zero hours, a similar level of 

CD14 expression was observed, suggesting the effect of palmitate treatment is to inhibit the effect of 

PMA.  BSA, LPS and untreated cells demonstrate raised CD14 expression in the presence of PMA; 

oleate-treated cells amplified CD14 expression in the presence of PMA, suggesting oleate enhances 

PMA’s effect (figure 5.6C). 

CD11b expression is not affected by any treatment in the presence of PMA.  Comparison of cells 

treated in the presence or absence of PMA reveal a mild increase in the level of CD11b expression; 

suggesting PMA mediated CD11b expression is not altered by FA, BSA or LPS (figure 5.6D). 

Cell surface expression changes of CD36 induced by PMA over the 72h experimental period were not 

affected by FA, BSA or LPS treatment compared to cells treated with PMA alone.  The presence of 

PMA caused an increase in CD36 (an expected increase given the common observations of increased 

CD36 observed during differentiation) expression suggesting there is no modulation of PMA’s effect 

by any treatment (figure 5.6E). 

Expression of cell surface marker CD16 does not differ with FA, BSA or LPS in the presence of PMA; a 

time dependent increase in CD16 over 72h was observed.  Although elevated levels of CD16 were 

observed in cells treated in the presence of PMA, palmitate and LPS displayed slightly reduced levels 

compared to cells treated with oleate and PMA alone which were similar, but these differences were 

not significant (figure 5.6F). 
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Figure 5.6: Expression of CD14 and CD11b are decreased in palmitate primed macrophages: 

THP-1 monocytes were treated with FA, BSA, LPS or left untreated for 6h prior to stimulation with 
320nM PMA to induce differentiation (A).  Analysis of cell surface expression of CD11b (B), CD14 (C), 
CD16 (D) and CD36 (E) was determined by flow cytometry at 24h, 48h and 72h.  Cells were then left 
on ice for 15min in RPMI 1640 10% FBS to block Fc receptors, subsequently treated with saturating 
concentration of antibody or respective negative IgG1 or IgG2α isotype control for 30 min on ice 
before flow cytometry.  Data is displayed as mean of at least 3 independent experiments, expressed 
as relative to untreated THP-1 monocyte at t=0 ±SEM.  Data was analysed by one way ANOVA 
whereversus PMA treated THP-1 cells at 24h, 48h and 72h, with *=p<0.05, and **=p<0.01. 
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5.3.6 Palmitate-primed macrophages generate a pro-inflammatory phenotype 

 

Whilst the examination of cell surface markers is able to tell us about changes in receptors concerned 

with scavenging functions or cell migration, they do not provide information regarding any change in 

the inflammatory function due to FAs.  In order to answer this question, levels of pro- and anti-

inflammatory cytokines TNF-α, IL-6 and IL-10 respectively were quantified from supernatants after 

24h treatment (6h FA/BSA + 18h PMA).   

Earlier experiments demonstrated that no real elevation in cytokine production is induced in 

monocytes in response to FA/BSA alone; only LPS was capable of inducing increased expression of 

TNF-α and IL-6, whilst  IL-10 induction was absent in the presence of LPS and FA/BSA treatments in 

monocytes (figure 5.2). 

In the presence of PMA as a model to induce differentiation to macrophages, production and release 

of TNF-α was ~5-6 fold higher than control, BSA and oleate treated cells and when compared to 

monocytes; palmitate induces a ~10 fold increase and LPS induces a ~12 fold increase in TNF-α 

respectively (p<0.01) compared to monocytes treated with PMA.  Comparison of palmitate- and 

oleate-treated macrophages to BSA control indicates that the MUFA marginally suppresses TNF-α 

and the SFA enhances its production (Figure 5.7A), with palmitate primed macrophages 

demonstrating significant difference when compared to all other macrophages except those treated 

with LPS.  Production of IL-6 by PMA, BSA and oleate cotreated cells was unaltered.  However, in the 

presence of palmitate a ~5fold increase in cytokine levels were recorded similar to LPS treated cells 

(Figure 5.7B). 

The anti-inflammatory cytokine IL-10 was also measured to determine if alternate activation of 

macrophage during the differentiation process was induced by fatty acids.  All treatments except 

palmitate induced a 2 fold increase in IL-10 above monocyte controls.  Palmitate appeared to 

suppress in IL-10 production, with no significant difference between PMA treated macrophages and 

monocytes/controls (Figure 5.7C).   
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Figure 5.7: Distinct cytokine profiles are generated from FA-primed macrophages: 

Monocytes and PMA-differentiated macrophages primed for 6h were analysed for supernatant TNF-
α (A), IL-6 (B) and IL-10 (C) cytokine content using sandwich ELISA method.  Briefly, following 24h 
cells were removed from cell conditions and spun gently to obtain supernatant.  Data is presented as 
the mean of n=2 independent experiments, and significance was determined through tw0-way 
ANOVA comparing monocytes and PMA differentiated macrophages, with further analysis of 
individual macrophage treatments by One way ANOVA, where *=p<0.05, **=p<0.01 and 
***=p<0.0001. 
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To determine if classical or alternative activation was induced by either FA, the apoptotic binding 

capacity of FA treated macrophages was examined through the ability of these differentiated cells to 

bind to apoptotic cells (figure 5.8).  Whilst all macrophages have this capacity, M2 macrophages have 

a greater capacity to clear apoptotic cells, therefore measurement of apoptotic cell binding will 

determine if macrophages in the model used here are more M2 like.  The apoptotic binding capacity 

of oleate-differentiated macrophages was ~20% greater than BSA or palmitate primed macrophages 

(p<0.01). 

The cytokine data shows that palmitate enhances production of both the pro-inflammatory cytokines 

TNF-α and IL-6, with a simultaneous suppression of IL-10.  Oleate appears to interfere with TNF-α 

production, but does not alter production of either IL-6 or IL-10.  The differential effects observed 

would suggest that palmitate maybe inducing a pro-inflammatory phenotype. 
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Figure 5.8: Increased apoptotic binding of oleate-primed macrophages: 

THP-1 macrophages primed with BSA, oleate or palmitate were differentiated with PMA for 48hours 
on glass well slides to permit adhesion, subsequently unbound cells were washed off and adherent 
cells were incubated with Mu2 cells radiated with UV to generate apoptotic bodies for 1h at 37°C in 
5% CO2/95% air.  Slides were subsequently washed to remove unbound cells, then stained and 
viewed under microscope to determine number of macrophages bound to apoptotic bodies in a field 
of view of up to 200.  Data is displayed as mean of field of vision from 3 independent experiments, 
where ***=p<0.001 as determined by one way ANOVAversus BSA. 
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5.3.7 Distinct classical M1 and alternatively-activated M2 macrophage phenotypes produce 

unique cell surface and cytokine profiles 

 

Certain differentiation programmes can be used to generate a classically (M1) or alternatively-

activated (M2) THP-1 macrophages.  To generate M1 or M2, IFN-γ (20ng/ml) and LPS (100ng/ml) for 

classic and IL-4 and IL-13 (20ng/ml) were used for alternatively-activated macrophage, treating 

monocytes with cytokines for 6h prior to PMA treatment.  The M1 and M2 differentiation 

programme serve as a comparator to the macrophages that were differentiated in the presence of 

FA/BSA. 

As with FA/BSA treatment programmes, cells treated in the absence PMA were utilised as monocyte 

controls (figure 5.9A) whilst cells treated with PMA were taken as macrophages (figure 5.10A).  

Similar levels of cell surface CD14 expression were observed between M1, M2 and untreated THP-1 

monocytes but at 48h and 72h M2 monocytes produced higher cell surface CD14 expression (figure 

5.9C).   The cell surface expression of CD11b was elevated in M2 treated monocytes and were 

significantly elevated at 24h (p<0.01) remaining elevated for 72h, whilst M1 and untreated cells show 

no increases in CD11b (figure 5.9B).  All treatments elicited a time dependent increase in the cell 

surface expression of CD36 (figure 5.9E), whilst monocyte CD16 expression was only significantly 

elevated for 72h by the M2 treatment (p<0.01). 

Differentiation of THP-1 monocytes to M1 macrophages was associated with significantly reduced 

CD11b at 72h (p<0.01), with reduced expression compared to PMA and M2 treated cells; both M2 

and PMA treated macrophages show elevated expression at 48h (figure 5.10B).  The expression of 

CD14 was not significantly changed by PMA, M1 or M2, although elevated expression was noted in 

the M2 phenotype (figure 5.10C).  Similarly cell surface expression of CD36 was unaffected by any 

treatment (figure 5.10E).  M2 phenotype demonstrated a significant increase in CD16 expression at 

24h, 48h and 72h (p<0.001 at 24h and 48h, and p<0.01 at 72h, figure 5.10D). 

Comparison of the M1 and M2 phenotype in monocytes and macrophages indicate a more 

pronounced effect when cells were differentiated to macrophages in the presence of PMA on the 

expression of CD14, CD11b and CD16. 

Oleate-differentiated macrophages demonstrate higher CD14 and CD11b expression, a finding which 

is similar to an extent to M2 macrophages, and which is in contrast to palmitate-differentiated 

macrophages.  The impact of palmitate on CD14 and CD11b expression is similar to the profile of M1 

macrophages.  CD36 expression is common in both FA and BSA, and M1 and M2 differentiated 



156 
 

macrophages.  The M2 phenotype was the only differentiation programme to mediate a significant 

increase in CD16 over 72h. 
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Figure 5.9: Enhanced CD11b, CD14 and CD16 in M2-cytokine treated THP-1 monocytes: 

THP-1 cells were treated for 6h with 20ng/ml of IFN-γ and LPS for classically-activated M1 monocytes 
and 20ng/ml of IL4 and IL-13 for alternatively-activated M2 monocytes (A).  At 24h, 48h and 72h cells 
were removed from experimental conditions, placed on ice for 15min before treatment with 
saturating concentration of mouse anti-human CD11b (B), CD14 (C), CD16 (D) or CD36 (E) antibody 
for 30min on ice before analysis under flow conditions.  Data is expressed as the mean of 3 
independent experiments relative to untreated THP-1 monocyte control at t=0, where *=p<0.05, 
**=p<0.01, ***=p<0.001 and ****=p<0.0001 as determined by one way ANOVA vs THP-1 at 24h, 48h 
and 72h 
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Figure 5.10: M2 macrophages display higher CD11b, CD14 and CD16 expression compared to M1 
macrophages: 

THP-1 monocytes were primed with M1 or M2 cytokines followed by PMA (A).  At 24h, 48h and 72h 
cell surface antigen expression of CD11b (B), CD14 (C), CD36 (D) and CD16 (E)  macrophage was 
determined under flow conditions, data being expressed as mean of 3 independent experiments, as 
relative tountreated THP-1 monocyte control at t=0, where ** =p.01 and ***=p<0.001=<0.05 
determined by one way ANOVA vs PMA macrophages at 24h, 48h, and 72h. . 

Differential expression of cytokines IL-6, IL-10 and TNF-αare observed with M1 and M2 macrophages.  

In monocytes and macrophage, treatment with M1 cytokines (IFN-γ and LPS, in the presence or 

absence of PMA) induced a significant increase in levels of both pro-inflammatory cytokines TNF-α 

and IL-6, whilst having no significant effect on the anti-inflammatory IL-10 (Figure 5.11).  In contrast 

M2 macrophages failed to induce changes in TNF-α and IL-6 but induced a significant ~10 fold 

increase in IL-10.   
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Figure 5.11: M1 and M2 generate distinct pro- and anti-inflammatory macrophages: 

Cytokine content of supernatants obtained after 24h incubation of M1, M2 or control primed 
macrophages was performed using sandwich ELISA.  Cells were spun down gently at 150g for 5 min 
to obtain supernatants at which point cytokine analysis was performed immediately or store at -20°C 
prior to analysis.  Cytokine levels of TNF-α (A), IL-6 (B) and IL-10 (C) were expressed as mean of n=3 
experiments, where *=p<0.05, **=p<0.01, ***=p<0.001 and ****=p<0.0001 as determined by two 
way ANOVA when comparing monocytes to PMA differentiated macrophages, and then one way 
ANOVA to perform individual comparisons within the macrophage sub group. 
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5.3.8 Ceramide synthesis is required for the inflammatory phenotype of palmitate-primed 

macrophages 

 

In the previous chapter, the importance of ceramides, generated through de novo synthesis, for 

mediating palmitate effects was demonstrated.  To determine any role for ceramide generation 

induced by palmitate on macrophage phenotype, the effect of FB1 was investigated. 

In the presence of BSA, palmitate or palmitate with FB1 co-treatment, THP-1 monocyte CD14 and 

CD16 expression was significantly altered (figure 5.12C and D).  Cell surface expression of CD11b was 

significantly elevated by palmitate at 24h and 72h (p<0.05), and was significantly decreased at 48h by 

FB1 co-treatment (p<0.05) compared to palmitate alone (figure 5.12B).  CD36 expression was 

significantly increased at 24h, 48h and 72h (p<0.001 at 24h and 48h, and p<0.01 at 72h) in palmitate-

treated monocytes which was reducedin the presence of FB1 (p<0.01, figure 5.12E).  The profile of 

expression for cell surface antigens except CD36 was an elevation at 24h followed a decline toward 

baseline expression levels at 72h.  
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Figure 5.12: FB1 suppresses palmitate induced monocyte cell surface changes induced by palmitate 
treatment: 

THP-1 monocytes treated with BSA, palmitate or palmitate and FB1 for 72h (A) were analysed for 
CD11b (B), CD14 (C), CD16 (D) and CD36 (E) cell surface expression.  Upon cessation of experiment 
cells were placed on ice in 10% FBS RPMI 1640 for 15 min on ice, before treatment with mouse anti-
human antibodies or respective IgG1 negative controls for 30min on ice.  Subsequently cells were 
analysed under flow conditions.  Data is calculated from 3 independent experiments of relative to 
untreated THP-1 monocyte control, with statistical analysis determined by one way ANOVA at each 
time point versus BSA, where *=p<0.05, **=p<0.01, ***=p<0.001 and ****=p<0.0001 represent 
significance comparing BSA to palmitate/palmitate + FB1 treated cells 

 

The presence of PMA as a differentiating agent ameliorated any differences in the expression of 

CD11b, CD14, CD16 and CD36 (figure 5.13) due to palmitate and no further effect of FB1 was seen, 

with no significant differences between any treatment observed. 

 



162 
 

 
A 

 
B     C 

0 2 0 4 0 6 0 8 0

0 .8

1 .0

1 .2

1 .4

1 .6

1 .8

T im e

C
D

1
1

b
 e

x
p

r
e

s
s

io
n

 r
e

la
t
iv

e
 t

o
 c

o
n

t
r

o
l

B S A  c o n tro l

P a lm ita te

P a lm ita te  +  F B 1

0 2 0 4 0 6 0 8 0

0 .0

0 .5

1 .0

1 .5

2 .0

2 .5

T im e

C
D

1
4

 e
x

p
r

e
s

s
io

n

 r
e

la
t
iv

e
 t

o
 c

o
n

t
r

o
l

B S A  m a c ro p h a g e

P a lm ita te  m a c ro p h a g e

P a lm ita te  +  F B 1  m a c ro p h a g e

 
D     E 

0 2 0 4 0 6 0 8 0

0

1

2

3

T im e

C
D

1
6

 e
x

p
r
e

s
s

io
n

r
e

la
ti

v
e

 t
o

 c
o

n
tr

o
l

B S A  c o n tro l

P a lm ita te

P a lm ita te  +  F B 1

0 2 0 4 0 6 0 8 0

0 .0

0 .5

1 .0

1 .5

2 .0

T im e

C
D

3
6

 e
x

p
r
e

s
s

io
n

r
e

la
ti

v
e

 t
o

 c
o

n
tr

o
l

B S A  c o n tro l

P a lm ita te

P a lm ita te  +  F B 1

 
Figure 5.13: Cell surface antigen expression is not affected in palmitate primed THP-1 macrophages 
nor is it modulated by FB1: 

THP-1 were primed with BSA, palmitate (300μM) or palmitate + FB1 (50μM) for 6h followed by PMA 
(320nM) for a further 66h (A).  Cells were analysed at 24h, 48h and 72h for cell surface expression of 
CD11b (B), CD14 (C), CD16 (D) and CD36 (E), as previously described.  Data is presented as mean 
relative to untreated THP-1 cell expression at 0h from n=3 experiment. 

 

Palmitate-treated macrophages produce an increase in TNF-α and IL-6 secretion, whilst reducing  IL-

10 expression. In the presence of FB1, the palmitate-mediated increase in pro-inflammatory 

cytokines was significantly reduced. This effect decreased to control levels in the case of IL-6 (figure 

5.14).  These findings suggest palmitate mediates its pro-inflammatory effect through induction of 

ceramide synthesis. 
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Figure 5.14: Ablation in inflammatory cytokine secretion of palmitate-primed macrophages by FB1: 

THP-1 monocytes were primed with BSA, palmitate, palmitate + FB1 for 6h before PMA (320nM) 
treatment for a further 18h to induce differentiation into macrophages, before supernatants were 
obtained and analysed for cytokine content.  TNF-α (A), IL-6 (B) and IL-10 (C) cytokine data was 
expressed as mean n=3, where data was analysed by t-tests comparing BSA, palmitate and palmitate 
+ FB1 treated THP-1 cells, with **=p<0.01. 
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5.4 Discussion 

 

In this chapter, fatty acids are shown to have no inflammatory effect on THP-1 monocytes, whilst in 

the presence of LPS only the SFA palmitate enhances the inflammatory response.  This finding 

suggests that monocytes in a high SFA environment are primed for the production of amplified 

inflammatory response.   

Modulation of inflammation by fatty acids is well described and is not limited to a single class of fatty 

acids, with alterations in immune response and cytokine production being common observations 

(Calder 2011, Calder 2013, Lesna, Suchanek et al. 2013).  SFA have a proven effect to induce 

inflammation in adipocytes (Kennedy, Martinez et al. 2009, Chait and Kim 2010).  Their effects on 

monocytes and the effects of MUFA are less clearly defined.  In old rats fed a high oleate diet, oleate 

reduced both TNF-α and IL-1β levels in adipose tissue(Tardif, Salles et al. 2011).  In a mouse model of 

non-alcoholic fatty liver disease mice fed an oleate rich diet increases in TNF-α typically associated 

with disease progression were ablated (Lee, Moon et al. 2011). Furthermore, analysis of plasma from 

overweight non-diabetic subjects revealed negative correlations between oleate in the NEFA pool 

and IL-8 concentrations (Staiger, Woll et al. 2009). 

Jeffery et al. demonstrated the ability of olive oil and high oleic sunflower oil to decrease rat spleen 

lymphocyte proliferation (Jeffery, Yaqoob et al. 1996), likewise in human studies MUFA has been 

shown to reduce the expression of adhesion molecules in peripheral blood mononuclear cells 

(Yaqoob, Knapper et al. 1998).  

SFA demonstrate a clear pro-inflammatory modulation of immune cells.  In mice receiving diets with 

differing percentage of SFA (6%, 12% and 24%) Enos et al.. observed enhanced pro-inflammatory 

behaviour of macrophages with increased adipose tissue infiltration (Enos, Davis et al. 2013).  In 

antigen presenting cells, palmitate inhibited the ability of APCs to activate naive T cells and reduced 

cell surface expression of MHC class I surface antigens (Shaikh, Mitchell et al. 2008). 

Others have shown that oleate has a neutral effect on inflammation in a murine model of high fat 

feeding (Wen, Gris et al. 2011) microglial like THP-1 cells and SH-SY5Y neuroblastoma cells (Little, 

Madeira et al. 2012), THP-1 macrophages (Choi, Kim et al. 2011), THP-1 human monocytes (Dasu and 

Jialal 2011), and skeletal muscle cells (Coll, Eyre et al. 2008).  SCD-1 deficient mice had reduced 

inflammation measured as lower TNF-α, MCP-1 and CCR2 mRNA in adipocytes, with adipocyte 

derived oleate in inducing inflammation (MCP-1 expression determined by PCR) in macrophages (Liu, 

Miyazaki et al. 2010).  However, other groups failed to show inflammatory induction in adipocytes by 
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oleate (Han, Kargi et al. 2010).  An ex vivo investigation of isolated human pancreatic islets treated 

with oleate revealed increased expression of inflammatory genes including C-reactive protein 

(Bikopoulos, Pimenta et al. 2008).  In this thesis, the MUFA oleate did not activate monocyte cytokine 

production or antigen expression. 

The induction of inflammatory cytokines requires the activity of NF-κB.  Under non-stimulated 

conditions NF-κB is sequestered in the cytoplasm through interaction with inhibitor proteins of the 

IκB family encompassing IκBα, IκBβ, and IκBγ.  Classical activation involving signalling by 

inflammatory cytokines (e.g. TNF-α), TLRs or viruses, leads to the activation of the β subunit of IκB 

kinase complex, which phosphorylates IκB proteins on two N-terminal serine residues.  The 

phosphorylation of IκB proteins permits their recognition by ubiquitin ligases, polyubiquitination 

follows and then degradation.  NF-κB is then free to translocate to the nucleus binding to promoter 

or enhancer regions of target genes (Hayden and Ghosh 2004) such as TNF-α and IL-6. 

Measurement of NF-κB activity or protein levels is often utilised as a surrogate measure of 

inflammatory activation.  Palmitate is known to activate NF-κB following TLR activation in both 

human and murine macrophages and human monocytes (Huang, Rutkowsky et al. 2012), as 

previously described through the classical pathway of NF-κB signalling. 

Lamers et al. demonstrated that oleate in combination with conditioned media from human 

adipocytes increased IL-6 secretion, and alone palmitate induced a mild increase in NF-κB p65 

subunit phosphorylation (Lamers, Schlich et al. 2012).  In human endothelial cells, 48h treatment 

with oleate was sufficient to induce activation of NF-κB (Ciapaite, van Bezu et al. 2007). 

The majority of studies indicate a pro-inflammatory effect of palmitate.  In RAW264.7 cells palmitate 

induces gene expression and protein production of IL-1β, iNOS, MCP, IL-6 and TNF-α (Lu, Chen et al. 

2013, Nasimian, Taheripak et al. 2013), with the production of IL-1β and TNF-α reported in human 

THP-1 macrophages (Nakakuki, Kawano et al. 2013) also.  In human umbilical vein endothelial cells, 

palmitate induced TNF-α and IL-6 production and gene expression via ROS production (Zhang, Gao et 

al. 2013).  In mouse primary Kupffer cells, palmitate upregulates MCP-1, TNF-α and IL-6 mRNA (Hoo, 

Lee et al. 2013).  In skeletal muscle, palmitate treatment was sufficient to induce production of TNF-α 

and IL-6, furthermore the conditioned media from these cells induced activation of macrophages 

(Pillon, Arane et al. 2012).  Inflammatory induction (measured as increased inflammatory cytokine 

mRNA or protein content) in response to palmitate treatment is observed in endothelial cells 

(Krogmann, Staiger et al. 2011, Liu, Zhao et al. 2012), fibroblasts (Paik, Cho et al. 2012), β-islets (Choi, 
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Hwang et al. 2012), hepatocytes (Choi, Choi et al. 2011), cardiac cells (Alvarez-Guardia, Palomer et al. 

2011), and renal proximal cells (Soumura, Kume et al. 2010).     

Thus a variety of cells demonstrate an inflammatory response to SFA, however, here production of 

either TNF-α, IL-6 or IL-10 in response to palmitate was not changed in THP-1 monocytes.  A wide 

range of palmitate concentrations have been used in previous studies (from 200-500μM), therefore 

discrepancies cannot be explained by this variable.  Alternatively, a number of studies measured 

mRNA levels, whereas this study evaluates the levels of cytokine secreted by THP-1 monocytes.   

Bunn et al. stimulated THP-1 monocytes with 500μM palmitate, and demonstrated measurable 

increases in TNF-α and IL-6 protein and mRNA using a luminex system to measure protein levels of 

cytokines.  Furthermore, cells were serum starved overnight prior to treatment with a mix of 

palmitate and stearate NEFA (Bunn, Cockrell et al. 2010).  Dasu et al. utilised THP-1 monocytes to 

investigate the effects of free fatty acids (500μM) and high glucose on cytokines detected by an ELISA 

kit (Dasu and Jialal 2011).   

Studies using THP-1 monocytes, apart from those previously mentioned, are rare with the majority 

using cells differentiated into macrophages (Haversen, Danielsson et al. 2009, Choi, Kim et al. 2011, 

Huang, Rutkowsky et al. 2012, Nakakuki, Kawano et al. 2013).  Therefore, the discrepancies between 

this study and those of others can be explained by differences in methodology i.e. different cell 

protocol prior to treatment and higher SFA concentration. 

In light of the immune-modulatory nature of fatty acids, and the lack of effect of MUFA and SFA 

oleate and palmitate respectively on THP-1 monocyte cytokine production shown here, THP-1 

monocytes were subsequently pre-treated with oleate or palmitate and then stimulated with LPS to 

observe if modulation of immune response occurred.  LPS induced TNF-α and IL-6 cytokine 

production in THP-1 monocytes was enhanced by palmitate, and an ablation in LPS response was 

observed with oleate pre-treatment.     

It is worth noting that LPS induces ceramide synthesis.  Barber et al. observed that stimulation of the 

ceramide synthetic pathway mimicked LPS stimulation of TNF-α cytokine production from murine 

peritoneal macrophages (Barber, Detore et al. 1996).    Raetz et al. determined that lipid A, the 

moiety of LPS which possesses biological activity, are acylated with R-3-hydroxylaurate or myristate 

and the hydroxyl groups of these components being further acylated with either of the saturated 

fatty acids laurate, myristate or palmitate (Raetz 1990).  The cleavage of these acyl groups 

dramatically reduces the toxicity of LPS (Munford and Hall 1986, Kitchens, Ulevitch et al. 1992), 

findings suggesting the importance of these saturated fatty acids in inducing the effects of LPS.   
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Whilst stimulation of the pro-inflammatory cytokines was induced by LPS, no significant production 

of IL-10 by fatty acid and LPS was detected.  Consequently, peptidoglycan from Staphylococcus 

aureus was investigated as an inducer of IL-10, and to provide a secondary stimulus in the fatty acid 

co-treatment model.  Neither palmitate nor oleate was able to mediate an increase in PG stimulated 

IL-10 cytokine levels. The expression of TLR2 on THP1 monocytes has not been investigated here. 

Palmitate appears to prime monocytes for an enhancedinflammatory response, a finding which was 

demonstrated also by Schwartz et al.(Schwartz, Zhang et al. 2010).  The group demonstrated the 

ability of palmitate to enhance IL-6 and IL-8 mRNA and protein after 4h and 48h respectively after 

LPS treatment that was dependent upon ceramide formation in THP-1 monocytes.  Cells were 

treated with palmitate at 100μM for 16h before a wash step and subsequent treatment with 1ng/ml 

LPS in media; this contrasts to the present study in which cells were treated with 50-300μM 

palmitate for 6h and without a wash step were treated with 5ng/ml of LPS for a further 18h.  The role 

of ceramides in mediating palmitate effects is further supported by data in this chapter in this 

chapter through the inclusion of FB1 which prevented the amplified cytokine production in response 

to palmitate, and supports findings of others (Schwartz, Zhang et al. 2010) 

Experimental findings, albeit in THP-1-differentiated macrophages, by Haveson et al. demonstrated 

increased cytokine production to palmitate alone at 6h, with mRNA expression of TNF-α, IL-1β and IL-

6 peaking at this time point.  Further experimental study revealed the importance of ceramide, with 

maximal activation of p38 and JNK (postulated to be mediators of ceramide action) observed at 6h.  

Therefore such findings would support the notion that 6h is sufficient to generate ceramide in 

response to palmitate treatment, and subsequent signalling by ceramide is sufficient to enhance 

inflammatory signalling in response to TLR4 agonist LPS. 

The experimental observations of this study are interesting in light of the ability of palmitate to 

activate the lipopolysaccharide receptor TLR4; saturated fatty acids to induce pro-inflammatory 

signalling through NF-κB and COX-2 expression which relied upon activation of TLR4 (Hwang 2001, 

Lee, Sohn et al. 2001) and other TLRs (Lee and Hwang 2006, Fessler, Rudel et al. 2009). 

The interaction of fatty acids with TLR may also help to explain the suppressive effect of MUFA oleate 

in co-treated THP-1 monocytes.  Oleate treated RAW 264.7 cells reduce signalling from TLR (Lee, 

Plakidas et al. 2003), and in subsequent work Lee et al. postulated that unsaturated fatty acids 

prevent SFA interaction with TLR4 (Lee, Ye et al. 2003).  However, relatively little data is available on 

the effects of oleate on TLR interaction, and it can only be speculated that oleate interferes with 

TLR4 interaction with LPS in the context of the model used in this thesis. 
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The palmitate mediated amplificationof LPS responses in THP-1 monocytes and the ability to induce 

pro-inflammatory signalling in a wide variety of cells by TLR4 activation and ceramide generation may 

have consequences for metabolic disorders and ageing in which an elevation in NEFA is observed.  

Inflammation is a common feature of metabolic disorders.  In type 2 diabetes, cross-sectional studies 

indicate elevations in IL-6 (Pickup, Mattock et al. 1997) and associations with systemic low grade 

inflammation (Herder, Illig et al. 2005) with risk of T2D increasing with elevations in IL-1β and IL-6 

(Spranger, Kroke et al. 2003).  Inflammation can play a mechanistic role in disease aetiology; hepatic 

and adipose production of IL-6 is thought to promote insulin resistance (Cai, Yuan et al. 2005, 

Mooney 2007). 

Furthermore ablation of TLR4 signalling removed impaired insulin sensitivity in mouse models (Shi, 

Kokoeva et al. 2006) and myeloid specific deletion of TLR4 in an obese mouse model still allowed 

obesity but without insulin resistance (Saberi, Woods et al. 2009).  Stearoyl-CoA desaturase-1 

deficient mice in an atherosclerotic mouse model diet of elevated SFA, subsequently showed 

accelerated atherosclerosis.  The peritoneal macrophages of these mice were engorged with SFA and 

produced greater responses to TLR ligands (Brown, Chung et al. 2008).  

Therefore in the presence of LPS as a secondary stimulus, an amplified response is generated as 

MAPK is already activated with further activation by LPS of NF-κB which leads to the activation of 

gene expression of cytokines e.g. TNF-α and IL-6, hence the amplified response in palmitate-primed 

monocytes. Monocytes are an important cellular mediator of innate immunity, responding to 

inflammatory stimuli thereforeinfluencing behaviour can impact on function in both steady state and 

disease, thus it would be pertinent to highlight the distinctions of these cells. 

In atherosclerosis and metabolic diseases, inflammation and elevated NEFA are common 

observations.  In atherosclerosis, a requirement for disease progression is the recruitment of 

monocytes to plaques with subsequent differentiation into macrophages.  This study sought to 

determine the influence of either the MUFA oleate or the SFA palmitate differentiation. 

Models of differentiation using M1 and M2 treatments were established to confirm phenotypes in 

differentiated THP-1 cells and to serve as a comparison to FA or BSA programmes.  This enabled a 

direct comparison between classically and alternatively-activated macrophages (table 5.1) to 

determine if either fatty acid could influence macrophage phenotype, which may be relevant for 

metabolic diseases. 
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Table 5.1: Summary of cell surface antigen expression in M1 and M2 cytokine-treated THP-1 
monocytes and THP-1 differentiated macrophages in the presence of both cytokines and PMA. 

M1 cytokines were 20ng/ml IFNγ and 100ng/ml LPS, whilst M2 cytokines were 20ng/ml of IL-4 and IL-
13; macrophages were treated with these cytokines and with PMA (320nM).  Replace + with ↑ 

 

In this chapter, the ability of oleate and palmitate to induce distinct macrophage phenotypes with 

differential expression of cell surface antigens (CD11b, CD14, CD16 and CD36) and inflammatory 

cytokines has been demonstrated.  Palmitate and LPS co-incubation induces increased expression of 

CD11b and CD36. Pre-treatment with palmitate prior to PMA induces a macrophage phenotype with 

low cell surface expression of CD11b and CD14, and high production of cytokines TNF-α and IL-6.  In 

contrast oleate treatment prior to PMA induces high levels of CD14 and CD11b, with suppression of 

the pro-inflammatory cytokines TNF-α and IL-6 in comparison to controls.  Furthermore, oleate 

primed macrophages displayed greater apoptotic cell binding capacity which has been shown to be 

in part mediated by CD14, whilst palmitate primed cells did not.  These findings suggest pro-

inflammatory M1 phenotype is induced by palmitate, and the presence oleate generates an anti-

inflammatory M2 phenotype.  However, it is worth noting that differentiating monocytes with PMA 

in the presence of oleate failed to induce IL-10 whereas palmitate reduced basal IL-10 production or 

an increase in CD16 antigen expression although palmitate decreased CD16 expression. 

The cytokine profile generated by palmitate-primed macrophages suggests the cell is pro-

inflammatory; comparison with the classical M1 macrophage shows striking similarities, with 

enhanced production of TNF-α and IL-6, and suppression in IL-10.  Whilst M2 macrophages do not 

change in TNF-α and IL-6 secretion, a dramatic IL-10 increase is observed; a finding which is absent in 

oleate primed macrophages, suggesting oleate produces a macrophage phenotype which less M2 

like. 
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Fatty acid-driven alterations in differentiation pathways are a phenomenon that is not unheard of.  In 

bone marrow derived mesenchymal and mouse embryonic stem cells, palmitate enhanced 

adipogenic differentiation (Polidori, Lomax et al. 2012, Park, Yeum et al. 2013).  However, in the 

context of monocytes to macrophage differentiation relatively little is known regarding effects of 

fatty acid priming. 

The classification of differentiated macrophages into distinct M1 classical and M2 alternatively-

activated phenotypes is broad. Macrophages, like monocytes, display marked heterogeneity owing 

to the responsiveness to a wide range of endogenous and exogenous stimuli.  Whilst M1 and M2 

macrophages have been described, further distinctions within these groups can be made.  The M1 

group can be subdivided into classical M1a and innate M1b macrophages.  M1a requires priming 

with IFN-γ with subsequent microbial stimuli e.g. TLR agonist LPS or a pro-inflammatory cytokine e.g. 

TNF-α (Gordon 2003, Martinez, Sica et al. 2008), such cells display enhanced phagocytic capacity and 

bactericidal machinery (Martinez, Sica et al. 2008).  The M1b macrophages are a response to 

recognition by pathogen-associated molecular pattern receptors e.g. TLR or flagellin engaging 

pattern receptor, displaying similar characteristics to M1a but with reduced phagocytic activity 

(Janeway and Medzhitov 2002, Mukhopadhyay and Gordon 2004). 

M2 macrophages display similar degrees of heterogeneity.  The M1 macrophages are primarily 

concerned with enhancing inflammation and pathogen killing, whilst the M2 macrophages primarily 

deal with resolution of injury post-inflammation.  The M2 class can be divided into M2a, M2b and 

M2c.  The M2a macrophages are induced by IL-4 and IL-13, and are concerned with tissue repair 

expressing increased fibronectin and TGF-β (Gordon 2003, Mosser and Edwards 2008); such cells 

demonstrate enhanced expression of mannose receptor CD206, IL-1 receptor antagonist (which 

counters IL-1β), and have markedly reduced nitric oxide nitric oxide synthesis (Martinez, Sica et al. 

2008). 

Generation of M2b cells require priming by IgG immune complexes recognised by Fc receptors with 

subsequent stimulation with LPS, CD40 ligand or IL-1β (Anderson and Mosser 2002, Martinez, 

Helming et al. 2009), resulting in enhanced secretion of IL-10 in addition to the pro-inflammatory 

cytokines TNF-α, IL-6 and IL-1.  M2c macrophages are generated in response to IL-10, TGF-β or 

glucocorticoids with the function of down regulating pro-inflammatory cytokines therefore limiting 

inflammation and they serve a debris scavenging and healing function (Martinez, Sica et al. 2008). 

Apoptotic cell uptake has been described to induce a distinct phenotype of M2 macrophage (Savill, 

Dransfield et al. 2002, Erwig and Henson 2007), and IL-10 production is a hallmark of these cells.   
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Generation of these phenotypesin vitro may not translate to macrophage heterogeneity in vivo.  The 

type of macrophage that develops will ultimately be dependent upon the levels of cytokines, 

intracellular signalling and nutrient status of immediate milieu.  In this chapter, the pro-inflammatory 

nature of SFA and the anti-inflammatory nature of MUFA have been demonstrated.  The priming of 

monocytes with SFA prior to PMA generates a pro-inflammatory phenotype akin to M1b, whilst 

priming with MUFA generates a macrophage with enhanced apoptotic debris scavenging capability, 

which makes the phenotype akin to that which aids in the resolution of apoptosis; however the 

reason for the lack of IL-10 production is puzzling. 

Macrophage heterogeneity is not limited to normal physiology; in metabolic disorders distinct 

macrophage phenotypes have been observed which can be classified into either M1 or M2.  In 

animal models of atherosclerosis macrophage heterogeneity is evident within the atherosclerotic 

plaque (Nahrendorf, Swirski et al. 2007, Tacke, Alvarez et al. 2007, Khallou-Laschet, Varthaman et al. 

2010).  However, no specific marker of either M1 or M2 human macrophages or their subgroups has 

been agreed upon.  Despite this, distinct macrophage populations have been recorded, varying 

according to time of residence within the plaque, monocyte phenotype prior to differentiation and 

location (Poston and Hussain 1993, Waldo, Li et al. 2008).   

Waldo et al. described the presence of CD14+ cells within plaques whilst infiltration of CD14- cells 

were located in disease-free regions (Waldo, Li et al. 2008).  Macrophages in diffuse intimal lesions 

displayed high positivity for CD163 (associated with an anti-inflammatory phenotype), with the 

authors suggesting this would reduce the likelihood of plaque rupture (Komohara, Hirahara et al. 

2006).  Other authors have demonstrated the presence of both phenotypes e.g. the presence of 

MCP-1 and the mannose receptor within lesions, (Bouhlel, Derudas et al. 2007). 

Beyond the M1/M2 paradigm, in both animals and humans there is evidence of macrophages that fit 

neither of these phenotypes.  Oxidised LDL treated murine macrophages differentiated into a 

phenotype distinct from either M1 or M2, termed Mox (Kadl, Meher et al. 2010).  Human monocytes 

induced to differentiate with either M-CSF or GM-CSF, CD14 and CD68  displayed gene expression 

associated with both M1 and M2 macrophages (Waldo, Li et al. 2008).  In vitro differentiation of 

macrophages with M-CSF and CXCL4 produces a phenotype which is low in CD163 expression, 

termed the ‘M4’ macrophage, with such cells being found in vivo (Gleissner, Shaked et al. 2010). 

In obesity and diabetes, similar macrophage heterogeneity has been observed.  In obesity, both M1 

and M2 macrophage populations have been observed in rodent and human adipose tissue, with the 

latter population being prevalent in lean subjects (Lumeng, Bodzin et al. 2007, Zeyda, Farmer et al. 
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2007).  A study by Lumeng et al. determined that a high fat diet induced a phenotypic switch from 

M2 to the pro-inflammatory M1 in mice (Lumeng, Bodzin et al. 2007), furthermore Fujisaka et al. also 

showed insulin resistance is associated with elevated M1 cells and an increase in the M1:M2 ratio in 

mice (Fujisaka, Usui et al. 2010).  Greater levels of pro-inflammatory cytokines TNF-α, IL-1β and IL-6 

and monocyte infiltration in the pancreas of diabetic patients in comparison to healthy controls 

(Bradshaw, Raddassi et al. 2009).  In mice the involvement of M1 macrophages in type-2 diabetes 

was demonstrated through the analysis of adipose tissue, where 30% of expressed transcripts were 

for classical activation markers (Weisberg, McCann et al. 2003).   

 Such findings would suggest a pro-inflammatory M1, or similar, phenotype is pathogenic, whilst the 

M2 is associated with improvement in disease state, in atherosclerosis stabilisation of atherosclerotic 

plaque is associated with M2 macrophage inflitration.  In the context of this study, the ability of 

palmitate to induce a pro-inflammatory phenotype suggests that elevations in FFA associated with 

metabolic disease states may promote atherosclerotic progression through phenotypic changes in 

U937 monocytes (Gao, Pararasa et al. 2012) and enhanced production of cytokines such as TNF-α 

and IL-6.  In contrast, the phenotype generated by oleate-primed cells is one primarily concerned 

with clearance of apoptotic debris, with the lack of IL-10 production suggesting either a limitation in 

the ex vivo model or the poor detection.   

In the previous chapter, de novo ceramide synthesis was demonstrated to be crucial in palmitate 

mediated increases in CD11b and CD36.  Other groups have demonstrated the importance of TLR 

activation and ceramide signalling in mediating the inflammatory effects of palmitate.  Here in the 

presence of FB1 and palmitate, cell surface marker expression resembles cells that have not received 

palmitate treatment, and the pro-inflammatory cytokine profile is markedly ablated.  These findings 

strongly suggest the involvement of ceramides in the generation of a pro-inflammatory macrophage 

from palmitate primed monocytes.   

5.5 Conclusion 

 

In summary, this chapter demonstrates that neither the MUFA oleate nor the SFA palmitate induce 

changes in the production of cytokines TNF-α, IL-6 and IL-10 in THP-1 monocytes.  In contrast, in the 

presence of FA and a secondary stimulus of LPS, and palmitate enhanced production of pro-

inflammatory cytokines, with a trend of oleate to reduce pro-inflammatory cytokine expression.  

These findings indicated the monocytes were primed by FAs for either an enhanced or suppressed 

response.  Such findings suggest that the type of FA can influence innate immune responses, with 
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considerable data available characterising the pro-inflammatory nature of SFA and neutral or anti-

inflammatory nature of MUFA on immune cells. 

Inflammation and differentiation of monocytes to macrophages are important steps in normal 

physiology and pathology of chronic, inflammatory and metabolic diseases, however both monocytes 

and macrophages are comprised of heterogeneous populations. The population of macrophages 

generated is somewhat dependent upon the milieu of cytokines, nutrients and other signalling 

molecules.  Here, the production of a pro-inflammatory macrophage after palmitate priming, 

producing high amounts of TNF-α and IL-6 was demonstrated.  

Use of FB1 in the palmitate primed-model indicated that the primary inflammatory inducer was 

ceramides, with inflammatory cytokines markedly reduced and cell surface antigen expression similar 

to BSA treated controls in the presence of palmitate and FB1.  This finding highlights the importance 

of ceramide generation in both cell surface antigen changes and induction of inflammatory cytokine 

production by palmitate both at a monocytes and a differentiated macrophage stage. 

In contrast, oleate-primed macrophages expressed higher levels of both CD14 and CD11b, but lacked 

the increase in IL-10 production.  Furthermore, their enhanced apoptotic cell binding capability 

suggests these cells function to clear cell debris in the resolution of inflammation.   

In disease pro-inflammatory macrophages are considered to favour pathological advancement of 

disease through generation of inflammatory cytokines, therefore the palmitate primed macrophage 

generated in this model would have negative consequences.   

In the next chapter, an assessment of metabolic and inflammatory parameters during ageing will be 

undertaken, to address the hypothesis that age-associated changes to metabolism drive 

inflammageing.  Insulin resistance and chronic low grade inflammation are observed in the context of 

an elevated NEFA level when compared to young adults.  On this basis, the NEFA plasma profile in 

young and mid-life individuals has been investigated to examine whether a change in fatty acid 

profile is present that could contribute to the underlying inflammatory state in ageing. 
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6 Chapter 6: Age-related changes on fatty acid profile and relationship to inflammation, 
oxidative stress and insulin resistance 

6.1 Preface 

 

In the present chapter, the effects of age on primary blood mononuclear cell phenotype, in relation 

to circulating plasma metabolic and inflammatory factors, and red blood cell membrane fatty acids 

are examined.  Previous chapters have shown that cell surface antigens CD11b and CD36, 

inflammatory cytokines (TNF-α, IL-6 and IL-10) and mitochondrial ROS status are modulated by free 

fatty acids; these parameters are examined here relative to free fatty acids and age in blood from 

healthy male donors aged 20-30 or 50-75 years of age.  Whole blood was also analysed for insulin, 

LDL, HDL, cholesterol, liver enzymes, glucose and plasma for glutathione content.  Plasma and red 

blood cell membranes were analysed for non-esterified and membrane FA profiles.  This 

investigation aims to determine whether ageing is associated with a change in the FA profile, 

specifically an increase in the levels of SFA, that may drive age-related inflammation or cell surface 

antigen expression. 

6.2 Introduction 

 

A common observation in ageing and many metabolic disorders is an increase in the plasma NEFA 

(Pilz, Scharnagl et al. 2006, Samuel, Petersen et al. 2010), which has been causally related to 

increased free fatty release from visceral adipose tissue (Bjorntorp 1990).  Further analysis reveals 

NEFA contribute to cardiovascular mortality in the elderly (Smith and Wilson 2006).  Acute increases 

in plasma NEFA decrease insulin stimulated glucose uptake and glycogen synthesis determined by 

indirect calorimetry (Boden, Chen et al. 1993), and in skeletal muscle inhibit PI3K and insulin action 

(Dresner, Laurent et al. 1999) therefore  contributing to insulin resistance which is a metabolic 

disease risk factor known to increase with ageing (Fink, Kolterman et al. 1983, Ferrannini, Vichi et al. 

1996).  

Enhanced oxidative stress is another facet of the ageing phenotype in a wide variety of human tissue 

(Jackson and McArdle 2011, Massudi, Grant et al. 2012).  Furthermore, mitochondria are the primary 

source of ROS within a non-phagocytic cell, and an age-related increase in oxidative stress and ROS 

generation has been shown in these organelles (Judge, Jang et al. 2005). 

Ageing impacts negatively on cells of the immune system often referred to as immunosenescence.  

The effects of age on the adaptive B and T cells have been studied more extensively than cells of the 

innate immune system.  Ageing is associated with a decline in the production of B-cells, coupled with 
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diminished responses to antigens by memory cells, (Cancro, Hao et al. 2009).  In T cells, age-related 

changes are attributed to changes in  CD4 or CD8 positivity, with the former showing reduced Th1 

and Th2 effector differentiation with reduced cognate helper functions, whilst the latter population 

demonstrate altered clonal expansion (Haynes and Maue 2009). 

Less is known regarding the innate immune system.  Studies focusing on monocytes and 

macrophages indicate an age-related decrease in the levels of TLR1 (van Duin, Mohanty et al. 2007) 

coupled with a decrease in TLR induced TNF-α and IL-6 production in response to bacterial challenge.  

Analysis of monocyte function in the elderly revealed a reduction in phagocytosis of bacteria and 

apoptotic cells (Fietta, Merlini et al. 1994, Dunston and Griffiths 2010).  Therefore the function of 

both the adaptive and innate immune systems is compromised in ageing. 

Another notable aspect of the ageing body is the low grade systemic inflammation in ageing, which 

has been linked to the development of age-associated metabolic disorders.  This inflammageing is 

characterised by an chronic sub-clinical elevation in inflammatory status with levels of pro-

inflammatory cytokines IL-6 and TNF-α increased and anti-inflammatory cytokines e.g. IL-10 reduced 

(Bartlett, Firth et al. 2012). 

Previous work in this thesis has shown that fatty acids can modulate monocyte phenotype, function 

and responses to agonists, however, it is not known how the specific free fatty acid pattern varies 

with age or whether this associates with inflammation and metabolic imbalance.  Thus in this 

chapter, an examination of the ageing state will be undertaken, using healthy male volunteers from a 

young (24-30 years old) and midlife (>50 years old) population.  In particular an examination of the 

NEFA plasma profile and red blood cell fatty acid profile will be undertaken to determine if an age-

related shift in SFA, MUFA and PUFA is present which may positively or negatively affect risk of 

developing metabolic disorders and inflammation in ageing.  The expression of cell surface markers 

CD11b and CD36 and cytokines (IL-6, IL-10 and TNF-α) will be considered as indices of inflammation, 

with mitochondrial ROS production, glutathione, cholesterol, glucose, and insulin and analysed as 

measures of metabolic health. 
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6.3 Results 

6.3.1 Anthropometric changes associated with age 

 

This study comprised of 14 healthy male volunteers in each of the young (24-30 years old) and 

midlife (>50 years old) cohorts, who were free from medication.  Subjects with either existing 

metabolic disorders or on medication that could influence those parameters analysed e.g. anti-

inflammatory, immunosuppressive and anti-diabetic drugs, were excluded from participation.  The 

only anthropometric measurement that was significantly different was waist circumference, 

increasing by ~11% with age (table 6.1).  
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Young (24-30 years old), 

n=14 Midlife (>50 years old), n=14 

Age  27±2 (24-30) 58±7 (50-71) 

Height (m) 1.79±0.07 1.81±0.08 

Weight (Kg) 76.11±11.97 80.58±10.05 

BMI (SI) 23.89±3.04 24.64±2.14 

Waist circumference 

(cm) 88.92±6.82 98.54±7.07* 

Hip circumference (cm) 99.16±6.94 104.3±5.23 

Waist to Hip ratio 

(WHR) 0.896±0.06 0.945±0.07 

Systolic pressure 

(mm/Hg) 123.1±16.82 134.9±14.31 

Diastolic pressure 

mm/Hg) 76.22±11.21 89.42±10.33 

Pulse 70±13 64±14 

*=p<0.05 

Table 6.1: Clinical characteristics of young and midlife cohorts:  

Data was obtained following overnight fast from healthy male volunteers prior to blood collection for analysis 
of other parameters. 

 

6.3.2 Age-related increase in plasma insulin and insulin resistance 

 

Blood glucose did not change but plasma insulin increased significantly (~30%, p<0.01) with age as 

shown in figures 6.1A and 6.1B.   The homeostatic model assessment (HOMA) is a model used to 

calculate insulin resistance and %β-cell function from blood glucose and insulin concentrations 

(Matthews, Hosker et al. 1985).  Significant age-related increases in both calculated insulin resistance 

and a decrease in %β-cell function are present in the population studied here (p<0.01 and p<0.05 for 

HOMA-IR and HOMA-B respectively, figure 6.1C and 6.1D). 
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Figure 6.1: Age is associated with an increase in circulating insulin concentration and insulin 
resistance: 

Whole blood obtained from young and midlife volunteers was immediately analysed for glucose at 
point of collection using reflotron strip measurement, whilst insulin determined in plasma by ELISA.  
Insulin and beta cell function was estimated by HOMA-IR and HOMA-B. Glucose (A), insulin (B), 
HOMA-IR (C) and HOMA-B (D) data is presented as box and whisker plots of n=14 per group 
displaying the minimum and maximum as the tails, with upper and lower quartiles and median 
representing the box with statistical analysis performed using t-tests where *=p<0.05 and **=p<0.01. 
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6.3.3 Cholesterol and triglyceride in the ageing cohort: 

 

Plasma total cholesterol, LDL, HDL and triglycerides were not significantly elevated in healthy midlife 

individuals (figure 6.2).  
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Figure 6.2: Lipid levels did not change with age in these cohorts: 

Total cholesterol and HDL cholesterol were measured at point of obtaining blood from healthy young 
and midlife volunteers following an overnight fast using a reflotron , with LDL being subsequently 
calculated using the Friedwald formula.  Triglycerides were evaluated following plasma extraction 
using a Randox triglyceride kit.  Data is presented as box and whisker plots of n=14 per group 
displaying the minimum and maximum as the tails, with upper and lower quartiles and median 
representing the box.  
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6.3.4 Elevated oxidative stress in ageing cohort 

 

To determine an index of extracellular redox state, glutathione content in plasma from young and 

midlife volunteers was quantified, as reduced and oxidised glutathione (GSH and GSSG respectively) 

using a DTNB recycling assay and the reduced/oxidised ratio was calculated.  The ageing cohort 

demonstrated a significant decrease of 70% in GSH (p<0.0001, figure 6.3A), with a concomitant ~4 

fold increase in GSSG (p<0.0001, figure 6.3B).  The redox ratio determined from these outputs 

indicates a significant ~80% decline (p<0.0001 figure 6.3C), suggesting that in this ageing cohort there 

is a dramatic increase in oxidative stress.  In peripheral blood mononuclear cells, mitochondrial ROS 

was significantly elevated (p<0.0001, figure 6.3D) with age measured as MitoSOX oxidation 

fluorescence.  These findings support the notion that ageing is accompanied by elevated oxidative 

stress in cells and plasma. 
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Figure 6.3: Age-related increase in oxidative stress in plasma and cells: 

Plasma reduced and oxidised glutathione content, and mitochondrial superoxide levels in PBMCs was 
determined in whole blood from men of different ages.  Glutathione parameters measured were 
determined using a DTNB recycling assay, whilst mitochondrial superoxide  was measured in PBMCs.  
Following 30min treatment of whole blood at 37°C in the dark with 2.5μM MitoSOX, optilyse C and 
PBS was added to lyse red blood cells and fix PBMCs before analysis under flow conditions.  Data is 
presented as scatter plots of n=14 per group SEM, statistical analysis performed using t-tests where 
****=p<0.0001. 
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6.3.5 Increased cell surface marker expression on PBMCs with age 

 

To investigate whether those cell surface markers that were increased by fatty acids in vitro are 

elevated during ageing, cell surface expression of CD14, CD11b and CD36 on PBMCs were 

determined by flow cytometry.  CD11b and CD36 demonstrated an age-related increase (~10%, 

p<0.05, figure 6.4B and 6.4C respectively) and there was a trend for an increase in CD14 in older 

adults. 
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Figure 6.4: PBMC surface expression of CD11b and CD36 but not CD14 increase in the midlife 
cohort: 

Whole blood samples obtained from young and midlife volunteers following an overnight fast were 
treated with a saturating concentration of mouse anti-human CD14-RPE Cy5, mouse anti-human 
CD11b-RPE or mouse anti-human CD36 FITC or respective isotype control for 30 min on ice, before 
treatment with optilyse and then analysis by flow cytometry.  Data on CD11b and CD36 is presented 
as scatter plots of n=14 subjects, whilst CD14 data was obtained from n=7 young and n=10 midlife 
subjects; statistical significance is determined by t-test where *=p<0.05. 
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6.3.6 Ageing mediates an increase in plasma pro-inflammatory cytokine profile 

 

To understand how the inflammatory environments in plasma change with age the pro-inflammatory 

cytokines TNF-α and IL-6, and the anti-inflammatory cytokine IL-10 in plasma were measured by 

ELISA.  An increase in TNF-α was observed from the young to midlife cohorts of ~30%, whilst a similar 

significant increase in IL-6 was observed (figure 6.5A and 6.5B, p<0.01 and p<0.001 for TNF-α and IL-6 

respectively).  In contrast the anti-inflammatory cytokine IL-10 was decreased significantly (figure 

6.5C, p<0.05) by ~25% in an age-related fashion.  The alterations suggest ageing is associated with an 

elevation in the pro-inflammatory status. 
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Figure 6.5: Elevation in the pro-inflammatory cytokine profile in ageing cohort: 

Whole blood collected from healthy male volunteers were subsequently centrifuged at 650g to 
obtainplasma ,samples were stored at -80°C prior to analysis for levels of cytokines TNF-α, IL-6 and 
IL-10 by an ELISA kits from Peprotech, with75μl of plasma sample utilised in triplicate.  Data is 
presented as scatter plots with means from n=14 individuals in both the young and midlife cohorts, 
where statistical significance was determined through t-tests, where *=p<0.05, **=p<0.01 and 
****=p<0.0001. 
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6.3.7 Global increase in NEFA fatty acids in midlife cohort 

 

Previous studies have described an increase in NEFA in older adults and subjects with insulin 

resistance but the profile of fatty acids has not been investigated in detail.  The NEFA plasma profile 

was quantified by gas chromatography.  Age-related increases in saturated fatty acids myristic, 

palmitate, stearate and lignoceric acids were observed in the NEFA profile, but there were not any 

significant changes with palmitate (figure 6.6A-D).  Age-related increases in MUFA were also 

observed with statistically significant increases in oleate and myristoleate only (figure 6.7).  No 

significant changes were observed regarding individual PUFA (figure 8), however an increase in total 

PUFA was seen (p<0.01, figure 6.9C). 

Individual fatty acids demonstrate unique changes with age,  by grouping the fatty acids into 

saturated, monounsaturated and polyunsaturated (Ω-3 and Ω-6) further highlights how the individual 

group profile changes.  Globally the proportion of total fatty acids as saturated and monounsaturated 

fatty acids is maintained despite increasing concentrations in the midlife cohort, however within the 

polyunsaturated fatty acid group the Ω-3 fatty acids decrease whilst the Ω-6 remain unaltered, which 

may be important in the ageing phenotype, however the Ω-6/Ω-3 ratio was not significantly affected 

by age.  
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Figure 6.6: NEFA saturated fatty acids are elevated in the midlife cohort: 

Fasting plasma samples obtained from subjects were first subject to lipid extraction using 
choloroform: methanol (2:1 v/v, 0.01% BHT), and concentration under nitrogen before conversion to 
methyl esters by hydrolysis before extraction with hexane and concentration under nitrogen.  
Samples were subsequently analysed by gas chromatography. Data is log transformed presented as 
box and whisker plots displaying minimum and maximum values as tails, with upper and lower 
quartiles and median representing the box plot n=14 samples per group, where statistical 
significance was determined by t-test analysis where *=p<0.05. 
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Figure 6.7: Plasma non-esterified monounsaturated fatty acids increase in an age dependent 
manner: 

Plasma NEFA profiles were determined from fasted samples in young and midlife subjects.  NEFA in 
the plasma were converted into methyl esters by acid hydrolysis subsequently extracted and 
concentrated before analysis by gas chromatography.  Data is log transformed presented as box and 
whisker plots displaying minimum and maximum values as tails, with upper and lower quartiles and 
median representing the box plot n=14 samples per group.Data was determined to be non-
parametric by Komogorov-Smirnov testing therefore statistical significance was determined by non-
parametric Mann-Whitney test, **=p<0.01. 
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Figure 6.8: Plasma non-esterified PUFA  profile is unchanged in ageing: 

NEFA plasma profile of Ω-6 fatty acids analysed by gas chromatography following lipid extraction 
from plasma and subsequent concentration under nitrogen and conversion to fatty acid methyl 
esters.  Data is presented as box and whisker plots with minimum and maximum values as tails, 
upper and lower quartiles and median values representing the box plotof n=14 individuals. 
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Figure 6.9: Ω-3 and Ω-6 PUFA levels in the plasma NEFA pool: 

Plasma samples were analysed as previously described and displayed as box and whisker plots.  The 
Ω-6/Ω3 ratio was calculated by the sum of fatty acids sum of all identified Ω-6 fatty acids over the 
sum of the Ω-3 fatty acids.  Data are presented as box and whisker plots whilst Ω-6/Ω3 ratio were 
presented as mean ± SEM from n=14 samples per group. 
 
 

6.3.8 Desaturase enzyme activity is elevated in ageing 

 

The calculated enzyme activities of stearoyl CoA desaturase (SCD-1) and delta 6 desaturase (D6D) can 

be estimated through the product divided by the precursor.  Stearoyl CoA desaturase converts the 

saturated fatty acids palmitate and stearate to their equivalent chain length monounsaturates 

palmitoleate and oleate; conversely the activity of D6D converts linoleic acid to dihomo-γ-linoleic 

acid.  The ability of SCD-1 to act upon palmitate is elevated in the midlife cohort, whilst SCD-1 activity 

towards stearate remains unaltered (Figures 6.10A and B).  The D6D activity is elevated in the ageing 

cohort (p<0.05), by ~2 fold (Figure 6.10C). 
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Figure 6.10: SCD-1 and D6D enzyme activity from NEFA fatty acids is elevated in midlife volunteers: 

Enzyme activities of SCD-1 and D6D were calculated based on products/precursors (SCD-C16, 
C16:1/C16:0; SCD-C18, C18:1/C18:0; D6D, C18:2n6/C18:3n6) derived from the non-sterified fatty acid 
pool.  Data is presented as mean±SEM of n=14 volunteers per group, with statistical significance 
determined through t-tests, where ****=p<0.0001. 
 

6.3.9 Altered erythrocyte membrane fatty acid profile with age in erythrocyte membranes 

 

Following analysis and quantification of the erythrocyte membrane fatty acid profile, the saturated 

fatty acids palmitate and lignoceric acid were increased, whilst stearate marginally decreased in the 

midlife cohort compared to the young; overall total saturated fatty acids in membranes were 

increased with age (figure 6.12).  Palmitoleic, oleic, nervonic and total monounsaturated fatty acids 

are elevated in the ageing group, although palmitoleic acid is at the limit of detection (figure 6.13).   

The Ω-6 fatty acids display a unique profile with age, with only linoleic acid increasing in the midlife 

cohort and γ-linoleic was marginally decreased; with the overall total Ω-6 fatty acids approximately 

the same.  The membrane Ω-3 fatty acids in contrast increased with age (figure 6.14). 
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Figure 6.11: Red blood cell membrane saturated fatty acid profile in young and midlife volunteers: 

Erythrocyte membrane lipids were obtained from red blood cells of healthy male volunteers by Folch 
extraction, and subsequently methylated by acid hydrolysis and analysed by gas chromatography.  
Data are presented as box and whisker plots where the minimum and maximum represent the tails, 
and the upper and lower quartiles and the median represent the box plot, from n=10 samples in both 
the young and midlife cohort.  Data was analysed by t-tests where *=p<0.05. 
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Figure 6.12: Erythrocyte membrane monounsaturated fatty acid increase with age: 

Erythrocyte membrane fatty acid profiles were determined by gas chromatography, with data 
presented as box and whisker plots with minimum and maximum values represented by tails, the 
upper and lower quartiles and the median represented by the box plot, obtained from n=10 
individuals.  Statistical analysis was performed using non-parametric Mann-Whitneytests, where 
*=p<0.05. 
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Figure 6.13: Membrane Ω-6 fatty acid profile is not different in ageing: 

Erythrocyte membrane lipids were extractedusing Folch method, concentrated under nitrogen, and 
converted to fatty acid methyl esters beforeanalysisby gas chromatography.  Data is presented as 
box and whisker plots where minimum and maximum is represented by the tails and the upper and 
lower quartiles and the median are shown as the box plot, with data derived from n=10 individuals. 
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Figure 6.14: Membrane Ω-3 fatty acids according to age: 

Erythrocyte fatty acids were extracted using Folch method, concentrated under nitrogen, and 
converted to fatty acid methyl esters before analysis by gas chromatography.  Data is presented as 
box and whisker plots where minimum and maximum is represented by the tails and the upper and 
lower quartiles and the median are shown as the box plot, with data derived from n=10 individuals 
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6.3.10 Erythrocyte stearoyl-CoA desaturase but not D6 desaturase activity increased with age 

Calculation of SCD-1 activity (for both C16 and C18 fatty acids) suggests an age associated increase in 

activity, however the conversion of linoleic to γ-linoleic acid decreases in the midlife cohort.  With 

respect to SCD-1 activity, there appears to be a greater activity to act convert stearate to oleate than 

palmitate to palmitoleate (figure 6.15A and B).  The Δ6 desaturase activity is not significantly affected 

by age (figure 6.15C). 
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Figure 6.15: Altered erythrocyte SCD-1 and D6D activity in an ageing cohort: 

SCD-1 and D6D activities are determined by the sum of the product over its precursor 
palmitoleate/palmitate (C16:1/C16), oleate/stearate (C18/C18:1) and γ-linoleic acid/linoleic acid 
(C18:3n6/C18:2n6) for SCD16, SCD18 and D6D respectively.  Data is shown as box and whisker plots 
of upper and lower quartiles  and the median representing the box plot with minimum and maximum 
whiskers. 
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6.3.11 Indices of Ω-3 and Ω-6 associated with midlife cohort are unaffected 

As with the plasma NEFA profile, the erythrocyte membrane fatty acid shows no real change in n6.n3 

ratio which may reflect no change in metabolic disease risk in this ageing population. 
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Figure 6.16: Erythrocyte Ω-6/Ω-3 ratio is lower in the ageing cohort: 

Ω-6/Ω-3 ratio was determined by the sum of fatty acids sum of all erythrocyte Ω-6 fatty acids over 
the sum of the Ω-3 fatty acids, with data presented as box and whisker plots where the whiskers 
display the minimum and maximum values, and the box plot shows the upper quartile, median and 
the lower quartile of n=10 individuals 
 
 

6.3.12 Regression analysis of metabolic, inflammatory and oxidative stress factors with and 

within age 

 

Linear correlationanalysis was performed on all data combined into one single cohort to establish 

whether metabolic, inflammatory or oxidative factors were firstly significantly affected by age, and 

secondly to determine if within the context of age there are any relationships between these factors.  

Analysis of the relationships between age and blood lipids, glucose, insulin, PBMC cell surface 

antigens and mitochondrial superoxide levels, redox status, inflammatory cytokine levels and NEFA 

and RBC fatty acid profiles was determined (table 6.2).  Age shares significant and positive linear 

relationships with insulin, HOMA-IR, MitoSOX, plasma GSSG, TNF-α, IL-6, NEFA SFA, NEFA, MUFA, 

NEFA PUFA, NEFA SCD(18) activity, and NEFA D6D activity.  Negative and significant linear 

relationships were shown with GSH and GSH/GSSG.  

NEFA SFA was demonstrated to have significant and positive linear relationships with PBMC CD14, 

PBMC CD11b, TNF-α, NEFA MUFA, NEFA PUFA, NEFA SCD(18), NEFA n6 FA, RBC MUFA, RBC D6D and 
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RBC n6 FA, and a negative correlation with plasma GSH.  RBC SFA in contrast demonstrated a 

significant positive relationship with RBC MUFA. 

Significant and positive linear relationships were observed between NEFA MUFA and insulin, HOMA-

β, MitoSOX, plasma GSH, TNF-α, NEFA SFA, NEFA PUFA, and NEFA SCD (18).  RBC SFA showed strong 

positive relationships with insulin, HOMA-IR, HOMA-β, RBC SFA and RBC n6 FA.  NEFA PUFA 

demonstrated a significant positive relationship with glucose, NEFA SFA, NEFA MUFA, and RBC n3 FA.  

RBC PUFA demonstrated a strong significant and positive association with IL-10 and NEFA D6D. 

Analysis of individual fatty acids revealed significant linear relationships not present when analysing 

total fatty acids for their respective class.  Analysis of the NEFA SFA demonstrated positive 

relationships between myristate and D6D acitivity, RBC D6D activity and RBC n6 FA; palmitate was 

significantlycorrelated to TNF-α, CD11b, NEFA MUFA, NEFA PUFA, n6 FA, n3 FA and RBC D6D activity; 

stearate had positive linear relationships with MitoSOX, NEFA MUFA, NEFA PUFA and RBC D6D 

activity; lignoceric acid had positive linear relationships with TNF-α, IL-6, CD14, NEFA MUFA, NEFA 

PUFA, and D6D activity, in addition to negative linear relationship to plasma GSH. 

Individual NEFA MUFA was demonstrated to have similar diverse relationships.  Myristoleate 

demonstratedpositive linear relationships with insulin, HOMA-IR, HOMA-β, TNF-α, CD11b, NEFA SFA, 

NEFA n3 FA, NEFA D6D, RBC MUFA and RBC n6 FA, with a negative relationship to GSH.  Palmitoleate 

demonstrated positive linearity to insulin, HOMA-IR, HOMA-β, and MitoSOX.  Oleate showed 

significant positive linear relationships with TNF-α, NEFA SFA, NEFA PUFA, with a negative 

relationship with GSH.  Nervonic acid showed positive linearity to GSSG, MitoSOX, and a negative 

relationship to GSH. 

Linear correlation analysis was also performed on the individual RBC MUFA and SFA.  Of the RBC SFA, 

both palmitate and lignoceric acid demonstrated significant positive linear relationships with insulin, 

HOMA-IR, HOMA-β and RBC MUFA, which is contrastedby RBC stearate which showed a significant 

relationship with RBC MUFA only. 

Analysis of RBC MUFA revealed that indices of insulin resistance (insulin, HOMA-IR, HOMA-β) were 

strongly correlated to oleate and nervonic acid.  Palmitoleate showed positive linearity to MitoSOX 

and RBC SCD16 activity.  RBC oleate showed further associations with RBC SFA, whilst nervonic acid 

showed positive relationships to PUFA and RBC SFA, with a negative relationship with plasma GSH. 

Further analysis of individual PUFA, inflammatory cytokines, blood lipids, oxidative stress and redox 

measures were also performed but are place in the appendix. 
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Table 6.2: Linear correlation analysis of age with FA profiles, metabolic, inflammatory and 
oxidative factors: 

Linear regression analysis was performed with the above factors against age to determine any 
association.  Significance is shown as *=p<0.05 and ****=p<0.0001determined from Spearman’s rank 
correlation coefficient, with data compiled from n=28 individuals (n=14 young and n=14 midlife 
sample data). 
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Table 6.3: Linear correlation of total NEFA and red blood cell (RBC) SFA against metabolic, 
inflammatory and oxidative factors. 

Linear regression was performed on SFA derived from non-esterified and erythrocyte pools.  
Significance is shown as *=p<0.05 and ****=p<0.0001, determined from Spearman’s rank correlation 
coefficient, with data compiled from n=28 individuals (n=14 young and n=14 midlife sample data). 



199 
 

 

Table 6.4: Linear correlation of total NEFA and RBC MUFA against metabolic, inflammatory and 
oxidative stress factors. 

Linear correlation analysis was performed on NEFA and erythrocyte MUFA pools.  Significance is 
shown as *=p<0.05 and ****=p<0.0001determined from Spearman’s rank correlation coefficient, 
with data compiled from n=28 individuals (n=14 young and n=14 midlife sample data). 
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Table 6.5: Linear correlation of total NEFA PUFA and RBC PUFA against metabolic, inflammatory 
and oxidative stress factors. 

PUFA derived from NEFA and erythrocyte membranes were analysed for linear correlation.  
Significance is shown as *=p<0.05 and ****=p<0.0001, determined from Spearman’s rank correlation 
coefficient, with data compiled from n=28 individuals (n=14 young and n=14 midlife sample data). 
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Table 6.6: Linear correlation analysis of specific NEFA saturated fatty acids. 

Individual NEFA derived SFA were subject to linear correlation analysis.  Significance is shown as 
*=p<0.05 and ****=p<0.0001, determined from Spearman’s rank correlation coefficient, with data 
compiled from n=28 individuals (n=14 young and n=14 midlife sample data). 
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Table 6.7: Linear correlation analysis of specific monounsaturated fatty acids . 

Individual NEFA pool derived MUFA were subject to linear correlation analysis.  Significance is shown 
as *=p<0.05 and ****=p<0.0001, determined from Spearman’s rank correlation coefficient, with data 
compiled from n=28 individuals (n=14 young and n=14 midlife sample data). 
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Table 6.8: Linear regression analysis of erythrocyte specific saturated fatty acids. 

Individual erythrocyte membrane derived SFA were analysed for linear correlation.Significance is 
shown as *=p<0.05 and ****=p<0.0001, determined from Spearman’s rank correlation coefficient, 
with data compiled from n=28 individuals (n=14 young and n=14 midlife sample data). 

 

 

Table 6.9: Linear correlation analysis of erythrocyte specific monounsaturated fatty acids with 
factors that were significantly associated with total erythrocyte MUFA. 

Individual erythrocyte membrane derived MUFA were analysed for linear correlation.  Significance is 
shown as *=p<0.05 and ****=p<0.0001, determined from Spearman’s rank correlation coefficient, 
with data compiled from n=28 individuals (n=14 young and n=14 midlife sample data). 
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Table 6.10: Linear correlation analysis of erythrocyte specific polyunsaturated fatty acids with 
factors that were significantly associated with total erythrocyte PUFA. 

Erythrocyte membrane PUFAs were subject to linear correlation analysis.  Significance is shown as 
*=p<0.05 and ****=p<0.0001, determined from Spearman’s rank correlation coefficient, with data 
compiled from n=28 individuals (n=14 young and n=14 midlife sample data). 
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6.4 Discussion 

 

In this chapter, age-related increases in PBMC cell surface expression of CD11b, CD14 and CD36 are 

observed, however only CD11b and CD36 show significance, which are accompanied by an age-

related elevation in mitochondrial superoxide.  The age-related increase in oxidative stress was not 

limited to an intracellular level, with increased oxidised glutathione and a decrease in reduced 

glutathione and redox ratio in the plasma.  Pro-inflammatory cytokines TNF-α and IL-6 were elevated 

with age whilst the anti-inflammatory cytokine IL-10 was significantly reduced in older adults but did 

not correlate with age using regression analysis. 

Analysis of fatty acid profiles, firstly of the NEFA profile in plasma and of the red blood cell 

membrane reveals age-related changes between young and midlife populations.  The NEFA pool 

increased globally with age.  In red blood cell membranes the levels of SFA and PUFA decline with 

age, whilst the level of MUFA remains the same, indicating a shift in the proportion of MUFA in the 

lipid membrane. 

The paired observations of the increase in mitochondrial ROS and the decline in glutathione are a 

common observation in ageing.  In animal models, glutathione levels in the brain undergo an age-

related decline (Sasaki, Senda et al. 2001), whilst in the rat brain a down regulation of gamma 

glutamylcysteine synthetase regulatory subunit expression is observed (Liu 2002).  In humans, 

glutathione status in blood has been extensively examined, with a decline in reduced glutathione in 

plasma and whole blood reported (Erden-Inal, Sunal et al. 2002).  Similar decreases are observed in 

human lymphocytes (van Lieshout and Peters 1998), cultured human lenses (Rathbun and Murray 

1991), and erythrocytes (Matsubara and Machado 1991, Rizvi and Maurya 2007).  In certain other 

tissues the trend is somewhat different.  In human skeletal muscle tissues, a majority of GSH is 

obtained from extracellular sources, and tends to remain the same throughout the ageing process, 

although reduction in GSH/GSSG ratio has been observed in adult males (Pansarasa, Castagna et al. 

2000, Marzani, Felzani et al. 2005). 

Thus, the ageing process causes a shift in the GSH/GSSG ratio that favours an oxidative state.  A 

possible explanation for this would be an alteration in the redox capacity of the glutathione redox 

system.  Rebrin and Sohal postulated that altered function of the rate limiting enzyme in glutathione 

synthesis, glutamate cysteine ligase, reduces the capacity for rapid biosynthesis of the antioxidant 

(Rebrin and Sohal 2008), therefore a decline in glutathione content presents.   
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Considering other enzymes of the glutathione antioxidant system,  Ceballas-Picot et al. showed 

negative correlations between glutathione-S-transferase, GSSG-reductase and glutathione 

peroxidase and age in human erythrocytes (Ceballospicot, Trivier et al. 1992).  Sekhar et al. 

demonstrated in healthy young and elderly individuals, there is an age-related reduction in the 

synthesis of glutathione; furthermore this reduction could be restored back to levels observed in 

their young population through supplementation with cysteine and glycine.  Their data suggested an 

age-related reduction in both synthesis and substrate availability (Sekhar, Patel et al. 2011). 

The reduction in glutathione content and the associated pro-oxidising shift is only one facet of the 

enhanced oxidative stress observed in ageing. Mitochondrial dysfunction is a common observation in 

ageing in animals.  In this study, increased mitochondrial PBMC ROS production is demonstrated in 

humans with age.  Components of the electron transport chain (ETC) are affected by age.  Complex 1 

efficiencies in both rodents and humans are decreased in liver (Lenaz, D'Aurelio et al. 2000), brain 

(Navarro, Lopez-Cepero et al. 2008), and heart (Choksi and Papaconstantinou 2008, Niemann, Chen 

et al. 2011).  This age associated alteration will increase ROS leakage from the respiratory chain and 

cause oxidative damage.  Damaged and defective mitochondria are removed by a process termed 

mitophagy (Kim, Rodriguez-Enriquez et al. 2007) which is triggered by enhanced ROS and a loss in 

mitochondrial membrane potential.  In this manner a healthy population of mitochondria can be 

maintained.  Ageing is associated with a reduction in autophagy (Klionsky and Emr 2000), 

consequently, the increase in ROS with age leads to a larger population of defective mitochondria 

which accumulates due to a poorer clean-up by the autophagic system.   

A consequence of enhanced mitochondrial ROS, in addition to the enhanced oxidative stress and 

damage to proteins, is increased mitochondrial DNA damage e.g. point mutations and deletions 

(Hiona and Leeuwenburgh 2008).  Defects in mitochondrial DNA may lead to a further decline in the 

wildtype genes encoding mitochondrial proteins, therefore reduced electron transport chain 

components and decreased oxidative phosphorylation (Short, Bigelow et al. 2005). 

Other components in mitochondria concerning organelle function are affected with age.  A protein 

involved in ROS signal transduction, p66shc, which induces ROS production in response to stress is 

elevated in the elderly (Pandolfi, Bonafe et al. 2005).  The protein enhances mitochondrial ROS 

production through regulation of NADH and oxygen consumption in the intermembrane space  

(Nemoto and Finkel 2002), furthermore in the mitochondrial space the protein becomes stabilised 

through ROS oxidation, in this manner acts as a ROS amplifier (Gertz, Fischer et al. 2008). 
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Age-related defects and deficiency in function of mitochondria play a significant role in pathologies 

of the ageing process (Verdin, Hirschey et al. 2010).  Work by Petersen et al. in muscle indicated that 

the in vivo rates mitochondrial oxidation and phosphorylation were reduced by ~40% in elderly 

individuals compared to a young population; furthermore this was related to elevations in 

intramyocellular lipid content (IMCL) and reduced insulin sensitivity in this population. These findings 

suggest that the increased IMCL is due to defective mitochondrial function which in turn mediate 

insulin resistance  (Petersen, Befroy et al. 2003).  Others have reported an association between 

insulin resistance, impaired glucose tolerance and defective mitochondria in both elderly and type 2 

diabetic populations (Kelley, He et al. 2002).  Studies of skeletal muscle in individuals with insulin 

resistance and at risk of developing type 2 diabetes mitochondrial defects have been reported 

(Phielix, Szendroedi et al. 2011).  Furthermore, in atherosclerotic disease progression has been 

postulated to involve cardiovascular disease mediated mitochondrial dysfunction (Puddu, Puddu et 

al. 2009). Therefore, the increased mitochondrial ROS production in PBMCs shown in this study may 

reflect greater mitochondrial dysfunction in these cells, which could promote insulin resistance and 

atherosclerotic disease progression. 

Whilst reduced plasma glutathione content and enhanced mitochondrial ROS, are common 

observations in animal studies and human muscle, it is the first time it has been demonstrated in an 

ageing PBMC population.  However, there is limited data available characterising the effects of age 

on cell surface antigen expression in immune cells.  In this study, age is shown to associate with an 

increase the cell surface expression of CD14 and CD36 in PBMCs, with a trend to increase expression 

of CD11b.  Whilst no significant elevation in CD11b is demonstrated, a confounding factor in the lack 

of significance may be the presence of three outliers in the young population analysed which have 

far greater CD11b expression compared to the rest of the population. 

Studies of CD11b expression in young and older populations suggest an age dependent increase.  In 

mouse brain, the microglial expression of CD11b was examined in populations of different ages, in 

which Hart et al. demonstrated a strong correlation with age(Hart, Wyttenbach et al. 2012), with 

similar findings in the rat (Blau, Cowley et al. 2012).  In the frontal cortex of middle aged rats, an age 

dependent elevation on expression of CD11b mRNA was observed (Sarvari, Hrabovszky et al. 2012).  

Hearps et al. isolated monocytes from young and old human populations and demonstrated an age-

related increase in CD11b expression in monocytes (Hearps, Martin et al. 2012).  Rea et al. 

determined the effect of age and in blood pressure on baseline and TNF-α stimulated CD11b 

expression on leucocytes.  In an older population increased leucocyte CD11b expression was 

associated with elevated blood pressure and the authors infer that this is an age-related effect  (Rea, 
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McNerlan et al. 2013).  However, in polymorphonuclear leucocytes, Noble et al. did not demonstrate 

any age dependent increase in CD11b expression (Noble, Ford et al. 1999). 

In these cases, the evidence suggests that ageing is associated with an increase in CD11b expression 

across a wide variety of cell types, and in those present within the vasculature, the elevated cell 

surface integrin expression increases the risk of monocyte and macrophage binding to endothelial 

cells, an event which is important in atherosclerosis (see introduction).  Therefore ageing itself 

appears to promote risk of atherosclerotic development and progression. 

In the PBMC population analysed here, an age-related and significant increase in CD36 expression is 

recorded, and to date this is the first time this has been demonstrated in human PBMCs.  In animal 

models, CD36 expression is increased in cardiac and skeletal muscle (Tucker and Turcotte 2003, 

Koonen, Febbraio et al. 2007). The enhanced CD36 in cardiac tissues was linked to the age-related 

increase in cardiac dysfunction, whilst the increase in skeletal muscle CD36 was linked to elevated 

triglycerides in these tissues, and muscle triglyceride concentrations was negatively correlated to 

insulin sensitivity (Pagliassotti, Pan et al. 1995, Kelley, Goodpaster et al. 2002, Hoffman 2006). 

The enhanced expression of CD36 in PBMCs may reflect a role for these cells in the development and 

progression of atherosclerosis or may serve an adaptive protective effect, indeed atherosclerosis is 

reduced in knockout of CD36 in the apoE -/- mice (Febbraio, Podrez et al. 2000).  In a feed forward 

mechanism, enhanced expression of CD36 may increase the uptake of fatty acids and LDL, and in 

combination with pro-oxidising state of the cells by mitochondrial ROS lead to formation of oxidised 

lipids e.g. oxLDL.  Consequently, monocytes may differentiate into macrophages promoting further 

recruitment of cells and plaque enrichment with both cells and lipids, depending on whether 

phenotype is skewed by M1 or M2 polarisation. 

In examining the effect of age on CD14 expression, a significant increase was demonstrated between 

young and midlife PBMC populations.  Monocytes within PBMCs are often characterised into 

individual populations based on cell surface CD14 and CD16 expression.  Historically, monocytes 

were divided into two distinct populations based on this expression pattern, i.e. CD14++CD16- and 

CD14+CD16+ subsets first classified by Passlick and colleagues (Passlick, Flieger et al. 1989).  However, 

further analysis reveals further heterogeneity within the CD16+ population, with a population 

expressing higher levels of CD14 but lower levels of CD16 termed intermediate and third population 

expressing low levels of CD14 and higher levels of CD16 termed the non-classical population (Ziegler-

Heitbrock, Ancuta et al. 2010). Nyugen et al. evaluated the effect of age on these distinct 

populations, albeit in their study they looked at four populations of monocytes CD14++ (high) CD16-, 



209 
 

CD14+ (low) CD16-, CD14++ (high) CD16+, and CD14+ (low) CD16+and examined how these subpopulations 

varied with age comparing young (21-32 years old) and old (66-89 years old).  They described 

observing increases in both CD16+ populations with a decrease in the CD14+ (low) CD16- population 

(Nyugen, Agrawal et al. 2010).  These findings were supported by Seidler et al. there was no real 

change in the classical CD14++ (high) CD16- monocytes populations, but an increase in the non-classical 

CD14+CD16+ monocytes subpopulation (Seidler, Zimmermann et al. 2010). 

Whilst this data would suggest the age dependent increase in CD14 observed in our study reflects an 

alteration in monocytes subpopulations, other studies do not necessarily agree.  Heimbeck et al. 

analysed CD14 and CD16 from monocytes and demonstrated no effect of age, with no shift in 

individual subpopulations with age (Heimbeck, Hofer et al. 2010).  However, our data shows a 

general increase in the CD14 expression levels in the ageing individual but in the absence of CD16 

data it can only be speculated whether this is due to enhanced levels of CD14++/CD16- or 

CD14++/CD16+ expressing monocytes. 

Changes in monocyte subpopulations are observed in pathological conditions.  For example, Rothe et 

al. observed high levels of atherogenic lipids (Rothe, Gabriel et al. 1996), and a unique scavenger 

receptor profile (Draude, Von Hundelshausen et al. 1999) in the CD14+CD16+ monocyte subset 

implicating these cells in the pathogenesis of atherosclerosis. CD16+ subsets have been correlated to 

sub-clinical atherosclerosis in patients with renal disease (Heine, Ulrich et al. 2008, Ulrich, Heine et al. 

2008, Rogacev, Seiler et al. 2011); atherosclerosis and inflammatory diseases (Merino, Buendia et al. 

2011).    The size of the CD16+ population increases in familial hypercholesteremia (Mosig, Rennert et 

al. 2009), and correlates with atherosclerotic plaque vulnerability (Kashiwagi, Imanishi et al. 2010).  

These findings suggest changes in CD14+CD16+ population may play an important role in metabolic 

disorders, and the finding of elevated CD14 in midlife PBMCs merits further investigation for CD16 

status. 

In this study, an age-related elevation in the pro-inflammatory cytokines TNF-α and IL-6 with a minor 

reduction in the anti-inflammatory cytokine IL-10 were recorded.  Increases in plasma levels of these 

cytokines are widely reported in the ageing individual (Paolisso, Rizzo et al. 1998, Bruunsgaard, 

Andersen-Ranberg et al. 1999, Bruunsgaard, Skinhoj et al. 2000, Kiecolt-Glaser, Preacher et al. 2003, 

Miles, Rees et al. 2008, Stowe, Peek et al. 2010, Coe, Love et al. 2011).  However, there is conflicting 

data for example with IL-6, Beharka et al. observed no real change in serum IL-6 (Beharka, Meydani 

et al. 2001) as a consequence of age, which agrees with data by Peterson et al.(Peterson, Chao et al. 

1994), and Fagiolo and colleagues (Fagiolo, Cossarizza et al. 1993) observed no change in TNF-α.  

Some studies demonstrated no change in IL-10 with age in humans(Peterson, Chao et al. 1994, 
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Stowe, Peek et al. 2010) and animals studies (Ye and Johnson 2001), whilst one indicated an decrease 

(Forsey, Thompson et al. 2003).   

Reasons for these discrepancies can be related to variations in the methodologies applied to 

determine cytokine levels, lack of power or small sample size, the health or treatments of individual 

volunteers and to differences in their age.  The volunteers used in this study are healthy male 

volunteers taken from 24-30 age groups (although a majority of individuals were above 24) with no 

underlying medication or disorders.  In the midlife population, the age ranged from 50-, with a few 

individuals taking medication for underlying disorders however these were not expected to change 

inflammatory cytokine levels.  A possible confounding factor is the evidence that inflammatory 

cytokines act as disease markers (Bruunsgaard, Andersen-Ranberg et al. 1999, Ferrucci, Harris et al. 

1999, Bruunsgaard, Skinhoj et al. 2000, Krabbe, Pedersen et al. 2004), and may be higher in certain 

individuals with underlying and possibly undiagnosed conditions compared to very healthy midlife 

individuals. 

Despite these discrepancies, this chapter highlights an age-related increase in pro-inflammatory 

cytokines in a healthy male population of young and midlife male volunteers.  The source or 

underlying cause of the elevated inflammation in ageing remains unclear and has been postulated to 

be increased adipose tissue mass or an increase in macrophage infiltration.  Cartier et al. examined 

the contribution of visceral adipose tissue to inflammation in the ageing process by examining male 

volunteers from ages 18-72 years old.  CRP and IL-6 was strongly correlated with visceral adiposity in 

ageing (Cartier, Cote et al. 2009). Brinkley et al. used factor analysis in a population of 70-79 year old 

volunteers to determine whether individual inflammatory markers are associated with age-related 

parameters such as abdominal adiposity and demonstrated a positive association of IL-6, CRP and IL-

1α with total and abdominal adiposity (Brinkley, Hsu et al. 2012).  An anthropometric measure of 

abdominal adiposity is waist circumference, which was elevated in the midlife cohort sampled in this 

thesis, suggesting a possible contributory factor of adiposity to inflammation.  However other 

anthropometric measurements, lipid, glucose, blood pressure and heart rates were evaluated in 

volunteers, and were not significantly different with age. 

Furthermore evidence of age-related activation of redox sensitive NF-κB has been observed (Kim, 

Jung et al. 2002, Chung, Sung et al. 2006, Zou, Kim et al. 2009), and in rat aortas increased oxidative 

stress enhanced soluble adhesion molecular expression was observed, proteins under transcription 

control by NF-κB (Zou, Jung et al. 2003).   
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Analysis of plasma NEFA profiles from young and midlife individuals revealed a global increase in 

NEFA with age, with increases in individual MUFA, PUFA and SFA pools.   

To date, only two studies have sought to determine the effect of age on the plasma NEFA profile, 

with one utilising HPLC methods (Shen, Qi et al. 2013)and the other using capillary gas 

chromatography (Fortier, Tremblay-Mercier et al. 2010).  In both these studies global elevations in 

NEFA were observed, supporting the findings of this chapter, however the number of FA identified 

and therefore quantified are different to the other reported studies which may be related to 

differences in the gas chromatography column used.  Another study by Sfar et al. examined age-

related fatty acid profiles; however their data was expressed as overall composition with the 

contribution of each fatty acid given as a percentage (Sfar, Laporte et al. 2010) and absolute values 

were not available. 

Here, the fatty acids myristate (C14:0), palmitate (C16:0), palmitoleate (C16:1), stearate (C18:0), 

oleate (C18:1), linoleic acid (C18:2), γ-linoleic acid (C18:3n6), linolenic acid (C18:3n3), 

docosahexanoic acid (C22:6), lignoceric acid (C24:0) and nervonic acid (C24:1) were identified and 

quantified by a gas chromatographic method in the NEFA pool of plasma.  Shen and colleagues 

studied a greater sample size and demonstrated the age-related change in 9 FA (Shen, Qi et al. 2013) 

including lauric acid, whilst Fortier et al. were able to identify and quantify changes in 13 different FA 

(Fortier, Tremblay-Mercier et al. 2010).    A similar number of fatty acids were identified by Fortier et 

al. using a gas chromatography methodology, with the exception of γ-linoleic acid, lignoceric acid and 

nervonic acid, however, in their study identified docosapentaenoic acid (C22:5) also.   

Total NEFA measured in this study increase with ageing, but the polyunsaturated fatty acid profiles 

here are show no significant increase which differs to the general increase in all fatty acids observed 

by Shen et al. and Fortier et al. and were significantly increased in the midlife cohort. 

Sample size is a key factor, with larger samples obtained by both Shen et al. and Fortier et al., at least 

n=24 and n=55 in each group for the latter and the former respectively, compared to n=14 in the 

young and midlife populations of this study.  Whilst methodological differences have been described, 

the concentrations of fatty acids derived remain quite similar, and therefore this factor may not be as 

important in differences in fatty acids identified.  The type of column used in the gas chromatography 

protocol used in this thesis may be more sensitive permitting identification of more fatty acids. 

With respect to the monounsaturated fatty acid oleate and the saturated fatty acid palmitate, an 

age-related increase in both fatty acids was observed in the Aston cohort, suggesting that the 

hypothesis for an age-related alteration in NEFA profile favouring saturated fatty acids is not proven.   
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Analysis of fatty acid profiles of red blood cell membranes was also performed, in a subset and 

palmitate, stearate, oleate, linoleic acid, γ-linolenic acid, linolenic acid, docosahexanoic acid, nervonic 

and lignoceric acids by gas chromatography were identified.  Measurement of fatty acids can provide 

information regarding the components involved in their processing and metabolism, and may 

provide information regarding disease risk.  There was a trend for a higher percentage of MUFA, a 

lower percentage of SFA in older adult membranes compared with the younger cohort. 

The desaturation index is a measure of the activity of stearoyl CoA-desaturase 1 (SCD-1) which is 

responsible for the production of monounsaturated fatty acids palmitoleate and oleate from 

palmitate and stearate respectively.  An age-related elevation in SCD activity (calculated for NEFA 

and erythrocyte membrane fatty acids) was observed for both C16 and C18 fatty acids.  In an elderly 

population and middle aged men, elevated plasma saturated fatty acids and high SCD-1 index were 

strongly correlated to plasma CRP and inflammation (Petersson, Lind et al. 2009), with the authors 

showing similar data in a population of middle aged men (Petersson, Basu et al. 2008).  High SCD-1 

activity has been correlated with development of the metabolic syndrome (a cluster of metabolic risk 

factors including abdominal obesity, hypertension, insulin resistance and dyslipidaemia) in men 

(Warensjo, Riserus et al. 2005).  Mayneris-Perxachs et al. demonstrated a positive correlation 

between plasma SCD-1 activity and several risk factors of the metabolic syndrome (Mayneris-

Perxachs, Guerendiain et al. 2013).  In a Korean population, cardiometabolic disease risk has been 

associated with SCD-1 (Do, Chung et al. 2011).  However SCD1 inhibition may not be a safe 

therapeutic target for the metabolic syndrome as it associates with increased membrane SFA and 

greater sensitivity to TLR4 activation (Brown, Chung et al. 2008)with accelerated atherosclerosis.  

This raises the intriguing possibility that SCD-1 activity increase is an adaptation to ageing which 

reduces inflammation and CVD.   

SCD-1 activity has been correlated to insulin resistance (Warensjo, Rosell et al. 2009), in adipose 

tissue (Sjogren, Sierra-Johnson et al. 2008), and in the morbidly obese (Garcia-Serrano, Moreno-

Santos et al. 2011).  Analysis of erythrocytes revealed a link between elevated risk of diabetes 

development  and SCD-1 activity in middle aged subjects (Kroeger, Zietemann et al. 2011), whilst 

Chow et al. demonstrated a positive association between incident diabetes and high SCD-1 activity 

estimated from plasma fatty acid profiles (Chow, Li et al. 2013). 

The involvement and correlations between SCD-1 activity and pathology extends beyond metabolic 

diseases; brain samples from Alzheimer’s disease patients have elevated SCD-1 mRNA, with a 

negative correlation to cognition (Astarita, Jung et al. 2011).  In dialysis patients SCD-1 activity was 
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associated with age and IL-6, with high levels of activity was associated with increased mortality risk 

(Huang, Stenvinkel et al. 2013) 

The enzymes ∆5 desaturase and ∆6 desaturase are also important in FA metabolism ∆5 desaturase 

(D5D) converts dihomo-γ-linoleic acid to arachidonic acid and ∆6 desaturase (D6D) converts linoleic 

acid to γ-linoleic acid (C18:2 to 18:3n-6).  The data in this chapter demonstrated an increase in D6D 

derived from the NEFA pool but not the erythrocyte fatty pool.  Age-related increases in the indices 

for SCD-1 and D6D observed in this study suggest elevated risk of developing metabolic 

complications. Krachler et al. demonstrated that the risk of developing type-2 diabetes increased 

with increments in D6D activity (Krachler, Norberg et al. 2008).  High D6D and low D5D activity also 

predict development of the metabolic syndrome (Warensjo, Riserus et al. 2005, Warensjo, Rosell et 

al. 2009, Do, Chung et al. 2011, Kroeger, Zietemann et al. 2011, Kurotani, Sato et al. 2012, Mayneris-

Perxachs, Guerendiain et al. 2013).  Some studies did not find associations or correlations between 

∆5 or ∆6 desaturation and metabolic risk factors;  Ebbseson et al., correlated heart rate (a factor 

associated with arrhythmia and sudden death) with SCD but not ∆5 or ∆6 desaturase activity 

(Ebbesson, Lopez-Alvarenga et al. 2012). 

Analysis of fatty acid profiles also provides information regarding polyunsaturated fatty acids.  The 

ratio of the total ω-3 and ω-6 PUFAs have also been linked to disease risk, in particular cardiovascular 

disease, which is calculated based on total Ω-3 and total Ω-6.  However the lack of change in Ω-6: Ω:3 

ratio suggest no real change in metabolic disease risk, and may reflect the healthy state of the midlife 

volunteers used. Harris et al. pooled data from 13 case control and prospective studies to determine 

associations between the ω-6: ω-3 ratio and coronary heart disease risk.  Their study concluded that 

whilst an association was present, the strongest association was between the two ω-3 fatty acids EPA 

and DHA (Harris, Assaad et al. 2006) showing an inverse relationship to disease risk.  A review by 

Schmitz et al. focusing upon the effects of ω-3 and ω-6 fatty acids suggested a ratio favouring the 

latter could promote progression of coronary artery disease (Schmitz and Ecker 2008).  Other studies 

like that of Leng et al. and Fujihara et al. focused on an ω-3 and ω-6 fatty acid measuring a ratio of 

EPA: AA, with both demonstrating a lower ratio in those with peripheral artery disease (Leng, 

Horrobin et al. 1994, Fujihara, Fukata et al. 2013). 

In this study a significant age-related increase in myristic acid is observed in the plasma NEFA profile, 

suggesting elevated risk of metabolic pathology is a likely outcome. Individual fatty acids and classes 

have also been linked to adverse metabolic pathologies.  Myristic (C14:0) and palmitoleic (C16:1) 

acids were elevated in non-alcoholic steatohepatitis (NASH), with the former being an independent 

predictor to differentiate between simple steatosis and NASH (Tomita, Teratani et al. 2011).  Work by 
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other groups demonstrated an increase in myristic acid in individuals with impaired fasting glucose 

(Xu, Tavintharan et al. 2013), associations with heart failure(Yamagishi, Nettleton et al. 2008), 

myocardial infarction (Kabagambe, Baylin et al. 2003), and inversely related to endothelial 

vasodilatory function (Steer, Vessby et al. 2003).   

The plasma NEFA profile demonstrates age-related elevations in both palmitate and stearate, whilst 

only the former is increased in erythrocyte membranes.  Both these fatty acids are linked to poor 

metabolic health.  Elevated saturated fatty acids in plasma have been associated with high blood 

pressure (Grimsgaard, Bonaa et al. 1999), the metabolic syndrome (Yu, Cai et al. 2012) and predict 

diabetes (Wang, Folsom et al. 2003).  In erythrocyte membrane palmitate and total SFA have been 

linked to the metabolic syndrome (Kabagambe, Tsai et al. 2008).   

The C24:0 SFA lignoceric acid exhibits a significant age-related increase in both plasma NEFA and 

erythrocytes.  Data concerning interplay of this SFA with metabolic risk factors is rare.  A study 

looking at serum fatty acid profiles in obese and lean subjects and the possible link to insulin 

resistance and inflammatory cytokines, demonstrated that the most insulin sensitive subjects had 

lower lignoceric acid content (Fernandez-Real, Broch et al. 2003).  Matsumori et al. correlated 

elevated erythrocyte lignoceric acid to atherogenic lipoprotein profiles in individuals with metabolic 

syndrome (Matsumori, Miyazaki et al. 2013).  Such findings suggest a link between elevated 

lignoceric levels and adverse metabolic outcomes. 

Whilst SFA are typically associated with negative metabolic outcomes such as insulin resistance and 

atherosclerosis, correlations between both MUFA and PUFA groups which can have a role in 

metabolic disease risk factors were observed here. 

Paradoxically MUFA in the diet associates with reduced cardiovascular risk, but relatively few studies 

examining the MUFA in plasma or blood at baseline.  In serum phospholipids and in triglycerides 

increased MUFA have been correlated to risk factors associated with the metabolic syndrome such as 

insulin resistance and arterial stiffness (Kotronen, Velagapudi et al. 2009, Kim, Lim et al. 2013).  An 

inverse association was present between MUFA and adverse heart dilation after analysis of serum 

fatty acid profiles (Rupp, Rupp et al. 2010).  These studies suggest elevated serum MUFA is beneficial. 

Individual MUFAs have been correlated to negative health outcomes; palmitoleic acid (C16:1) has 

been associated with adverse inflammatory profiles and metabolic syndrome in a middle aged and 

older Chinese population (Zong, Ye et al. 2012), whilst phospholipid palmitoleic acid was associated 

with cholesterol, LDL, HDL and insulin resistance but not incident diabetes in elderly subjects 

(Mozaffarian, Cao et al. 2010);and correlates with abdominal adiposity (Paillard, Catheline et al. 
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2008).  Similar relationships have been observed for nervonic acid, C24:1, which has been linked to 

mortality in patients of chronic kidney disease (Shearer, Carrero et al. 2012) and to coronary risk 

factors (Oda, Hatada et al. 2005) indicating MUFA can be associated with negative health outcomes. 

The possible effects of the age-related changes in the fatty acid profile of plasma NEFA and 

erythrocyte membranes between young and midlife volunteers has been postulated as above, 

however this does not take into account possible inter-relationships between fatty acids, markers of 

inflammation, metabolic risk factors, and oxidative stress as a function of age.  Thus using linear 

regression, analysis was then used to further explore the relationships between age and risk factors 

grouped into fatty acid classes, metabolic factors (lipids, glucose and insulin measures), oxidative 

stress and inflammatory/immune factors (tables 6.3-6.16). 

Positive associations between age and markers of insulin, insulin resistance, oxidative stress, pro-

inflammatory cytokines TNF-α and IL-6, total NEFA MUFA, NEFA PUFA, NEFA SFA, NEFA SCD-18 and 

NEFA D6D activities were determined in this cohort.  The strongest associations of monounsaturated 

fatty acids, both in the NEFA or erythrocyte membrane pools, were with insulin resistance.  

Furthermore, MUFA showed positive associations with mitochondrial superoxide production.  

Saturated fatty acids were associated with CD11b and CD14, in addition to insulin HOMA-IR and 

HOMA-B, and TNF-α, a relationship shared with MUFA.  This suggests both the SFA and MUFA classes 

contribute to or change as an adaptation to insulin function, CD11b expression and inflammation. 

Analysis of the saturated fatty acids revealed that myristic acid, showed relationships to D6D and 

erythrocyte Ω-6.    All saturated fatty acids demonstrated strong positive inter-relationships with all 

other total MUFA and PUFA.  Palmitate and lignoceric acid demonstrated a significant positive 

association with TNF-α, with the latter also showing a positive association with IL-6, possibly 

reflecting an association between saturated fatty acids and pro-inflammatory cytokines.  The cell 

surface markers showed some positive relationships, with palmitate and lignoceric acid 

demonstrating positive linear relationships with CD11b and CD14 respectively.  Stearate 

demonstrated a positive association with mitosox, and lignoceric acid showing a negative 

relationship with glutathione.  These findings suggest that the SFA have a role to play in inflammation 

and oxidative stress in the ageing individual. 

Relationships discovered when analysing the MUFA class were somewhat surprising.  The shorter 

chain MUFAs myristoleic and palmitoleic acids demonstrated positive relationships to insulin, HOMA-

IR and HOMA-B.  NEFA MUFA demonstrated similarly strong relationships with markers of oxidative 

stress; all MUFA except palmitoleate showed significant negative correlations with glutathione, 
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whilst both palmitoleate and nervonic acid were positively associated with mitochondrial superoxide 

production.  Surprisingly, myristoleate and oleate were positively associated with TNF-α, with also 

positively related to CD11b.  MUFA appear to have a close association glutathione and insulin 

resistance. 

Polyunsaturated fatty acids linoleic and γ-linoleic acid were positively associated with CD11b.  

Linoleic acid showed positive associations with NEFA SFA; γ-linoleic acid showed positive 

relationships with NEFA MUFA and SCD16, with α-linoleic acid also showed a positive relationship 

with NEFA derived SCD16.  Docosahexanoic acid (C22:6n3) was positively associated with NEFA 

MUFA, SFA, SCD18 and RBC MUFA. 

The erythrocyte membrane fatty acids were also evaluated for linear relationships with metabolic 

and inflammatory indices.  Erythrocyte SFAs all showed positive associations with RBC MUFA, and 

unlike NEFA, both palmitate and lignoceric acid demonstrated positive relationships with insulin, 

HOMA-IR and HOMA-B.  The RBC MUFAs shared similar relationships to the NEFA MUFA, with 

palmitoleate and nervonic acid having positive and negative relationships with glutathione and 

MitoSox respectively.  Both erythrocyte membrane oleate and nervonic acid had positive 

relationships with insulin, HOMA-IR, HOMA-B and total erythrocyte SFA; a relationship which 

suggests the prominent contribution of MUFA in determining insulin levels and sensitivity. 

Analysis of erythrocyte membrane PUFA revealed positive association of both linoleic acid and α-

linoleic acid were positively associated erythrocyte total SFA and MUFA.  α-linoleic acid was 

positively associated with NEFA SCD16 and D6D whilst a negative relationship was observed with 

erythrocyte SCD18 activity.  DHA was negatively associated with HDL cholesterol. 

Inter-relationships between measures of oxidative stress, lipids, cell surface markers and measures of 

glucose and insulin function were determined.  PBMC cell surface markers CD11b and CD36 were 

positively associated with total cholesterol and LDL cholesterol.  CD14 had a negative relationship 

with redox ratio but positive associations with TNF, IL-6 and NEFA SFA.  CD11b was positively 

associated with CD36, TNF-α and IL-6 and NEFA SFA; whilst CD36 was negatively associated with 

reduced glutathione.   

Linear correlation analysis of cytokines revealed positive relationships of both the pro-inflammatory 

cytokines TNF-α and IL-6 with CD14, CD36 whilst a negative association was present with glutathione 

for both cytokines.  TNF-α showed positive relationships with insulin, HOMA-IR, HOMA-B, IL-6, NEFA 

MUFA, NEFA SFA, NEFA SCD18 and NEFA D6D.  IL-6 showed positive relationship with oxidised 
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glutathione, TNF-α and NEFA SCD-1 activity.  IL-10 showed a negative relationship with insulin 

resistance. 

Analysis of lipids showed both total cholesterol and LDL were positively associated with both CD11b 

and CD36, whilst triglycerides (TG) were associated with mitochondrial superoxide production 

(MitoSOX) and NEFA MUFA.  Glucose did not show relationships to other factors.  Insulin, HOMA-IR 

and HOMA-B were associated with total TNF-α, NEFA MUFA, NEFA D6D activity and total RBC MUFA. 

Both insulin and HOMA-IR were negatively associated with glutathione; insulin positively with 

MitoSOX; HOMA-IR with triglycerides and negatively with IL-10. 

Evaluation of the relationships of mitochondrial superoxide production and measures of glutathione 

by linear analysis revealed positive associations between mitochondrial superoxide with glucose, 

insulin, oxidised glutathione, NEFA MUFA and erythrocyte SCD-18 activity.  Glutathione was 

negatively associated with insulin, HOMA-IR, CD36, mitochondrial superoxide production, TNF-α, IL-

6, NEFA SFA, NEFA MUFA, NEFA PUFA, NEFA SCD18 and D6D activity.  Oxidised glutathione was 

positively correlated with MitoSOX oxidation, IL-6, NEFA SCD18 and D6D activity; whilst redox ratio 

had a positive relationship with PBMC CD14 expression. 

Data from previous chapters demonstrated an increase in both CD11b and CD36 in monocytes in 

response to palmitate, however, linear correlation analysis failed to demonstrate a relationship 

between SFA and CD36, instead total cholesterol and LDL cholesterol showed a positive and 

significant relationship suggesting cholesterol has a greater influence over cell surface expression of 

CD36.  Analysis of the inter-relationships of inflammatory cytokines indicated both MUFA and SFA 

share a positive relationship with TNF-α. 

6.5 Conclusions 

 

In this population studied in this chapter, increases in oxidative stress, inflammation, immune 

function, lipid measures, insulin resistance were observed in an age-related manner when comparing 

a young (24-30 years old) and midlife (>50 years old) cohort.     

The original hypothesis that ageing is associated with an increase of saturated fatty acids which 

would favour the development of insulin resistance and induction of inflammation observed in the 

ageing individual was not supported.  However higher concentrations of total fatty acids were 

observed in the midlife compared to the young adult cohort present in the plasma NEFA fraction and 

these were associated with a metabolic and inflammatory shift.   
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Significant increases in the medium chain length C14 and very long chain length C24 fatty acids were 

observed with and coupled with elevated SCD-1 and D6D activity suggesting that the pathways and 

metabolic apparatus concerned with de novo synthesis of fatty acids may be altered in age. 

Linear regression analysis revealed interrelationships between both SFA and MUFA with 

inflammatory cytokines and CD11b suggesting a possible influence of these fatty acids on 

inflammation and atherogenicity within the context of ageing, a relationship shared with LDL.  The 

study also demonstrates an association between MUFA, oxidative stress and markers of insulin 

sensitivity, HOMA, which suggest involvement of oxidative stress age-related decline in glycaemic 

control and insulin resistance. 

Thus, to conclude this study demonstrates  age-related increases in oxidative stress, pro-

inflammatory cytokines, insulin resistance and global fatty acids are observed which may reflect 

worsening metabolic state associated with age.  Furthermore complex inter-relationships are 

revealed demonstrating the influence these factors may exert reciprocally in the context of ageing. 
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Chapter 7 

Discussion, conclusion and further work 
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7 Chapter  7: Discussion, conclusion and further work 

7.1 Discussion 

 

The aims of the study presented here were to determine the effects of the monounsaturated fatty 

acid oleate and the saturated fatty acid palmitate on monocytes, specifically to determine their 

effects on THP-1 monocyte cellular and metabolic viability, antioxidant status, superoxide 

production, apoptosis and cell cycle status.   

THP-1 monocytes treated with fatty acids demonstrate divergent effects, with palmitate inducing an 

increase in mitochondrial superoxides leading to a cell cycle arrest, which was absent in the presence 

of oleate.  Furthermore minor increases in caspase-3 and annexin-V/PI staining coupled to a decrease 

in metabolic viability with palmitate but not oleate were observed.   

These effects of palmitate are likely to be related to their effects in the mitochondria.  Palmitate can 

uncouple the mitochondrial electron transport chain through the interaction of its acyl-CoA, 

palmitoyl-CoA with the mitochondrial protein ANT altering its conformation that leads to the 

formation of a permeability transition pore (PTP).  PTP formation causes depolarisation of the 

mitochondrial membrane, (shown by altered JC1 fluorescence), that is a common feature observed 

prior to apoptosis.  

This effect is likely to be responsible for the elevated mitochondrial superoxide production as the 

electron transport chain is uncoupled leading to the direct channelling of electrons to molecular 

oxygen.  The formation of a PTP will release cytochrome c which will trigger apoptotic processes such 

as the caspase cascade which explains the increase in caspase-3 activity and annexin-V/PI expression 

associated with palmitate treatment; however none of the observed changes in apoptotic measures 

were significant.  An alternative possibility is anincreased flux through the electron transport chain in 

the presence of palmitate. 

Glutathione content in fatty acid treated THP-1 monocytes was similar, with reduced glutathione 

content observed at 50μM.  Explanations as to how fatty acids mediate this reduction remain 

unclear. 

Differential effects of oleate and palmitate were observed on THP-1 cell surface CD11b and CD36, 

with the SFA inducing dose-dependent increases in the expression of both cell surface antigens, 

which was absent in the presence of oleate.  Mechanistic investigations were focused on whether 

the production of mitochondrial superoxides, β-oxidation and the formation of complex lipids were 

responsible for the increase in CD11b and CD36. 
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The mitochondrial superoxide dismutase mimetic MnTBap did not significantly affect the THP-1 

expression of CD11b and CD36 in the presence of palmitate, even with amelioration of mitochondrial 

superoxides and improvements in metabolic viability, indicating that changes in cell surface antigen 

expression by palmitate are not related to a superoxide production or to a stress response.  

Etomoxir, an inhibitor of β-oxidation affected neither CD11b nor CD36 expression in THP-1 

monocytes confirming that oxidation of fatty acids was not required to mediate the effects of 

palmitate.   

Triglyceride content was examined in both oleate- and palmitate- treated THP-1 monocytes, with 

oleate treated cells demonstrating significantly greater storage/conversion of fatty acids into TG than 

palmitate.  Complex lipids such as DAG and ceramide have consistently been linked to the effects of 

saturated fatty acids, and on the basis the palmitate is the primary precursor required for the 

synthesis of ceramides the effects of palmitate on THP-1 monocytes was examined in the presence of 

fumonisin B1, an inhibitor of serine palmitoyl transferase 1.  Inhibition of de novo synthesis of 

ceramides prevented palmitate induced increases in both CD11b and CD36, indicating the 

involvement of ceramides; with increased expression of CD11b possibly mediated through the 

activation of stress kinases such as JNK, and p38 MAPK whilst the mechanism of increased CD36 

expression by ceramides unclear. 

Ceramides belong to the sphingolipid class of lipids, with a common 8 carbon backbone, sphingosine.  

Ceramide synthesis occurs in the endoplasmic reticulum, with the rate limiting step performed SPT1 

condensing palmitate with serine producing 2-ketodihydrosphingosine, with three further steps 

converting this metabolite into ceramide.  Ceramides are transported from the ER by CERT to the 

Golgi where either sphingomyelin or glycosphingolipids, which can then be utilised in the plasma 

membrane.   

Ceramides can be degraded to yield sphingosine or converted to sphingomyelin under the activities 

of sphingosine kinase and sphingomyelin synthase respectively.  The introduction of MAPP and PPMP 

to inhibit these enzymes enabled the determination of the true sphingolipid metabolite responsible 

for mediating the effects of palmitate.  Neither PPMP nor MAPP could inhibit palmitate mediate 

CD11b or CD36 expression in THP-1 monocytes indicating ceramides are the primary mediator of the 

effects of palmitate.  
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Figure 7.1: Schematic of the effects of palmitate and oleate on monocytes 

The capacity to promote atherogenicity in palmitate but not oleate treated THP-1 monocytes by 

enhancing CD11b and CD36 expression has been shown.  However effects of fatty acids in 

inflammatory cytokine production and their influence in monocyte-macrophage differentiation are 

poorly defined.   

Monocytes did not display the capacity to induce inflammatory cytokine production in response to 

either fatty acid, however an amplified production of pro-inflammatory cytokines by palmitate pre-

treated monocytes, whilst oleate treated cells appeared to suppress this LPS response.  The finding 

suggests that in the presence of palmitate an inflammatory signalling pathway or mediators are 

induced.  The involvement of ceramide in mediating the expression of CD11b and CD36 would 

suggest their involvement in this amplified response.  Schwartz et al. demonstrated that ceramide 

formation in response to palmitate in THP-1 monocytes was responsible for an enhanced production 

of pro-inflammatory cytokines in response to LPS(Schwartz, Zhang et al. 2010). 

The mechanism of this response may rely upon the activation of stress kinases such as JNK and p38 

MAPK by ceramides.  LPS induces an inflammatory response through activation of the TLR4 receptor, 

and in this signalling pathway activation of stress kinases is observed, which activate the NF-κB 

signalling pathway leading to the transcription of inflammatory cytokines.  Therefore palmitate pre-
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treatment will lead to the de novo synthesis of ceramides and consequently the activation of such 

stress kinases, which following an LPS stimulus will lead to further stress kinase activation and 

consequently an amplified production of pro-inflammatory cytokines. 

Such findings, in combination with those in this study would suggest in the context of atherosclerosis 

and type-2 diabetes elevations in SFA are sufficient on their own, or in the presence of TLR ligands to 

greatly enhance inflammation and thus further disease progression.  Furthermore, data generated 

here and from the previous chapter would suggest the ability of complex metabolites of SFA, namely 

ceramides, to promote insulin resistance and inflammation in the context of elevated NEFA typically 

observed in metabolic disorders. 

From a signalling perspective, work by Medvedev et al.and Lakics et al.reveal that ceramide is 

capable of activating MAPK and AP-1, which is required in LPS signalling pathways(Lakics and Vogel 

1998, Medvedev, Blanco et al. 1999).  In human alveolar macrophages LPS exposure induced an 

increase in ceramide that mediated activation of PI3K/Akt pathway, but ceramide alone was 

insufficient to activate Nf-κB instead activating signalling pathways which can enhance inflammatory 

pathways(Monick, Mallampalli et al. 2001). 

The ability of palmitate to enhance an LPS mediated increase in pro-inflammatory cytokine 

expression contrasts the anti-inflammatory effect of oleate on the monocyte LPS response.  However 

in the presence of oleate and LPS, production of the anti-inflammatory cytokine was not induced, 

and neither was it induced on the presence of the IL-10 inducer peptidoglycan.  This suggests that 

the effect of oleate is limited to suppressing the LPS response rather than the induction of anti-

inflammatory cytokine production. 

In addition to mechanisms described here, palmitate can modulate immune cell function directly 

through interaction with TLR4, thus the amplification of monocyte inflammatory cytokine production 

shown in this study or the direct activation of TLR4 leading to pro-inflammatory cytokine production 

can promote the attachment, recruitment and infiltration of these cells into the intima of arteries 

which contributes to atherosclerosis.   

The capacity of fatty acids to modulate monocyte function and responses is not limited to SFA and 

MUFA.  Human supplementation studies using the n-6 polyunsaturated arachidonic acid produced no 

change in immune responses such as natural killer cell activity (Kelley, Taylor et al. 1997), but an 

enhancement in both prostaglandin E2 and leukotriene B4 was described without affecting other 

immune parameters (Kelley, Taylor et al. 1998).  In contrast to γ-linoleic acid decreases production of 

these mediators in human subjects (Johnson, Swan et al. 1997). 
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The n-3 polyunsaturates tend to generate anti-inflammatory effects.  Reductions in lymphocyte 

proliferation (Meydani, Endres et al. 1991), IL-1 production (Endres, Ghorbani et al. 1989), IL-2 

production (Soyland, Lea et al. 1994), TNF-α (Endres, Ghorbani et al. 1989)and NK cell activity 

(Yamashita, Maruyama et al. 1991, Kelley, Taylor et al. 1999)have been observed in human studies of 

n-3 intervention.  For example supplementation of eicosapentaenoic was shown to decrease T cell 

proliferation and cytokine production (Molvig, Pociot et al. 1991, Gallai, Sarchielli et al. 1995), whilst 

docosahexaenoic acid reduced numbers of circulating neutrophils, NK-cell activity, and the 

production inflammatory cytokines IL-1β and TNF-α (Kelley, Taylor et al. 1999).  

The modulatory capacity of oleate and palmitate on monocyte-macrophage differentiation has to 

date not been investigated.  THP-1 monocytes pretreated with either oleate or palmitate was 

subsequently differentiated with PMA.  In the co-treatment of fatty acids and LPS, palmitate induced 

a pro-inflammatory phenotype whilst oleate appeared to suppress pro-inflammatory cytokine 

production.  As with the monocyte model, palmitate induced a pro-inflammatory macrophage with 

low CD14 and CD11b expression, which is contrasted by oleate treated cells which have high levels of 

both CD14 and CD11b, a low pro-inflammatory cytokine expression and a greater apoptotic binding 

capacity.   

The pro-inflammatory nature of palmitate differentiated macrophages wasdemonstrated to be 

similar to classical M1 macrophages, however the oleate differentiated macrophages do not induce 

IL-10 or cell surface CD16 expression that is typical of M2 macrophages indicating that oleate primed 

macrophages are anti-inflammatory in the respect that they express high levels of CD14 and show a 

greater capacity to clear apoptotic cells.  The pro-inflammatory nature of the palmitate differentiated 

macrophages was determined to be reliant upon the formation ceramides. 

Thus, monocyte atherogenicity, promotion of LPS-mediated cytokine production, and the production 

of a pro-inflammatory macrophage in the presence of the SFA palmitate can be related to the 

formation of ceramides, with oleate preferentially converted to TG.  Studies indicate that there are 

no significant differences in the digestion and assimilation of fatty acid classes, but differential 

handling occurs within the cell once lipoprotein lipase has broken down VLDL-TG particles and fatty 

acids have entered the cell. 

Inside the cell, fatty acyl-CoA synthetase (FACS) converts fatty acids into fatty acyl-CoA which permits 

allows for either oxidation in the mitochondria for energy, storage as TG or conversion into complex 

lipids.  In adipocytes, there is a preference for the storage of MUFA as TG, with higher proportions of 

MUFA in adipocytes than in the diet or prevailing metabolic profile (Hunter, Rimm et al. 1992, 



225 
 

Garland, Sacks et al. 1998), supported by findings in animal models (Raclot and Groscolas 1993, 

Connor, Lin et al. 1996) and human studies (Bergouignan, Momken et al. 2009). 

β-oxidation or storage is the primary fate of fatty acyl-CoA in myocytes, although in these cells with a 

relatively high metabolic activity β-oxidation would feature more prominently.  The oxidative fate of 

fatty acids is dependent upon the degree of saturation (DeLany, Windhauser et al. 2000), with 

indirect evidence indicating preference of carnitine palmitoyl transferase 1 (rate limiting step in β-

oxidation, and controlling entry of fatty acyl-CoA into the mitochondria) favours palmitoyl-CoA over 

oleoyl-CoA (Gavino and Gavino 1991), which is supported by greater generation of palmitoylcarnitine 

than oleoylcarnitine from palmitate and oleate respectively in L6 myotubes (Koves, Ussher et al. 

2008).  This suggests greater oxidation of palmitoyl-CoA than oleoyl-CoA in myocytes. 

 In cultured muscle cells the incorporation of either MUFA or SFA acyl-CoAs differs.  Incubation of 

radiolabelled palmitate and oleate with cultured muscle cells indicates that palmitate leads to 

accumulation of radioactivity in MAG(Bastie, Hajri et al. 2004), DAG(Montell, Turini et al. 2001, 

Chavez and Summers 2003, Bastie, Hajri et al. 2004) and ceramides (Pickersgill, Litherland et al. 

2007)whilst oleate leads to elevated radioactivity in TG.  These findings suggest that TG synthesis in 

the presence of saturated fatty acids e.g. palmitate is much lower than cells exposed to 

monounsaturated fatty acid oleate, which leads to the abnormal accumulation of DAG and/or 

ceramides. 

The partitioning between SFA and MUFA can be explained by the affinity of enzymes involved in TG 

synthesis.  TG synthesis occurs by either the glycerol phosphate pathway or the monoacylglycerol 

pathway, the former being the major pathway utilised by cells, whilst the monoacylglycerol pathway 

is utilised by the cells of the small intestines when handling absorbed dietary fatty acids (Johnston, 

Paultauf et al. 1970). 

The first committed step in the synthesis of TG is the acylation of glycerol-3-phosphate by glycerol-3-

phosphate acyltransferase (GPAT) in the endoplasmic reticulum (ER) producing lysophosphatidic acid 

(LPA), a further fatty acid is added to LPA by acylglycerol-3-phosphate acyltransferase (AGPAT) to 

generate phosphatidate.  Phosphatidate is converted into DAG by phosphatidate phosphatase 1 

(PAP1), with DAG converted into TAG into diacylglycerol transferase enzymes by adding a fatty acyl-

CoA (Takeuchi and Reue 2009). 

The final enzyme, DGAT has been shown to possess a preference for oleoyl-CoA over palmitoyl-CoA 

(Cases, Stone et al. 2001, Lardizabal, Mai et al. 2001) which would support the postulate that MUFA 

are preferentially stored as TG.  The formation of ceramides is dependent upon the availability of 
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palmitate, however the addition of the second fatty acid can be either saturated or unsaturated 

(Merrill 2002).  The lower rate of TG formation from DAG in the presence of palmitate will increase 

the available pool for the synthesis of ceramides, therefore palmitate treated monocytes will possess 

both greater DAG and ceramide formation compared to oleate treated cells which are preferentially 

converted into TG. 

Elevations in fatty acids are a common feature of and risk factor for metabolic disorders such as 

diabetes and cardiovascular disease.  Increased risk of developing such metabolic disorders is a 

hallmark of ageing, where increased circulating free fatty acids are observed.  Other hallmarks of 

ageing are increased insulin resistance and low grade systemic inflammation, i.e. increased pro-

inflammatory cytokines and decreased anti-inflammatory cytokines, both of which are can be 

induced by SFA.  The data in this study demonstrates the detrimental effects of SFA in inducing pro-

atherogenic and inflammatory changes in monocytes.   

Plasma non-esterified fatty acid profile analysis revealed global increases in all fatty acid classes with 

age, with significant increases associated with the medium length myristate and myristoleate (C14:0 

and C14:1 respectively), and the very long chain lignoceric and nervonic acids (C24:0 and C24:1 

respectively), coupled to increased D6D and SCD-1 activity.  These findings suggest that ageing is 

associated alterations in the pathways and metabolic apparatus associated with the de novo 

synthesis of fatty acids.  Age was also associated with elevated oxidative stress, insulin resistance and 

pro-inflammatory cytokines, and PBMC cell surface expression of CD11b, CD14 and CD36 were also 

observed, and consequently linear regression was used to consolidate this data with changes in 

plasma fatty acid profile.  Linear regression analysis revealed that both MUFA and SFA were 

positively associated with inflammatory cytokines, CD11b and insulin resistance, suggesting that in 

ageing both fatty acid classes can influence inflammation, atherogenicity and insulin resistance.   

These changes reflect a declining metabolic state associated with age which cannot simply be 

explained simply by a change in fatty acid profile, with possible changes in de novo fatty acid 

synthesis.  In the context of ageing, the altered activities of enzymes concerned with de novo fatty 

acid synthesis have been observed.  In the aging human orbitofrontal cortex changes in fatty acid 

membrane profile were associated with increases in elongase and SCD-1 expression and activity 

(McNamara, Liu et al. 2008), however other data concerning enzyme activities with age are 

somewhat scarce.   

 



227 
 

7.2 Conclusion 

 

In summary, in vitro experiments on THP-1 monocytes demonstrate the importance of ceramide 

formation in inducing cell surface antigen expression and inflammatory cytokine production in 

response to palmitate (summarised in figure 7.1). The association of age and SFA with insulin 

resistance and production of inflammatory cytokines led to an examination of blood plasma, PBMCs, 

oxidative stress and insulin resistance in a young and mid-life population.  Ageing was associated 

with increases in both SFA and MUFA classes, coupled to increases in oxidative stress, pro-

inflammatory cytokines and insulin resistance indicating that these effects cannot simply be 

explained by an increase in circulating SFA, pointing to derangements in de novo fatty acid synthesis. 

7.3  Future work 

 

The first area in which further investigation is perhaps warranted would be the capacity for fatty 

acids to induce endoplasmic reticulum stress (ER stress).  In this thesis fatty acid-mediated effects on 

oxidative stress, metabolic activity and viability were investigated, with palmitate but not oleate 

inducing stress, possibly related to the production of ceramide and uncoupling in the mitochondria; 

however, their impact on endoplasmic reticulum were not investigated. 

The endoplasmic reticulum is a key cellular organelle responsible for the synthesis of proteins and 

lipids.  Associated with these organelles are various chaperone proteins and enzymes preventing 

aggregation and permitting regulated protein folding of newly synthesised proteins.  During periods 

of stress the levels of protein entering the ER exceed the folding capacity, and induce the unfolded 

protein response or ER stress.  Stressors can include changes in cellular pH, infection and changes in 

metabolic status.  The ER stress response begins with an inhibition of translation, with an 

upregulation in genes associated with endoplasmic reticulum biogenesis, chaperone and folding 

proteins in addition to apparatus involved in protein degradation.  This process is governed by three 

pathways involving the Inositol-requiring enzyme 1 (IRE1), PKR-like ER kinase (PERK), and activating 

transcription factor 6 (ATF6).   

In mice, endoplasmic reticulum stress has a role to play in maintaining glucose homeostasis 

(Scheuner, Song et al. 2001), and has been purported to link obesity, insulin resistance and type-2 

diabetes (Ozcan, Cao et al. 2004).There is evidence that ER stress is capable of augmenting 

inflammation and immune responses (Martinon 2012) with evidence these changes rely upon 

activation of stress kinases such as JNK with the activation of NF-κB inflammatory signalling pathway. 
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Saturated fatty acids have a well characterised ability to induce endoplasmic reticulum stress is a 

variety of cells (Cao, Dai et al. 2012, Tao, Wen et al. 2012, Cui, Ma et al. 2013) and in vivo (Nivala, 

Reese et al. 2012, Nivala, Reese et al. 2013) and in this thesis also induce changes in metabolic 

activity and augmentation of monocyte inflammatory responses to LPS, raising the possibility that 

there is involvement of ER stress in these processes. 

During the investigation of the influence of fatty acids in the monocyte-macrophage differentiation 

process the anti- and pro-inflammatory nature of oleate and palmitate was demonstrated.  

Characterisation of anti- and pro-inflammatory phenotype was determined using the pro-

inflammatory cytokines TNF-α and IL-6, and IL-10 and cell surface expression of CD16.   

Other studies which have used THP-1 monocytes have tended to use a greater selection of markers, 

for example the cytokines IL-1β and TGF-β have been used to identify pro- and anti-inflammatory 

macrophages respectively (Tjiu, Chen et al. 2009).  In other studies TNF-α and IL-6 are used to 

identify pro-inflammatory macrophages, but different cytokines are used to determine a M2 

phenotype for example IL-1rα (Caras, Tucureanu et al. 2011).  Therefore further characterisation of 

M2 macrophages by the production of other anti-inflammatory cytokines e.g. TGF-β may be 

required. 

In this thesis the involvement of ceramides in palmitate mediated cell surface expression of both 

CD11b and CD36, enhancing LPS mediated cytokine production in monocytes, and generating a pro-

inflammatory phenotype was demonstrated.  However, fatty acids are capable of activating other 

signalling pathways.  For example, peroxisome proliferator activated receptors (PPARs) and the 

forkhead box proteins (FOXO) have important roles to play in substrate utilisation, handling and 

metabolism (Gross, Wan et al. 2009, Poulsen, Siersbk et al. 2012), and they are both shown to be 

affected by the presence of specific fatty acids (Kamagate, Kim et al. 2010, Bindesboll, Berg et al. 

2013).  Such findings suggest that there are other pathways that are activated by fatty acids which 

may be dependent or independent of the formation of complex lipids such as ceramide and DAG, 

therefore an investigation of such pathways maybe warranted to determine what impact they have 

on monocyte function and phenotype.    

 

 

 

 



229 
 

8 References 

 

Aasen, G., H. Fagertun and J. Halse (2008). "Regional fat mass by DXA: High leg fat mass attenuates 
the relative risk of insulin resistance and dyslipidaemia in obese but not in overweight 
postmenopausal women." Scandinavian Journal of Clinical & Laboratory Investigation68(3): 204-211. 
Aasen, G., H. Fagertun, S. Tonstad and J. Halse (2009). "Leg fat mass as measured by dual X-ray 
absorptiometry (DXA) impacts insulin resistance differently in obese women versus men." 
Scandinavian Journal of Clinical & Laboratory Investigation69(2): 181-189. 
Abumrad, N., C. Coburn and A. Ibrahimi (1999). "Membrane proteins implicated in long-chain fatty 
acid uptake by mammalian cells: CD36, FATP and FABPm." Biochimica Et Biophysica Acta-Molecular 
and Cell Biology of Lipids1441(1): 4-13. 
Abumrad, N. A., M. R. Elmaghrabi, E. Z. Amri, E. Lopez and P. A. Grimaldi (1993). "CLONING OF A RAT 
ADIPOCYTE MEMBRANE-PROTEIN IMPLICATED IN BINDING OR TRANSPORT OF LONG-CHAIN FATTY-
ACIDS THAT IS INDUCED DURING PREADIPOCYTE DIFFERENTIATION - HOMOLOGY WITH HUMAN 
CD36." Journal of Biological Chemistry268(24): 17665-17668. 
Achard, C. S. and D. R. Laybutt (2012). "Lipid-Induced Endoplasmic Reticulum Stress in Liver Cells 
Results in Two Distinct Outcomes: Adaptation with Enhanced Insulin Signaling or Insulin Resistance." 
Endocrinology153(5): 2164-2177. 
Adams, J. M., T. Pratipanawatr, R. Berria, E. Wang, R. A. DeFronzo, M. C. Sullards and L. J. Mandarino 
(2004). "Ceramide content is increased in skeletal muscle from obese insulin-resistant humans." 
Diabetes53(1): 25-31. 
Aguer, C., M. Foretz, L. Lantier, S. Hebrard, B. Viollet, J. Mercier and M. Kitzmann (2011). "Increased 
FAT/CD36 Cycling and Lipid Accumulation in Myotubes Derived from Obese Type 2 Diabetic 
Patients." Plos One6(12): 11. 
Ahmadian, M., Y. Wang and H. S. Sul (2010). "Lipolysis in adipocytes." International Journal of 
Biochemistry & Cell Biology42(5): 555-559. 
Aiello, R. J., P. A. K. Bourassa, S. Lindsey, W. F. Weng, E. Natoli, B. J. Rollins and P. M. Milos (1999). 
"Monocyte chemoattractant protein-1 accelerates atherosclerosis in apolipoprotein E-deficient 
mice." Arteriosclerosis Thrombosis and Vascular Biology19(6): 1518-1525. 
Ajuwon, K. M. and M. E. Spurlock (2005). "Palmitate activates the NF-kappa B transcription factor 
and induces IL-6 and TNF alpha expression in 3T3-L1 adipocytes." Journal of Nutrition135(8): 1841-
1846. 
Akahoshi, M., Y. Amasaki, M. Soda, T. Tominaga, S. Ichimaru, E. Nakashima, S. Seto and K. Yano 
(2001). "Correlation between fatty liver and coronary risk factors: a population study of elderly men 
and women in Nagasaki, Japan." Hypertension Research24(4): 337-343. 
Akbar, A. N., J. Savill, W. Gombert, M. Bofill, N. J. Borthwick, F. Whitelaw, J. Grundy, G. Janossy and 
M. Salmon (1994). "THE SPECIFIC RECOGNITION BY MACROPHAGES OF CD8(+),CD45RO(+) T-CELLS 
UNDERGOING APOPTOSIS - A MECHANISM FOR T-CELL CLEARANCE DURING RESOLUTION OF VIRAL-
INFECTIONS." Journal of Experimental Medicine180(5): 1943-1947. 
Al-Shudiefat, A. A. R., A. K. Sharma, A. K. Bagchi, S. Dhingra and P. K. Singal (2013). "Oleic acid 
mitigates TNF-alpha-induced oxidative stress in rat cardiomyocytes." Molecular and Cellular 
Biochemistry372(1-2): 75-82. 
Alary, J., F. Gueraud and J.-P. Cravedi (2003). "Fate of 4-hydroxynonenal in vivo: Disposition and 
metabolic pathways." Molecular Aspects of Medicine24(4-5): 177-187. 
Alewijnse, A. E. and S. L. M. Peters (2008). "Sphingolipid signalling in the cardiovascular system: 
Good, bad or both?" European Journal of Pharmacology585(2-3): 292-302. 
Allman-Farinelli, M. A., K. Gomes, E. J. Favaloro and P. Petocz (2005). "A diet rich in high-oleic-acid 
sunflower oil favorably alters low-density lipoprotein cholesterol, triglycerides, and factor VII 
coagulant activity." Journal of the American Dietetic Association105(7): 1071-1079. 



230 
 

Almaguel, F. G., J. W. Liu, F. J. Pacheco, C. A. Casiano and M. De Leon (2009). "Activation and Reversal 
of Lipotoxicity in PC12 and Rat Cortical Cells Following Exposure to Palmitic Acid." Journal of 
Neuroscience Research87(5): 1207-1218. 
Alvarez-Guardia, D., X. Palomer, T. Coll, L. Serrano, R. Rodriguez-Calvo, M. M. Davidson, M. Merlos, I. 
El Kochairi, L. Michalik, W. Wahli and M. Vazquez-Carrera (2011). PPARbeta/delta activation blocks 
lipid-induced inflammatory pathways in mouse heart and human cardiac cells. Biochim Biophys Acta. 
Netherlands, A 2010 Elsevier B.V. 1811: 59-67. 
Amati, F., J. J. Dube, E. Alvarez-Carnero, M. M. Edreira, P. Chomentowski, P. M. Coen, G. E. Switzer, P. 
E. Bickel, M. Stefanovic-Racic, F. G. S. Toledo and B. H. Goodpaster (2011). "Skeletal Muscle 
Triglycerides, Diacylglycerols, and Ceramides in Insulin Resistance Another Paradox in Endurance-
Trained Athletes?" Diabetes60(10): 2588-2597. 
Anavi, S., N. B. Harmelin, Z. Madar and O. Tirosh (2012). "Oxidative stress impairs HIF1 alpha 
activation: a novel mechanism for increased vulnerability of steatotic hepatocytes to hypoxic stress." 
Free Radical Biology and Medicine52(9): 1531-1542. 
Anderson, C. F. and D. M. Mosser (2002). "Cutting edge: Biasing immune responses by directing 
antigen to macrophage Fc gamma receptors." Journal of Immunology168(8): 3697-3701. 
Anderwald, C., E. Bernroider, M. Krssak, H. Stingl, A. Brehm, M. G. Bischof, P. Nowotny, M. Roden 
and W. Waldhausl (2002). "Effects of insulin treatment in type 2 diabetic patients on intracellular 
lipid content in liver and skeletal muscle." Diabetes51(10): 3025-3032. 
Anhe, G. F., M. M. Okamoto, A. Kinote, C. Sollon, C. Lellis-Santos, F. F. Anhe, G. A. Lima, S. M. 
Hirabara, L. A. Velloso, S. Bordin and U. F. Machado (2012). "Quercetin decreases inflammatory 
response and increases insulin action in skeletal muscle of ob/ob mice and in L6 myotubes." 
European Journal of Pharmacology689(1-3): 285-293. 
Appel, L. J., F. M. Sacks, V. J. Carey, E. Obarzanek, J. F. Swain, E. R. Miller, P. R. Conlin, T. P. Erlinger, B. 
A. Rosner, N. M. Laranjo, J. Charleston, P. McCarron, L. M. Bishop and G. OmniHeart Collaborative 
Res (2005). "Effects of protein, monounsaturated fat, and carbohydrate intake on blood pressure and 
serum lipids - Results of the OmniHeart randomized trial." Jama-Journal of the American Medical 
Association294(19): 2455-2464. 
Arner, P. (1995). "DIFFERENCES IN LIPOLYSIS BETWEEN HUMAN SUBCUTANEOUS AND OMENTAL 
ADIPOSE TISSUES." Annals of Medicine27(4): 435-438. 
Arner, P., L. Hellstrom, H. Wahrenberg and M. Bronnegard (1990). "BETA-ADRENOCEPTOR 
EXPRESSION IN HUMAN FAT-CELLS FROM DIFFERENT REGIONS." Journal of Clinical 
Investigation86(5): 1595-1600. 
Artwohl, M., M. Roden, W. Waldhausl, A. Freudenthaler and S. M. Baumgartner-Parzer (2004). "Free 
fatty acids trigger apoptosis and inhibit cell cycle progression in human vascular endothelial cells." 
FASEB Journal18(1): 146-148. 
Assmann, A., M. Mohlig, M. Osterhoff, A. F. H. Pfeiffer and J. Spranger (2008). "Fatty acids 
differentially modify the expression of urokinase type plasminogen activator receptor in monocytes." 
Biochemical and Biophysical Research Communications376(1): 196-199. 
Astarita, G., K.-M. Jung, V. Vasilevko, N. V. DiPatrizio, S. K. Martin, D. H. Cribbs, E. Head, C. W. Cotman 
and D. Piomelli (2011). "Elevated Stearoyl-CoA Desaturase in Brains of Patients with Alzheimer's 
Disease." Plos One6(10). 
Auffray, C., M. H. Sieweke and F. Geissmann (2009). "Blood Monocytes: Development, 
Heterogeneity, and Relationship with Dendritic Cells." Annual Review of Immunology27: 669-692. 
Ault, K. A. and T. A. Springer (1981). "CROSS-REACTION OF A RAT-ANTI-MOUSE PHAGOCYTE-SPECIFIC 
MONOCLONAL-ANTIBODY (ANTI-MAC-1) WITH HUMAN-MONOCYTES AND NATURAL-KILLER CELLS." 
Journal of Immunology126(1): 359-364. 
Avignon, A., M. L. Standaert, K. Yamada, H. Mischak, B. Spencer and R. V. Farese (1995). "INSULIN 
INCREASES MESSENGER-RNA LEVELS OF PROTEIN-KINASE-C-ALPHA AND PROTEIN-KINASE-C-BETA IN 
RAT ADIPOCYTES AND PROTEIN-KINASE-C-ALPHA, PROTEIN-KINASE-C-BETA AND PROTEIN-KINASE-C-
THETA IN RAT SKELETAL-MUSCLE." Biochemical Journal308: 181-187. 



231 
 

Bachmann, O. P., D. B. Dahl, K. Brechtel, J. Machann, M. Haap, T. Maier, M. Loviscach, M. Stumvoll, C. 
A. Claussen, F. Schick, H. U. Haring and S. Jacob (2001). "Effects of intravenous and dietary lipid 
challenge on intramyocellular lipid content and the relation with insulin sensitivity in humans." 
Diabetes50(11): 2579-2584. 
Back, M. (2007). "Leukotriene receptors: crucial components in vascular inflammation." 
TheScientificWorldJournal7: 1422-1439. 
Baer, D. J., J. T. Judd, B. A. Clevidence and R. P. Tracy (2004). "Dietary fatty acids affect plasma 
markers of inflammation in healthy men fed controlled diets: a randomized crossover study." 
American Journal of Clinical Nutrition79(6): 969-973. 
Baglioni, S., G. Cantini, G. Poli, M. Francalanci, R. Squecco, A. Di Franco, E. Borgogni, S. Frontera, G. 
Nesi, F. Liotta, M. Lucchese, G. Perigli, F. Francini, G. Forti, M. Serio and M. Luconi (2012). "Functional 
Differences in Visceral and Subcutaneous Fat Pads Originate from Differences in the Adipose Stem 
Cell." Plos One7(5). 
Barber, S. A., G. Detore, R. McNally and S. N. Vogel (1996). "Stimulation of the ceramide pathway 
partially mimics lipopolysaccharide-induced responses in murine peritoneal macrophages." Infection 
and Immunity64(8): 3397-3400. 
Bartlett, D. B., C. M. Firth, A. C. Phillips, P. Moss, D. Baylis, H. Syddall, A. A. Sayer, C. Cooper and J. M. 
Lord (2012). "The age-related increase in low-grade systemic inflammation (Inflammaging) is not 
driven by cytomegalovirus infection." Aging Cell11(5): 912-915. 
Basanez, G., L. Soane and J. M. Hardwick (2012). "A new view of the lethal apoptotic pore." PLoS 
Biol10(9): e1001399. 
Bashan, N., J. Kovsan, I. Kachko, H. Ovadia and A. Rudich (2009). "Positive and Negative Regulation of 
Insulin Signaling by Reactive Oxygen and Nitrogen Species." Physiological Reviews89(1): 27-71. 
Bastie, C. C., T. Hajri, V. A. Drover, P. A. Grimaldi and N. A. Abumrad (2004). "CD36 in myocytes 
channels fatty acids to a lipase-accessible triglyceride pool that is related to cell lipid and insulin 
responsiveness." Diabetes53(9): 2209-2216. 
Baumann, K. H., F. Hessel, I. Larass, T. Muller, P. Angerer, R. Kiefl and C. von Schacky (1999). "Dietary 
omega-3, omega-6, and omega-9 unsaturated fatty acids and growth factor and cytokine gene 
expression in unstimulated and stimulated monocytes - A randomized volunteer study." 
Arteriosclerosis Thrombosis and Vascular Biology19(1): 59-66. 
Baumruker, T., F. Bornancin and A. Billich (2005). "The role of sphingosine and ceramide kinases in 
inflammatory responses." Immunology Letters96(2): 175-185. 
Bedogni, G., S. Bellentani, L. Miglioli, F. Masutti, M. Passalacqua, A. Castiglione and C. Tiribelli (2006). 
"The Fatty Liver Index: a simple and accurate predictor of hepatic steatosis in the general 
population." Bmc Gastroenterology6. 
Bedogni, G., L. Miglioli, F. Masutti, C. Tiribelli, G. Marchesini and S. Bellentani (2005). "Prevalence of 
and risk factors for nonalcoholic fatty liver disease: The Dionysos Nutrition and Liver Study." 
Hepatology42(1): 44-52. 
Beharka, A. A., M. Meydani, D. Y. Wu, L. S. Leka, A. Meydani and S. N. Meydani (2001). "Interleukin-6 
production does not increase with age." Journals of Gerontology Series a-Biological Sciences and 
Medical Sciences56(2): B81-B88. 
Belge, K. U., F. Dayyani, A. Horelt, M. Siedlar, M. Frankenberger, B. Frankenberger, T. Espevik and L. 
Ziegler-Heitbrock (2002). "The proinflammatory CD14(+)CD16(+)DR(++) monocytes are a major 
source of TNF." Journal of Immunology168(7): 3536-3542. 
Bell, R. M. and R. A. Coleman (1980). "Enzymes of glycerolipid synthesis in eukaryotes." Annu Rev 
Biochem49: 459-487. 
Berglund, L., M. Lefevre, H. N. Ginsberg, P. M. Kris-Etherton, P. J. Elmer, P. W. Stewart, A. Ershow, T. 
A. Pearson, B. H. Dennis, P. S. Roheim, R. Ramakrishnan, R. Reed, K. Stewart, K. M. Phillips and D. 
Investigators (2007). "Comparison of monounsaturated fat with carbohydrates as a replacement for 
saturated fat in subjects with a high metabolic risk profile: studies in the fasting and postprandial 
states." American Journal of Clinical Nutrition86(6): 1611-1620. 



232 
 

Bergouignan, A., I. Momken, D. A. Schoeller, C. Simon and S. Blanc (2009). "Metabolic fate of 
saturated and monounsaturated dietary fats: The Mediterranean diet revisited from epidemiological 
evidence to cellular mechanisms." Progress in Lipid Research48(3-4): 128-147. 
Berlin, C., R. F. Bargatze, J. J. Campbell, U. H. Vonandrian, M. C. Szabo, S. R. Hasslen, R. D. Nelson, E. 
L. Berg, S. L. Erlandsen and E. C. Butcher (1995). "ALPHA-4 INTEGRINS MEDIATE LYMPHOCYTE 
ATTACHMENT AND ROLLING UNDER PHYSIOLOGICAL FLOW." Cell80(3): 413-422. 
Berliner, S., O. Rogowski, R. Rotstein, R. Fusman, I. Shapira, N. M. Bornstein, V. Prochorov, A. Roth, G. 
Keren, A. Eldor and D. Zeltser (2000). "Activated polymorphonuclear leukocytes and monocytes in 
the peripheral blood of patients with ischemic heart and brain conditions correspond to the presence 
of multiple risk factors for atherothrombosis." Cardiology94(1): 19-25. 
Bernardi, P., D. Penzo and L. Wojtczak (2002). "Mitochondrial energy dissipation by fatty acids - 
Mechanisms and implications for cell death." Vitamins and Hormones - Advances in Research and 
Applications, Vol 6565: 97-126. 
Berneburg, M. (2010). "Research in practice: More than skin deep - aging of subcutaneous fat tissue." 
Journal Der Deutschen Dermatologischen Gesellschaft8(10): 776-778. 
Bethel, M., B. R. Chitteti, E. F. Srour and M. A. Kacena (2013). "The changing balance between 
osteoblastogenesis and adipogenesis in aging and its impact on hematopoiesis." Current 
osteoporosis reports11(2): 99-106. 
Bevilacqua, S., R. Bonadonna, G. Buzzigoli, C. Boni, D. Ciociaro, F. Maccari, M. A. Giorico and E. 
Ferrannini (1987). "ACUTE ELEVATION OF FREE FATTY-ACID LEVELS LEADS TO HEPATIC INSULIN 
RESISTANCE IN OBESE SUBJECTS." Metabolism-Clinical and Experimental36(5): 502-506. 
Bikman, B. T. and S. A. Summers (2011). "Ceramides as modulators of cellular and whole-body 
metabolism." Journal of Clinical Investigation121(11): 4222-4230. 
Bikopoulos, G., A. D. S. Pimenta, S. C. Lee, J. R. Lakey, S. D. Der, C. B. Chan, R. B. Ceddia, M. B. 
Wheeler and M. Rozakis-Adcock (2008). "Ex vivo transcriptional profiling of human pancreatic islets 
following chronic exposure to monounsaturated fatty acids." Journal of Endocrinology196(3): 455-
464. 
Bindesboll, C., O. Berg, B. Arntsen, H. I. Nebb and K. T. Dalen (2013). "Fatty acids regulate perilipin5 in 
muscle by activating PPAR delta." Journal of Lipid Research54(7): 1949-1963. 
Bjorkbacka, H., V. V. Kunjathoor, K. J. Moore, S. Koehn, C. M. Ordija, M. A. Lee, T. Means, K. Halmen, 
A. D. Luster, D. T. Golenbock and M. W. Freeman (2004). "Reduced atherosclerosis in MyD88-null 
mice links elevated serum cholesterol levels to activation of innate immunity signaling pathways." 
Nature Medicine10(4): 416-421. 
Bjorntorp, P. (1990). "PORTAL ADIPOSE-TISSUE AS A GENERATOR OF RISK-FACTORS FOR 
CARDIOVASCULAR-DISEASE AND DIABETES." Arteriosclerosis10(4): 493-496. 
Bjorntorp, P. (1997). "Endocrine abnormalities in obesity." Diabetes Reviews5(1): 52-68. 
Blau, C. W., T. R. Cowley, J. O'Sullivan, B. Grehan, T. C. Browne, L. Kelly, A. Birch, N. Murphy, A. M. 
Kelly, C. M. Kerskens and M. A. Lynch (2012). "The age-related deficit in LTP is associated with 
changes in perfusion and blood-brain barrier permeability." Neurobiology of Aging33(5). 
Bloch-Damti, A., R. Potashnik, P. Gual, Y. Le Marchand-Brustel, J. F. Tanti, A. Rudich and N. Bashan 
(2006). "Differential effects of IRS1 phosphorylated on Ser307 or Ser632 in the induction of insulin 
resistance by oxidative stress." Diabetologia49(10): 2463-2473. 
Bloch, K. (1992). "STEROL MOLECULE - STRUCTURE, BIOSYNTHESIS, AND FUNCTION." Steroids57(8): 
378-383. 
Blom, T., P. Somerharju and E. Ikonen (2011). "Synthesis and biosynthetic trafficking of membrane 
lipids." Cold Spring Harbor perspectives in biology3(8): a004713. 
Blouin, E., L. Halbwachs-Mecarelli and P. Rieu (1999). "Redox regulation of beta 2-integrin 
CD11b/CD18 activation." European Journal of Immunology29(11): 3419-3431. 
Boden, G. (1997). "Role of fatty acids in the pathogenesis of insulin resistance and NIDDM." 
Diabetes46(1): 3-10. 



233 
 

Boden, G. (1997). "Role of fatty acids in the pathogenesis of insulin resistance and NIDDM (vol 46, pg 
3, 1997)." Diabetes46(3): 536-536. 
Boden, G., X. H. Chen, R. A. Desantis and Z. Kendrick (1993). "EFFECTS OF AGE AND BODY-FAT ON 
INSULIN RESISTANCE IN HEALTHY-MEN." Diabetes Care16(5): 728-733. 
Boden, G., X. H. Chen, J. Ruiz, J. V. White and L. Rossetti (1994). "MECHANISMS OF FATTY ACID-
INDUCED INHIBITION OF GLUCOSE-UPTAKE." Journal of Clinical Investigation93(6): 2438-2446. 
Boehmer, E. D., J. Goral, D. E. Faunce and E. J. Kovacs (2004). "Age-dependent decrease in Toll-like 
receptor 4-mediated proinflammatory cytokine production and mitogen-activated protein kinase 
expression." Journal of Leukocyte Biology75(2): 342-349. 
Boekema, E. J. and H.-P. Braun (2007). "Supramolecular structure of the mitochondrial oxidative 
phosphorylation system." Journal of Biological Chemistry282(1): 1-4. 
Boivin, B., M. Yang and N. K. Tonks (2010). "Targeting the Reversibly Oxidized Protein Tyrosine 
Phosphatase Superfamily." Science Signaling3(137): 10. 
Bonadonna, R. C., L. C. Groop, D. C. Simonson and R. A. Defronzo (1994). "FREE FATTY-ACID AND 
GLUCOSE-METABOLISM IN HUMAN AGING - EVIDENCE FOR OPERATION OF THE RANDLE CYCLE." 
American Journal of Physiology266(3): E501-E509. 
Bonen, A., A. Chabowski, J. Luiken and J. F. C. Glatz (2007). "Is membrane transport of FFA mediated 
by lipid, protein, or both? Mechanisms and regulation of protein-mediated cellular fatty acid uptake: 
Molecular, biochemical, and physiological evidence." Physiology22: 15-29. 
Bonen, A., D. J. Dyck, A. Ibrahimi and N. A. Abumrad (1999). "Muscle-contractile activity increases 
fatty acid metabolism and transport and FAT/CD36." American Journal of Physiology-Endocrinology 
and Metabolism276(4): E642-E649. 
Bonen, A., J. Luiken, Y. Arumugam, J. F. C. Glatz and N. N. Tandon (2000). "Acute regulation of fatty 
acid uptake involves the cellular redistribution of fatty acid translocase." Journal of Biological 
Chemistry275(19): 14501-14508. 
Bonen, A., M. L. Parolin, G. R. Steinberg, J. Calles-Escandon, N. N. Tandon, J. F. C. Glatz, J. Luiken, G. J. 
F. Heigenhauser and D. J. Dyck (2004). "Triacylglycerol accumulation in human obesity and type 2 
diabetes is associated with increased rates of skeletal muscle fatty acid transport and increased 
sarcolemmal FAT/CD36." Faseb Journal18(7): 1144-+. 
Bonnard, C., A. Durand, S. Peyrol, E. Chanseaume, M.-A. Chauvin, B. Morio, H. Vidal and J. Rieusset 
(2008). "Mitochondrial dysfunction results from oxidative stress in the skeletal muscle of diet-
induced insulin-resistant mice." Journal of Clinical Investigation118(2): 789-800. 
Boorsma, W., M. B. Snijder, G. Nijpels, C. Guidone, A. M. R. Favuzzi, G. Mingrone, P. J. Kostense, R. J. 
Heine and J. M. Dekker (2008). "Body Composition, Insulin Sensitivity, and Cardiovascular Disease 
Profile in Healthy Europeans." Obesity16(12): 2696-2701. 
Boslem, E., P. J. Meikle and T. J. Biden (2012). "Roles of ceramide and sphingolipids in pancreatic 
beta-cell function and dysfunction." Islets4(3): 177-187. 
Bouhlel, M. A., B. Derudas, E. Rigamonti, R. Dievart, J. Brozek, S. Haulon, C. Zawadzki, B. Jude, G. 
Torpier, N. Marx, B. Staels and G. Chinetti-Gbaguidi (2007). "PPAR gamma activation primes human 
monocytes into alternative M2 macrophages with anti-inflammatory properties." Cell 
Metabolism6(2): 137-143. 
Bourbon, N. A., J. Yun and M. Kester (2000). "Ceramide directly activates protein kinase C zeta to 
regulate a stress-activated protein kinase signaling complex." Journal of Biological Chemistry275(45): 
35617-35623. 
Boyer, J. F., P. Balard, H. Authier, B. Faucon, J. Bernad, B. Mazieres, J. L. Davignon, A. Cantagrel, B. 
Pipy and A. Constantin (2007). "Tumor necrosis factor alpha and adalimumab differentially regulate 
CD36 expression in human monocytes." Arthritis Research & Therapy9(2): 11. 
Bradshaw, E. M., K. Raddassi, W. Elyaman, T. Orban, P. A. Gottlieb, S. C. Kent and D. A. Hafler (2009). 
"Monocytes from Patients with Type 1 Diabetes Spontaneously Secrete Proinflammatory Cytokines 
Inducing Th17 Cells." Journal of Immunology183(7): 4432-4439. 



234 
 

Brinkley, T. E., F.-C. Hsu, K. M. Beavers, T. S. Church, B. H. Goodpaster, R. S. Stafford, M. Pahor, S. B. 
Kritchevsky and B. J. Nicklas (2012). "Total and Abdominal Adiposity Are Associated With 
Inflammation in Older Adults Using a Factor Analysis Approach." Journals of Gerontology Series a-
Biological Sciences and Medical Sciences67(10): 1099-1106. 
Brown, J. M., S. Chung, J. K. Sawyer, C. Degirolamo, H. M. Alger, T. Nguyen, X. Zhu, M.-N. Duong, A. L. 
Wibley, R. Shah, M. A. Davis, K. Kelley, M. D. Wilson, C. Kent, J. S. Parks and L. L. Rudel (2008). 
"Inhibition of stearoyl-coenzyme A desaturase 1 dissociates insulin resistance and obesity from 
atherosclerosis." Circulation118(14): 1467-1475. 
Brown, J. M., S. Chung, J. K. Sawyer, C. Degirolamo, H. M. Alger, T. Nguyen, X. W. Zhu, M. N. Duong, 
A. L. Wibley, R. Shah, M. A. Davis, K. Kelley, M. D. Wilson, C. Kent, J. S. Parks and L. L. Rudel (2008). 
"Inhibition of stearoyl-coenzyme A desaturase 1 dissociates insulin resistance and obesity from 
atherosclerosis." Circulation118(14): 1467-1475. 
Brown, S. A. and C. J. Rosen (2003). "Osteoporosis." Medical Clinics of North America87(5): 1039-+. 
Brownlee, I. A., D. J. Forster, M. D. Wilcox, P. W. Dettmar, C. J. Seal and J. P. Pearson (2010). 
"Physiological parameters governing the action of pancreatic lipase." Nutrition Research 
Reviews23(1): 146-154. 
Bruce, C. R., A. B. Thrush, V. A. Mertz, V. Bezaire, A. Chabowski, G. J. F. Heigenhauser and D. J. Dyck 
(2006). "Endurance training in obese humans improves glucose tolerance and mitochondrial fatty 
acid oxidation and alters muscle lipid content." American Journal of Physiology-Endocrinology and 
Metabolism291(1): E99-E107. 
Bruunsgaard, H., K. Andersen-Ranberg, B. Jeune, A. N. Pedersen, P. Skinhoj and B. K. Pedersen 
(1999). "A high plasma concentration of TNF-alpha is associated with dementia in centenarians." 
Journals of Gerontology Series a-Biological Sciences and Medical Sciences54(7): M357-M364. 
Bruunsgaard, H., P. Skinhoj, A. N. Pedersen, M. Schroll and B. K. Pedersen (2000). "Ageing, tumour 
necrosis factor-alpha (TNF-alpha) and atherosclerosis." Clinical and Experimental Immunology121(2): 
255-260. 
Bunn, R. C., G. E. Cockrell, Y. Ou, K. M. Thrailkill, C. K. Lumpkin, Jr. and J. L. Fowlkes (2010). Palmitate 
and insulin synergistically induce IL-6 expression in human monocytes. Cardiovasc Diabetol. England. 
9: 73. 
Butcher, S., H. Chahel and J. M. Lord (2000). "Ageing and the neutrophil: no appetite for killing?" 
Immunology100(4): 411-416. 
Cacicedo, J. M., S. Benjachareowong, E. Chou, N. B. Ruderman and Y. Ido (2005). "Palmitate-induced 
apoptosis in cultured bovine retinal pericytes - Roles of NAD(P)H oxidase, oxidant stress, and 
ceramide." Diabetes54(6): 1838-1845. 
Cacicedo, J. M., N. Yagihashi, J. F. Keaney, N. B. Rudermann and Y. Ido (2004). "AMPK inhibits fatty 
acid-induced increases in NF-kappa B transactivation in cultured human umbilical vein endothelial 
cells." Biochemical and Biophysical Research Communications324(4): 1204-1209. 
Cadenas, E. and H. Sies (1985). "Oxidative stress: excited oxygen species and enzyme activity." 
Advances in enzyme regulation23: 217-237. 
Cai, D. S., M. S. Yuan, D. F. Frantz, P. A. Melendez, L. Hansen, J. Lee and S. E. Shoelson (2005). "Local 
and systemic insulin resistance resulting from hepatic activation of IKK-beta and NF-kappa B." Nature 
Medicine11(2): 183-190. 
Calder, P. C. (2011). "Fatty acids and inflammation: The cutting edge between food and pharma." 
European Journal of Pharmacology668: S50-S58. 
Calder, P. C. (2013). "Long chain fatty acids and gene expression in inflammation and immunity." 
Current opinion in clinical nutrition and metabolic care16(4): 425-433. 
Cancro, M. P., Y. Hao, J. L. Scholz, R. L. Riley, D. Frasca, D. K. Dunn-Walters and B. B. Blomberg (2009). 
"B cells and aging: molecules and mechanisms." Trends in Immunology30(7): 313-318. 
Cao, J., D.-L. Dai, L. Yao, H.-H. Yu, B. Ning, Q. Zhang, J. Chen, W.-H. Cheng, W. Shen and Z.-X. Yang 
(2012). "Saturated fatty acid induction of endoplasmic reticulum stress and apoptosis in human liver 



235 
 

cells via the PERK/ATF4/CHOP signaling pathway." Molecular and Cellular Biochemistry364(1-2): 115-
129. 
Caras, I., C. Tucureanu, L. Lerescu, R. Pitica, L. Melinceanu, S. Neagu and A. Salageanu (2011). 
"Influence of tumor cell culture supernatants on macrophage functional polarization: in vitro models 
of macrophage-tumor environment interaction." Tumori97(5): 647-654. 
Carley, A. N., L. L. Atkinson, A. Bonen, M. E. Harper, S. Kunnathu, G. D. Lopaschuk and D. L. Severson 
(2007). "Mechanisms responsible for enhanced fatty acid utilization by perfused hearts from type 2 
diabetic db/db mice." Archives of Physiology and Biochemistry113(2): 65-75. 
Carlsson, C., L. A. H. Borg and N. Welsh (1999). "Sodium palmitate induces partial mitochondrial 
uncoupling and reactive oxygen species in rat pancreatic islets in vitro." Endocrinology140(8): 3422-
3428. 
Carmelli, D., M. R. McElroy and R. H. Rosenman (1991). "LONGITUDINAL CHANGES IN FAT 
DISTRIBUTION IN THE WESTERN COLLABORATIVE GROUP-STUDY - A 23-YEAR FOLLOW-UP." 
International Journal of Obesity15(1): 67-74. 
Carrillo, C., M. D. Cavia, H. Roelofs, G. Wanten and S. R. Alonso-Torre (2011). "Activation of Human 
Neutrophils by Oleic Acid Involves the Production of Reactive Oxygen Species and a Rise in Cytosolic 
Calcium Concentration: a Comparison with N-6 Polyunsaturated Fatty Acids." Cellular Physiology and 
Biochemistry28(2): 329-338. 
Cartier, A., M. Cote, I. Lemieux, L. Perusse, A. Tremblay, C. Bouchard and J. P. Despres (2009). "Age-
related differences in inflammatory markers in men: contribution of visceral adiposity." Metabolism-
Clinical and Experimental58(10): 1452-1458. 
Cartwright, M. J., T. Tchkonia and J. L. Kirkland (2007). "Aging in adipocytes: Potential impact of 
inherent, depot-specific mechanisms." Experimental Gerontology42(6): 463-471. 
Cases, S., S. J. Stone, P. Zhou, E. Yen, B. Tow, K. D. Lardizabal, T. Voelker and R. V. Farese (2001). 
"Cloning of DGAT2, a second mammalian diacylglycerol acyltransferase, and related family 
members." Journal of Biological Chemistry276(42): 38870-38876. 
Catala, A. (2010). "A synopsis of the process of lipid peroxidation since the discovery of the essential 
fatty acids." Biochemical and Biophysical Research Communications399(3): 318-323. 
Ceballospicot, I., J. M. Trivier, A. Nicole, P. M. Sinet and M. Thevenin (1992). "AGE-CORRELATED 
MODIFICATIONS OF COPPER-ZINC SUPEROXIDE-DISMUTASE AND GLUTATHIONE-RELATED ENZYME-
ACTIVITIES IN HUMAN ERYTHROCYTES." Clinical Chemistry38(1): 66-70. 
Ceriello, A. and E. Motz (2004). "Is oxidative stress the pathogenic mechanism underlying insulin 
resistance, diabetes, and cardiovascular disease? The common soil hypothesis revisited." 
Arteriosclerosis Thrombosis and Vascular Biology24(5): 816-823. 
Chait, A. and F. Kim (2010). "Saturated Fatty Acids and Inflammation: Who Pays the Toll?" 
Arteriosclerosis Thrombosis and Vascular Biology30(4): 692-693. 
Chan, J. R., S. J. Hyduk and M. I. Cybulsky (2001). "Chemoattractants induce a rapid and transient 
upregulation of monocyte alpha 4 integrin affinity for vascular cell adhesion molecule 1 which 
mediates arrest: An early step in the process of emigration." Journal of Experimental 
Medicine193(10): 1149-1158. 
Chaves, V. E., D. Frasson and N. H. Kawashita (2011). "Several agents and pathways regulate lipolysis 
in adipocytes." Biochimie93(10): 1631-1640. 
Chavez, J. A., T. A. Knotts, L. P. Wang, G. B. Li, R. T. Dobrowsky, G. L. Florant and S. A. Summers 
(2003). "A role for ceramide, but not diacylglycerol, in the antagonism of insulin signal transduction 
by saturated fatty acids." Journal of Biological Chemistry278(12): 10297-10303. 
Chavez, J. A. and S. A. Summers (2003). "Characterizing the effects of saturated fatty acids on insulin 
signaling and ceramide and diacylglycerol accumulation in 3T3-L1 adipocytes and C2Cl2 myotubes." 
Archives of Biochemistry and Biophysics419(2): 101-109. 
Chavez, J. A. and S. A. Summers (2012). "A Ceramide-Centric View of Insulin Resistance." Cell 
Metabolism15(5): 585-594. 



236 
 

Chen, J., Q. Li, Y. Zhang, P. Yang, Y. Zong, S. Qu and Z. Liu (2011). "Oleic acid decreases the expression 
of a cholesterol transport-related protein (NPC1L1) by the induction of endoplasmic reticulum stress 
in CaCo-2 cells." Journal of Physiology and Biochemistry67(2): 153-163. 
Chen, L. Y., P. Mehta and J. L. Mehta (1996). "Oxidized LDL decreases L-arginine uptake and nitric 
oxide synthase protein expression in human platelets - Relevance of the effect of oxidized LDL on 
platelet function." Circulation93(9): 1740-1746. 
Chen, M., Y. K. Yang, E. Braunstein, K. E. Georgeson and C. M. Harmon (2001). "Gut expression and 
regulation of FAT/CD36: possible role in fatty acid transport in rat enterocytes." American Journal of 
Physiology-Endocrinology and Metabolism281(5): E916-E923. 
Chen, M. T., L. N. Kaufman, T. Spennetta and E. Shrago (1992). "EFFECTS OF HIGH FAT-FEEDING TO 
RATS ON THE INTERRELATIONSHIP OF BODY-WEIGHT, PLASMA-INSULIN, AND FATTY ACYL-
COENZYME-A ESTERS IN LIVER AND SKELETAL-MUSCLE." Metabolism-Clinical and Experimental41(5): 
564-569. 
Cheng, A. M., P. Handa, S. Tateya, J. Schwartz, C. Tang, P. Mitra, J. F. Oram, A. Chait and F. Kim 
(2012). "Apolipoprotein A-I Attenuates Palmitate-Mediated NF-kappa B Activation by Reducing Toll-
Like Receptor-4 Recruitment into Lipid Rafts." Plos One7(3). 
Chesnutt, B. C., D. F. Smith, N. A. Raffler, M. L. Smith, E. J. White and K. Ley (2006). "Induction of LFA-
1-dependent neutrophil rolling on ICAM-1 by engagement of E-selectin." Microcirculation13(2): 99-
109. 
Chibalin, A. V., Y. Leng, E. Vieira, A. Krook, M. Bjoernholm, Y. C. Long, O. Kotova, Z. Zhong, F. Sakane, 
T. Steiler, C. Nylen, J. Wang, M. Laakso, M. K. Topham, M. Gilbert, H. Wallberg-Henriksson and J. R. 
Zierath (2008). "Downregulation of diacylglycerol kinase delta contributes to hyperglycemia-induced 
insulin resistance." Cell132(3): 375-386. 
Chigaev, A., G. Zwartz, S. W. Graves, D. C. Dwyer, H. Tsuji, T. D. Foutz, B. S. Edwards, E. R. Prossnitz, R. 
S. Larson and L. A. Sklar (2003). "alpha(4)beta(1) integrin affinity changes govern cell adhesion." 
Journal of Biological Chemistry278(40): 38174-38182. 
Chinen, I., M. Shimabukuro, K. Yamakawa, N. Higa, T. Matsuzaki, K. Noguchi, S. Ueda, M. Sakanashi 
and N. Takasu (2007). "Vascular lipotoxicity: Endothelial dysfunction via fatty-acid-induced reactive 
oxygen species overproduction in obese Zucker diabetic fatty rats." Endocrinology148(1): 160-165. 
Choi, H. J., S. Hwang, S. H. Lee, Y. R. Lee, J. Shin, K. S. Park and Y. M. Cho (2012). "Genome-wide 
identification of palmitate-regulated immediate early genes and target genes in pancreatic beta-cells 
reveals a central role of NF-kappaB." Mol Biol Rep39(6): 6781-6789. 
Choi, S. E., H. J. Jang, Y. Kang, J. G. Jung, S. J. Han, H. J. Kim, D. J. Kim and K. W. Lee (2010). 
"Atherosclerosis induced by a high-fat diet is alleviated by lithium chloride via reduction of VCAM 
expression in ApoE-deficient mice." Vascular Pharmacology53(5-6): 264-272. 
Choi, S. E., Y. Kang, H. J. Jang, H. C. Shin, H. E. Kim, H. S. Kim, H. J. Kim, D. J. Kim and K. W. Lee (2007). 
"Involvement of glycogen synthase kinase-3 beta in palmitate-induced human umbilical vein 
endothelial cell apoptosis." Journal of Vascular Research44(5): 365-374. 
Choi, S. E., T. H. Kim, S. A. Yi, Y. C. Hwang, W. S. Hwang, S. J. Choe, S. J. Han, H. J. Kim, D. J. Kim, Y. 
Kang and K. W. Lee (2011). "Capsaicin attenuates palmitate-induced expression of macrophage 
inflammatory protein 1 and interleukin 8 by increasing palmitate oxidation and reducing c-Jun 
activation in THP-1 (human acute monocytic leukemia cell) cells." Nutrition Research31(6): 468-478. 
Choi, Y. J., S. E. Choi, E. S. Ha, Y. Kang, S. J. Han, D. J. Kim, K. W. Lee and H. J. Kim (2011). Involvement 
of visfatin in palmitate-induced upregulation of inflammatory cytokines in hepatocytes. Metabolism. 
United States, 2011 Elsevier Inc. 60: 1781-1789. 
Choksi, K. B. and J. Papaconstantinou (2008). "Age-related alterations in oxidatively damaged 
proteins of mouse heart mitochondrial electron transport chain complexes." Free Radical Biology and 
Medicine44(10): 1795-1805. 
Chow, L. S., S. Li, L. E. Eberly, E. R. Seaquist, J. H. Eckfeldt, R. C. Hoogeveen, D. J. Couper, L. M. Steffen 
and J. S. Pankow (2013). "Estimated plasma stearoyl co-A desaturase-1 activity and risk of incident 



237 
 

diabetes: The Atherosclerosis Risk in Communities (ARIC) study." Metabolism-Clinical and 
Experimental62(1): 100-108. 
Chung, H. Y., B. Sung, K. J. Jung, Y. Zou and B. P. Yu (2006). "The molecular inflammatory process in 
aging." Antioxidants & Redox Signaling8(3-4): 572-581. 
Ciapaite, J., J. van Bezu, G. van Eikenhorst, S. J. L. Bakker, T. Teerlink, M. Diamant, R. J. Heine, K. Krab, 
H. V. Westerhoff and C. G. Schalkwijk (2007). "Palmitate and oleate have distinct effects on the 
inflammatory phenotype of human endothelial cells." Biochimica Et Biophysica Acta-Molecular and 
Cell Biology of Lipids1771(2): 147-154. 
Cleeman, J. I., S. M. Grundy, D. Becker, L. T. Clark, R. S. Cooper, M. A. Denke, W. J. Howard, D. B. 
Hunninghake, D. R. Illingworth, R. V. Luepker, P. McBride, J. M. McKenney, R. C. Pasternak, N. J. 
Stone, L. Van Horn, H. B. Brewer, N. D. Ernst, D. Gordon, D. Levy, B. Rifkind, J. E. Rossouw, P. Savage, 
S. M. Haffner, D. G. Orloff, M. A. Proschan, J. S. Schwartz, C. T. Sempos, S. T. Shero, E. Z. Murray and 
E. Natl Cholesterol Educ Program (2001). "Executive summary of the Third Report of the National 
Cholesterol Education Program (NCEP) expert panel on detection, evaluation, and treatment of high 
blood cholesterol in adults (Adult Treatment Panel III)." Jama-Journal of the American Medical 
Association285(19): 2486-2497. 
Coe, C. L., G. D. Love, M. Karasawa, N. Kawakami, S. Kitayama, H. R. Markus, R. P. Tracy and C. D. Ryff 
(2011). "Population differences in proinflammatory biology: Japanese have healthier profiles than 
Americans." Brain Behavior and Immunity25(3): 494-502. 
Coen, P. M., J. J. Dube, F. Amati, M. Stefanovic-Racic, R. E. Ferrell, F. G. S. Toledo and B. H. 
Goodpaster (2010). "Insulin Resistance Is Associated With Higher Intramyocellular Triglycerides in 
Type I but Not Type II Myocytes Concomitant With Higher Ceramide Content." Diabetes59(1): 80-88. 
Coen, P. M., K. C. Hames, E. M. Leachman, J. P. Delany, V. B. Ritov, E. V. Menshikova, J. J. Dube, M. 
Stefanovic-Racic, F. G. Toledo and B. H. Goodpaster (2013). "Reduced skeletal muscle oxidative 
capacity and elevated ceramide but not diacylglycerol content in severe obesity." Obesity (Silver 
Spring). 
Cohen, H. J., C. F. Pieper, T. Harris, K. M. K. Rao and M. S. Currie (1997). "The association of plasma IL-
6 levels with functional disability in community-dwelling elderly." Journals of Gerontology Series a-
Biological Sciences and Medical Sciences52(4): M201-M208. 
Cole, M. A., A. J. Murray, L. E. Cochlin, L. C. Heather, S. McAleese, N. S. Knight, E. Sutton, A. Abd Jamil, 
N. Parassol and K. Clarke (2011). "A high fat diet increases mitochondrial fatty acid oxidation and 
uncoupling to decrease efficiency in rat heart." Basic Research in Cardiology106(3): 447-457. 
Coll, T., D. Alvarez-Guardia, E. Barroso, A. M. Gomez-Foix, X. Palomer, J. C. Laguna and M. Vazquez-
Carrera (2010). "Activation of Peroxisome Proliferator-Activated Receptor-delta by GW501516 
Prevents Fatty Acid-Induced Nuclear Factor-kappa B Activation and Insulin Resistance in Skeletal 
Muscle Cells." Endocrinology151(4): 1560-1569. 
Coll, T., E. Eyre, R. Rodriguez-Calvo, X. Palomer, R. M. Sanchez, M. Merlos, J. C. Laguna and M. 
Vazquez-Carrera (2008). "Oleate reverses palmitate-induced insulin resistance and inflammation in 
skeletal muscle cells." Journal of Biological Chemistry283(17): 11107-11116. 
Coll, T., M. Jove, R. Rodriguez-Calvo, E. Eyre, X. Palomer, R. M. Sanchez, M. Merlos, J. C. Laguna and 
M. Vazquez-Carrera (2006). "Palmitate-mediated downregulation of peroxisome proliferator-
activated receptor-gamma coactivator 1 alpha in skeletal muscle cells involves MEK1/2 and nuclear 
factor-kappa B activation." Diabetes55(10): 2779-2787. 
Connor, W. E., D. S. Lin and C. Colvis (1996). "Differential mobilization of fatty acids from adipose 
tissue." Journal of Lipid Research37(2): 290-298. 
Cooper, D. R., J. E. Watson and M. L. Dao (1993). "DECREASED EXPRESSION OF PROTEIN-KINASE-C 
ALPHA,BETA, AND EPSILON IN SOLEUS MUSCLE OF ZUCKER OBESE (FA/FA) RATS." 
Endocrinology133(5): 2241-2247. 
Coort, S. L. M., D. M. Hasselbaink, D. P. Y. Koonen, J. Willems, W. A. Coumans, A. Chabowski, G. J. van 
der Vusse, A. Bonen, J. F. C. Glatz and J. Luiken (2004). "Enhanced sarcolemmal FAT/CD36 content 
and triacylglycerol storage in cardiac myocytes from obese Zucker rats." Diabetes53(7): 1655-1663. 



238 
 

Corkey, B. E., J. T. Deeney, G. C. Yaney, K. Tornheim and M. Prentki (2000). "The role of long-chain 
fatty acyl-CoA esters in beta-cell signal transduction." Journal of Nutrition130(2): 299S-304S. 
Coskun, U. and K. Simons (2010). "Membrane rafting: From apical sorting to phase segregation." Febs 
Letters584(9): 1685-1693. 
Cree, M. G., B. R. Newcomer, C. S. Katsanos, M. Sheffield-Moore, D. Chinkes, A. Aarsland, R. Urban 
and R. R. Wolfe (2004). "Intramuscular and liver triglycerides are increased in the elderly." Journal of 
Clinical Endocrinology &amp; Metabolism89(8): 3864-3871. 
Cros, J., N. Cagnard, K. Woollard, N. Patey, S. Y. Zhang, B. Senechal, A. Puel, S. K. Biswas, D. Moshous, 
C. Picard, J. P. Jais, D. D'Cruz, J. L. Casanova, C. Trouillet and F. Geissmann (2010). "Human CD14(dim) 
Monocytes Patrol and Sense Nucleic Acids and Viruses via TLR7 and TLR8 Receptors." Immunity33(3): 
375-386. 
Crunkhorn, S., F. Dearie, C. Mantzoros, H. Gami, W. S. da Silva, D. Espinoza, R. Faucette, K. Barry, A. C. 
Bianco and M. E. Patti (2007). "Peroxisome proliferator activator receptor gamma coactivator-1 
expression is reduced in obesity - Potential pathogenic role of saturated fatty acids and p38 mitogen-
activated protein kinase activation." Journal of Biological Chemistry282(21): 15439-15450. 
Cui, W., J. Ma, X. Q. Wang, W. J. Yang, J. Zhang and Q. H. Ji (2013). "Free Fatty Acid Induces 
Endoplasmic Reticulum Stress and Apoptosis of beta-cells by Ca2+/Calpain-2 Pathways." Plos 
One8(3). 
Cury-Boaventura, M. F., C. Pompeia and R. Curi (2005). "Comparative toxicity of oleic acid and linoleic 
acid on Raji cells." Nutrition21(3): 395-405. 
Cyrus, T., J. L. Witztum, D. J. Rader, R. Tangirala, S. Fazio, M. F. Linton and C. D. Funk (1999). 
"Disruption of the 12/15-lipoxygenase gene diminishes atherosclerosis in apo E-deficient mice." 
Journal of Clinical Investigation103(11): 1597-1604. 
Dasu, M. R. and I. Jialal (2011). "Free fatty acids in the presence of high glucose amplify monocyte 
inflammation via Toll-like receptors." American Journal of Physiology-Endocrinology and 
Metabolism300(1): E145-E154. 
Davis, J. E., N. K. Gabler, J. Walker-Daniels and M. E. Spurlock (2009). "The c-Jun N-Terminal Kinase 
Mediates the Induction of Oxidative Stress and Insulin Resistance by Palmitate and Toll-like Receptor 
2 and 4 Ligands in 3T3-L1 Adipocytes." Hormone and Metabolic Research41(7): 523-530. 
de Ferranti, S. and D. Mozaffarian (2008). "The perfect storm: Obesity, adipocyte dysfunction, and 
metabolic consequences." Clinical Chemistry54(6): 945-955. 
de Jongh, R. T., E. H. Serne, R. G. Ijzerman, G. de Vries and C. D. A. Stehouwer (2004). "Free fatty acid 
levels modulate microvascular function - Relevance for obesity-associated insulin resistance, 
hypertension, and microangiopathy." Diabetes53(11): 2873-2882. 
de Kreutzenberg, S. V., C. Crepaldi, S. Marchetto, L. Calo, A. Tiengo, S. Del Prato and A. Avogaro 
(2000). "Plasma free fatty acids and endothelium-dependent vasodilation: Effect of chain-length and 
cyclooxygenase inhibition." Journal of Clinical Endocrinology and Metabolism85(2): 793-798. 
de Tena, J. G. (2005). "Inflammation, atherosclerosis, and coronary artery disease." New England 
Journal of Medicine353(4): 429-429. 
DeLany, J. P., M. M. Windhauser, C. M. Champagne and G. A. Bray (2000). "Differential oxidation of 
individual dietary fatty acids in humans." American Journal of Clinical Nutrition72(4): 905-911. 
DeNino, W. F., A. Tchernof, I. J. Dionne, M. J. Toth, P. A. Ades, C. K. Sites and E. T. Poehlman (2001). 
"Contribution of abdominal adiposity to age-related differences in insulin sensitivity and plasma 
lipids in healthy nonobese women." Diabetes Care24(5): 925-932. 
Denk, G. U., C. P. Kleiss, R. Wimmer, T. Vennegeerts, F. P. Reiter, S. Schulz, H. Zischka and C. Rust 
(2012). "Tauro-beta-muricholic acid restricts bile acid-induced hepatocellular apoptosis by preserving 
the mitochondrial membrane potential." Biochemical and Biophysical Research 
Communications424(4): 758-764. 
deServi, S., A. Mazzone, G. Ricevuti, I. Mazzucchelli, G. Fossati, L. Angoli, P. Valentini, E. Boschetti and 
G. Specchia (1996). "Expression of neutrophil and monocyte CD 11 B/CD 18 adhesion molecules at 



239 
 

different sites of the coronary tree in unstable angina pectoris." American Journal of Cardiology78(5): 
564-&. 
Devadas, S., L. Zaritskaya, S. G. Rhee, L. Oberley and M. S. Williams (2002). "Discrete generation of 
superoxide and hydrogen peroxide by T cell receptor stimulation: Selective regulation of mitogen-
activated protein kinase activation and Fas ligand expression." Journal of Experimental 
Medicine195(1): 59-70. 
Devitt, A., S. Pierce, C. Oldreive, W. H. Shingler and C. D. Gregory (2003). "CD14-dependent clearance 
of apoptotic cells by human macrophages: the role of phosphatidyiserine." Cell Death and 
Differentiation10(3): 371-382. 
Dietschy, J. M. (1998). "Dietary fatty acids and the regulation of plasma low density lipoprotein 
cholesterol concentrations." Journal of Nutrition128(2): 444S-448S. 
Dietze-Schroeder, D., H. Sell, M. Uhlig, M. Koenen and J. Eckel (2005). "Autocrine action of 
adiponectin on human fat cells prevents the release of insulin resistance-inducing factors." 
Diabetes54(7): 2003-2011. 
Dixon, D. L., K. M. Griggs, A. D. Bersten and C. G. De Pasquale (2011). "Systemic inflammation and cell 
activation reflects morbidity in chronic heart failure." Cytokine56(3): 593-599. 
Do, H. J., H. K. Chung, J. Moon and M.-J. Shin (2011). "Relationship between the estimates of 
desaturase activities and cardiometabolic phenotypes in Koreans." Journal of Clinical Biochemistry 
and Nutrition49(2): 131-135. 
Dou, X. B., Z. G. Wang, T. Yao and Z. Y. Song (2011). "Cysteine aggravates palmitate-induced cell 
death in hepatocytes." Life Sciences89(23-24): 878-885. 
Draude, G., P. Von Hundelshausen, M. Frankenberger, H. W. L. Ziegler-Heitbrock and C. Weber 
(1999). "Distinct scavenger receptor expression and function in the human CD14(+)/CD16(+) 
monocyte subset." American Journal of Physiology-Heart and Circulatory Physiology276(4): H1144-
H1149. 
Dresner, A., D. Laurent, M. Marcucci, M. E. Griffin, S. Dufour, G. W. Cline, L. A. Slezak, D. K. Andersen, 
R. S. Hundal, D. L. Rothman, K. F. Petersen and G. I. Shulman (1999). "Effects of free fatty acids on 
glucose transport and IRS-1-associated phosphatidylinositol 3-kinase activity." Journal of Clinical 
Investigation103(2): 253-259. 
Drevets, D. A., M. J. Dillon, J. S. Schawang, N. van Rooijen, J. Ehrchen, C. Sunderkotter and P. J. M. 
Leenen (2004). "The Ly-6C(high) monocyte subpopulation transports Listeria monocytogenes into the 
brain during systemic infection of mice." Journal of Immunology172(7): 4418-4424. 
Dube, J. J., F. Amati, M. Stefanovic-Racic, F. G. S. Toledo, S. E. Sauers and B. H. Goodpaster (2008). 
"Exercise-induced alterations in intramyocellular lipids and insulin resistance: the athlete's paradox 
revisited." American Journal of Physiology-Endocrinology and Metabolism294(5): E882-E888. 
Dunay, I. R., R. A. DaMatta, B. Fux, R. Presti, S. Greco, M. Colonna and L. D. Sibley (2008). "Gr1(+) 
inflammatory monocytes are required for mucosal resistance to the pathogen Toxoplasma gondii." 
Immunity29(2): 306-317. 
Dunne, J. L., C. M. Ballantyne, A. L. Beaudet and K. Ley (2002). "Control of leukocyte rolling velocity in 
TNF-alpha-induced inflammation by LFA-1 and Mac-1." Blood99(1): 336-341. 
Dunston, C. R. and H. R. Griffiths (2010). "The effect of ageing on macrophage Toll-like receptor-
mediated responses in the fight against pathogens." Clinical and Experimental Immunology161(3): 
407-416. 
Duval, C., N. Auge, M. F. Frisach, L. Casteilla, R. Salvayre and A. Negre-Salvayre (2002). "Mitochondrial 
oxidative stress is modulated by oleic acid via an epidermal growth factor receptor-dependent 
activation of glutathione peroxidase." Biochemical Journal367: 889-894. 
Ebbesson, S. O. E., J. C. Lopez-Alvarenga, P. M. Okin, R. B. Devereux, M. E. Tejero, W. S. Harris, L. O. E. 
Ebbesson, J. W. MacCluer, C. Wenger, S. Laston, R. R. Fabsitz, J. Kennish, W. J. Howard, B. V. Howard, 
J. Umans and A. G. Comuzzie (2012). "Heart rate is associated with markers of fatty acid 
desaturation: the GOCADAN study." International Journal of Circumpolar Health71. 



240 
 

Eisenberg, S. (1987). "LIPOPROTEIN ABNORMALITIES IN HYPERTRIGLYCERIDEMIA - SIGNIFICANCE IN 
ATHEROSCLEROSIS." American Heart Journal113(2): 555-561. 
Elgazar-Carmon, V., A. Rudich, N. Hadad and R. Levy (2008). "Neutrophils transiently infiltrate intra-
abdominal fat early in the course of high-fat feeding." Journal of Lipid Research49(9): 1894-1903. 
Elhage, R., A. Maret, M. T. Pieraggi, J. C. Thiers, J. F. Arnal and F. Bayard (1998). "Differential effects 
of interleukin-1 receptor antagonist and tumor necrosis factor binding protein on fatty-streak 
formation in apolipoprotein E-deficient mice." Circulation97(3): 242-244. 
Ellis, B. A., A. Poynten, A. J. Lowy, S. M. Furler, D. J. Chisholm, E. W. Kraegen and G. J. Cooney (2000). 
"Long-chain acyl-CoA esters as indicators of lipid metabolism and insulin sensitivity in rat and human 
muscle." American Journal of Physiology-Endocrinology and Metabolism279(3): E554-E560. 
Endres, S., R. Ghorbani, V. E. Kelley, K. Georgilis, G. Lonnemann, J. W. M. Vandermeer, J. G. Cannon, 
T. S. Rogers, M. S. Klempner, P. C. Weber, E. J. Schaefer, S. M. Wolff and C. A. Dinarello (1989). "THE 
EFFECT OF DIETARY SUPPLEMENTATION WITH N-3 POLY-UNSATURATED FATTY-ACIDS ON THE 
SYNTHESIS OF INTERLEUKIN-1 AND TUMOR NECROSIS FACTOR BY MONONUCLEAR-CELLS." New 
England Journal of Medicine320(5): 265-271. 
Endresen, M. J., E. Tosti, H. Heimli, B. Lorentzen and T. Henriksen (1994). "EFFECTS OF FREE FATTY-
ACIDS FOUND INCREASED IN WOMEN WHO DEVELOP PREECLAMPSIA ON THE ABILITY OF 
ENDOTHELIAL-CELLS TO PRODUCE PROSTACYCLIN, CGMP AND INHIBIT PLATELET-AGGREGATION." 
Scandinavian Journal of Clinical & Laboratory Investigation54(7): 549-557. 
Enos, R. T., J. M. Davis, K. T. Velazquez, J. L. McClellan, S. D. Day, K. A. Carnevale and E. A. Murphy 
(2013). "Influence of dietary saturated fat content on adiposity, macrophage behavior, inflammation, 
and metabolism: composition matters." Journal of Lipid Research54(1): 152-163. 
Enzi, G., M. Gasparo, P. R. Biondetti, D. Fiore, M. Semisa and F. Zurlo (1986). "SUBCUTANEOUS AND 
VISCERAL FAT DISTRIBUTION ACCORDING TO SEX, AGE, AND OVERWEIGHT, EVALUATED BY 
COMPUTED-TOMOGRAPHY." American Journal of Clinical Nutrition44(6): 739-746. 
Erden-Inal, M., E. Sunal and G. Kanbak (2002). "Age-related changes in the glutathione redox 
system." Cell Biochemistry and Function20(1): 61-66. 
Ershler, W. B., W. H. Sun, N. Binkley, S. Gravenstein, M. J. Volk, G. Kamoske, R. G. Klopp, E. B. 
Roecker, R. A. Daynes and R. Weindruch (1993). "INTERLEUKIN-6 AND AGING - BLOOD-LEVELS AND 
MONONUCLEAR CELL PRODUCTION INCREASE WITH ADVANCING AGE AND IN-VITRO PRODUCTION IS 
MODIFIABLE BY DIETARY RESTRICTION." Lymphokine and Cytokine Research12(4): 225-230. 
Erwig, L.-P. and P. M. Henson (2007). "Immunological consequences of apoptotic cell phagocytosis." 
American Journal of Pathology171(1): 2-8. 
Esenabhalu, V. E., G. Schaeffer and W. F. Graier (2003). "Free fatty acid overload attenuates Ca2+ 
signaling and NO production in endothelial cells." Antioxidants & Redox Signaling5(2): 147-153. 
Evangelista, V., Z. Pamuklar, A. Piccoli, S. Manarini, G. Dell'Elba, R. Pecce, N. Martelli, L. Federico, M. 
Rojas, G. Berton, C. A. Lowell, L. Totani and S. S. Smyth (2007). "Src family kinases mediate neutrophil 
adhesion to adherent platelets." Blood109(6): 2461-2469. 
Faergeman, N. J. and J. Knudsen (1997). "Role of long-chain fatty acyl-CoA esters in the regulation of 
metabolism and in cell signalling." Biochemical Journal323: 1-12. 
Fagiolo, U., A. Cossarizza, E. Scala, E. Fanalesbelasio, C. Ortolani, E. Cozzi, D. Monti, C. Franceschi and 
R. Paganelli (1993). "INCREASED CYTOKINE PRODUCTION IN MONONUCLEAR-CELLS OF HEALTHY 
ELDERLY PEOPLE." European Journal of Immunology23(9): 2375-2378. 
Fahy, E., S. Subramaniam, H. A. Brown, C. K. Glass, A. H. Merrill, R. C. Murphy, C. R. H. Raetz, D. W. 
Russell, Y. Seyama, W. Shaw, T. Shimizu, F. Spener, G. van Meer, M. S. VanNieuwenhze, S. H. White, J. 
L. Witztum and E. A. Dennis (2005). "A comprehensive classification system for lipids." Journal of 
Lipid Research46(5): 839-861. 
Faloia, E., G. Tirabassi, P. Canibus and M. Boscaro (2009). "Protective effect of leg fat against 
cardiovascular risk factors in obese premenopausal women." Nutrition Metabolism and 
Cardiovascular Diseases19(1): 39-44. 



241 
 

Fan, J.-G. and G. C. Farrell (2009). "Epidemiology of non-alcoholic fatty liver disease in China." Journal 
of Hepatology50(1): 204-210. 
Fan, J. G., J. N. Zhu, X. J. Li, L. Chen, Y. S. Lu, L. Li, F. Dai, F. Li and S. Y. Chen (2005). "Fatty liver and the 
metabolic syndrome among Shanghai adults." Journal of Gastroenterology and Hepatology20(12): 
1825-1832. 
Fantin, F., A. P. Rossi, M. Cazzadori, G. Comellato, G. Mazzali, M. P. Gozzoli, E. Grison and M. Zamboni 
(2013). "Central and peripheral fat and subclinical vascular damage in older women." Age and 
Ageing42(3): 359-365. 
Febbraio, M., N. A. Abumrad, D. P. Hajjar, K. Sharma, W. L. Cheng, S. F. A. Pearce and R. L. Silverstein 
(1999). "A null mutation in murine CD36 reveals an important role in fatty acid and lipoprotein 
metabolism." Journal of Biological Chemistry274(27): 19055-19062. 
Febbraio, M., E. Guy and R. L. Silverstein (2004). "Stem cell transplantation reveals that absence of 
macrophage CD36 is protective against atherosclerosis." Arteriosclerosis Thrombosis and Vascular 
Biology24(12): 2333-2338. 
Febbraio, M., D. P. Hajjar and R. L. Silverstein (2001). "CD36: a class B scavenger receptor involved in 
angiogenesis, atherosclerosis, inflammation, and lipid metabolism." Journal of Clinical 
Investigation108(6): 785-791. 
Febbraio, M., E. A. Podrez, J. D. Smith, D. P. Hajjar, S. L. Hazen, H. F. Hoff, K. Sharma and R. L. 
Silverstein (2000). "Targeted disruption of the class B scavenger receptor CD36 protects against 
atherosclerotic lesion development in mice." Journal of Clinical Investigation105(8): 1049-1056. 
Feng, J. W., J. H. Han, S. F. A. Pearce, R. L. Silverstein, A. M. Gotto, D. P. Hajjar and A. C. Nicholson 
(2000). "Induction of CD36 expression by oxidized LDL and IL-4 by a common signaling pathway 
dependent on protein kinase C and PPAR-gamma." Journal of Lipid Research41(5): 688-696. 
Fernandez-Real, J. M., M. Broch, J. Vendrell and W. Ricart (2003). "Insulin resistance, inflammation, 
and serum fatty acid composition." Diabetes Care26(5): 1362-1368. 
Ferrannini, E., E. J. Barrett, S. Bevilacqua and R. A. Defronzo (1983). "EFFECT OF FATTY-ACIDS ON 
GLUCOSE-PRODUCTION AND UTILIZATION IN MAN." Journal of Clinical Investigation72(5): 1737-
1747. 
Ferrannini, E., S. Vichi, H. BeckNielsen, M. Laakso, G. Paolisso and U. Smith (1996). "Insulin action and 
age." Diabetes45(7): 947-953. 
Ferrara, L. A., A. S. Raimondi, L. d'Episcopo, L. Guida, A. Dello Russo and T. Marotta (2000). "Olive oil 
and reduced need for antihypertensive medications." Archives of Internal Medicine160(6): 837-842. 
Ferreira, I., M. B. Snijder, J. W. R. Twisk, W. van Mechelen, H. C. G. Kemper, J. C. Seidell and C. D. A. 
Stehouwer (2004). "Central fat mass versus peripheral fat and lean mass: Opposite (adverse versus 
favorable) associations with arterial stiffness? The Amsterdam Growth and Health Longitudinal 
Study." Journal of Clinical Endocrinology &amp; Metabolism89(6): 2632-2639. 
Ferreira, I., M. B. Snijder, J. W. R. Twisk, W. van Mechelen, H. C. G. Kemper, J. C. Seidell and C. D. A. 
Stehouwer (2004). "Central fat mass versus peripheral fat and lean mass: Opposite (adverse versus 
favorable) associations with arterial stiffness? The Amsterdam Growth and Health Longitudinal 
Study." Journal of Clinical Endocrinology & Metabolism89(6): 2632-2639. 
Ferrucci, L., T. B. Harris, J. M. Guralnik, R. P. Tracy, M. C. Corti, H. J. Cohen, B. Penninx, M. Pahor, R. 
Wallace and R. J. Havlik (1999). "Serum IL-6 level and the development of disability in older persons." 
Journal of the American Geriatrics Society47(6): 639-646. 
Fessler, M. B., L. L. Rudel and J. M. Brown (2009). "Toll-like receptor signaling links dietary fatty acids 
to the metabolic syndrome." Current Opinion in Lipidology20(5): 379-385. 
Fietta, A., C. Merlini, C. Dossantos, S. Rovida and C. Grassi (1994). "INFLUENCE OF AGING ON SOME 
SPECIFIC AND NONSPECIFIC MECHANISMS OF THE HOST-DEFENSE SYSTEM IN 146 HEALTHY-
SUBJECTS." Gerontology40(5): 237-245. 
Fink, R. I., O. G. Kolterman, J. Griffin and J. M. Olefsky (1983). "MECHANISMS OF INSULIN RESISTANCE 
IN AGING." Journal of Clinical Investigation71(6): 1523-1535. 
Finkel, T. (2011). "Signal transduction by reactive oxygen species." Journal of Cell Biology194(1): 7-15. 



242 
 

Flannery, C., S. Dufour, R. Rabol, G. I. Shulman and K. F. Petersen (2012). "Skeletal Muscle Insulin 
Resistance Promotes Increased Hepatic De Novo Lipogenesis, Hyperlipidemia, and Hepatic Steatosis 
in the Elderly." Diabetes61(11): 2711-2717. 
Forouhi, N. G., G. Jenkinson, E. L. Thomas, S. Mullick, S. Mierisova, U. Bhonsle, P. M. McKeigue and J. 
D. Bell (1999). "Relation of triglyceride stores in skeletal muscle cells to central obesity and insulin 
sensitivity in European and South Asian men." Diabetologia42(8): 932-935. 
Forsey, R. J., J. M. Thompson, J. Ernerudh, T. L. Hurst, J. Strindhall, B. Johansson, B. O. Nilsson and A. 
Wikby (2003). "Plasma cytokine profiles in elderly humans." Mechanisms of Ageing and 
Development124(4): 487-493. 
Fortier, M., J. Tremblay-Mercier, M. Plourde, R. Chouinard-Watkins, M. Vandal, F. Pifferi, E. 
Freemantle and S. C. Cunnane (2010). "Higher plasma n-3 fatty acid status in the moderately healthy 
elderly in southern Quebec: Higher fish intake or aging-related change in n-3 fatty acid metabolism?" 
Prostaglandins Leukotrienes and Essential Fatty Acids82(4-6): 277-280. 
Fox, T. E., K. L. Houck, S. M. O'Neill, M. Nagarajan, T. C. Stover, P. T. Pomianowski, O. Unal, J. K. Yun, 
S. J. Naides and M. Kester (2007). "Ceramide recruits and activates protein kinase C zeta (PKC zeta) 
within structured membrane microdomains." Journal of Biological Chemistry282(17): 12450-12457. 
Franceschi, C., M. Bonafe, S. Valensin, F. Olivieri, M. De Luca, E. Ottaviani and G. De Benedictis 
(2000). "Inflamm-aging - An evolutionary perspective on immunosenescence." Molecular and Cellular 
Gerontology908: 244-254. 
Frangioudakis, G., J. Garrard, K. Raddatz, J. L. Nadler, T. W. Mitchell and C. Schmitz-Peiffer (2010). 
"Saturated- and n-6 Polyunsaturated-Fat Diets Each Induce Ceramide Accumulation in Mouse 
Skeletal Muscle: Reversal and Improvement of Glucose Tolerance by Lipid Metabolism Inhibitors." 
Endocrinology151(9): 4187-4196. 
Frankenberger, M., T. Sternsdorf, H. Pechumer, A. Pforte and H. W. L. ZieglerHeitbrock (1996). 
"Differential cytokine expression in human blood monocyte subpopulations: A polymerase chain 
reaction analysis." Blood87(1): 373-377. 
Frayn, K. N., C. M. Williams and P. Arner (1996). "Are increased plasma nonesterified fatty acid 
concentrations a risk marker for coronary heart disease and other chronic diseases?" Clinical 
Science90(4): 243-253. 
Freedland, E. S. (2004). "Role of a critical visceral adipose tissue threshold (CVATT) in metabolic 
syndrome: implications for controlling dietary carbohydrates: a review." Nutr Metab (Lond)1(1): 12. 
Frenais, R., H. Nazih, K. Ouguerram, C. Maugeais, Y. Zair, J. M. Bard, B. Charbonnel, T. Magot and M. 
Krempf (2001). "In vivo evidence for the role of lipoprotein lipase activity in the regulation of 
apolipoprotein AI metabolism: A kinetic study in control subjects and patients with type II diabetes 
mellitus." Journal of Clinical Endocrinology & Metabolism86(5): 1962-1967. 
Frith, J., C. P. Day, E. Henderson, A. D. Burt and J. L. Newton (2009). "Non-Alcoholic Fatty Liver 
Disease in Older People." Gerontology55(6): 607-613. 
Fujihara, M., M. Fukata, K. Odashiro, T. Maruyama, K. Akashi and Y. Yokoi (2013). "Reduced Plasma 
Eicosapentaenoic Acid-Arachidonic Acid Ratio in Peripheral Artery Disease." Angiology64(2): 112-118. 
Fujisaka, S., I. Usui, A. Bukhari, Y. Kanatani, S. Senda, Y. Yamazaki, H. Suzuki, M. Ishiki, A. Aminuddin, 
M. Urakaze and K. Tobe (2010). "Regulatory mechanisms for adipose tissue macrophages in diet-
induced obese mice." Endocrine Journal57: S419-S420. 
Fuke, Y., S. Okabe, N. Kajiwara, K. Suastika, A. A. G. Budhiarta, S. Maehata and H. Taniguchi (2005). 
Increase of visceral fat area in Indonesians and Japanese with normal BMI. 13th Korea-Japan 
Symposium on Diabetes Mellitus, Seoul, SOUTH KOREA. 
Fung, T. T., E. B. Rimm, D. Spiegelman, N. Rifai, G. H. Tofler, W. C. Willett and F. B. Hu (2001). 
"Association between dietary patterns and plasma biomarkers of obesity and cardiovascular disease 
risk." American Journal of Clinical Nutrition73(1): 61-67. 
Futerman, A. H. and H. Riezman (2005). "The ins and outs of sphingolipid synthesis." Trends in Cell 
Biology15(6): 312-318. 



243 
 

Gaggini, M., M. Morelli, E. Buzzigoli, R. A. DeFronzo, E. Bugianesi and A. Gastaldelli (2013). "Non-
Alcoholic Fatty Liver Disease (NAFLD) and Its Connection with Insulin Resistance, Dyslipidemia, 
Atherosclerosis and Coronary Heart Disease." Nutrients5(5): 1544-1560. 
Gahmberg, C. G., M. Tolvanen and P. Kotovuori (1997). "Leukocyte adhesion - Structure and function 
of human leukocyte beta(2)-integrins and their cellular ligands." European Journal of 
Biochemistry245(2): 215-232. 
Gallagher, D., E. Ruts, M. Visser, S. Heshka, R. N. Baumgartner, J. Wang, R. N. Pierson, F. X. Pi-Sunyer 
and S. B. Heymsfield (2000). "Weight stability masks sarcopenia in elderly men and women." 
American Journal of Physiology-Endocrinology and Metabolism279(2): E366-E375. 
Gallai, V., P. Sarchielli, A. Trequattrini, M. Franceschini, A. Floridi, C. Firenze, A. Alberti, D. 
Dibenedetto and E. Stragliotto (1995). "CYTOKINE SECRETION AND EICOSANOID PRODUCTION IN THE 
PERIPHERAL-BLOOD MONONUCLEAR-CELLS OF MS PATIENTS UNDERGOING DIETARY 
SUPPLEMENTATION WITH N-3 POLYUNSATURATED FATTY-ACIDS." Journal of 
Neuroimmunology56(2): 143-153. 
Gangoiti, P., L. Camacho, L. Arana, A. Ouro, M. H. Granado, L. Brizuela, J. Casas, G. Fabrias, J. L. Abad, 
A. Delgado and A. Gomez-Munoz (2010). "Control of metabolism and signaling of simple bioactive 
sphingolipids: Implications in disease." Progress in Lipid Research49(4): 316-334. 
Gao, C. L., C. Zhu, Y. P. Zhao, X. H. Chen, C. B. Ji, C. M. Zhang, J. G. Zhu, Z. K. Xia, M. L. Tong and X. R. 
Guo (2010). "Mitochondrial dysfunction is induced by high levels of glucose and free fatty acids in 
3T3-L1 adipocytes." Molecular and Cellular Endocrinology320(1-2): 25-33. 
Gao, D., C. J. Bailey and H. R. Griffiths (2009). "Metabolic memory effect of the saturated fatty acid, 
palmitate, in monocytes." Biochem Biophys Res Commun388(2): 278-282. 
Gao, D., H. R. Griffiths and C. J. Bailey (2007). "Palmitate induces insulin resistance in monocytes and 
increases expression of the integrin CD11b." Proceedings of the Nutrition Society66: 44A-44A. 
Gao, D., H. R. Griffiths and C. J. Bailey (2009). "Oleate protects against palmitate-induced insulin 
resistance in L6 myotubes." British Journal of Nutrition102(11): 1557-1563. 
Gao, D., C. Pararasa, C. R. Dunston, C. J. Bailey and H. R. Griffiths (2012). "Palmitate promotes 
monocyte atherogenicity via de novo ceramide synthesis." Free Radical Biology and Medicine53(4): 
796-806. 
Gao, X., X. L. Zhao, Y. H. Zhu, X. M. Li, Q. Xu, H. D. Lin and M. W. Wang (2011). "Tetramethylpyrazine 
protects palmitate-induced oxidative damage and mitochondrial dysfunction in C2C12 myotubes." 
Life Sciences88(17-18): 803-809. 
Gao, Z. G., X. Y. Zhang, A. Zuberi, D. Hwang, M. J. Quon, M. Lefevre and J. P. Ye (2004). "Inhibition of 
insulin sensitivity by free fatty acids requires activation of multiple serine kinases in 3T3-L1 
adipocytes." Molecular Endocrinology18(8): 2024-2034. 
Garcia-Serrano, S., I. Moreno-Santos, L. Garrido-Sanchez, C. Gutierrez-Repiso, J. M. Garcia-Almeida, J. 
Garcia-Arnes, J. Rivas-Marin, J. L. Gallego-Perales, E. Garcia-Escobar, G. Rojo-Martinez, F. Tinahones, 
F. Soriguer, M. Macias-Gonzalez and E. Garcia-Fuentes (2011). "Stearoyl-CoA Desaturase-1 Is 
Associated with Insulin Resistance in Morbidly Obese Subjects." Molecular Medicine17(3-4): 273-280. 
Garcia, M. C., M. Amankwa-Sakyi and T. J. Flynn (2011). "Cellular glutathione in fatty liver in vitro 
models." Toxicology in Vitro25(7): 1501-1506. 
Garg, A. (1998). "High-monounsaturated-fat diets for patients with diabetes mellitus: a meta-
analysis." American Journal of Clinical Nutrition67(3): 577S-582S. 
Garland, M., F. M. Sacks, G. A. Colditz, E. B. Rimm, L. A. Sampson, W. C. Willett and D. J. Hunter 
(1998). "The relation between dietary intake and adipose tissue composition of selected fatty acids in 
US women." American Journal of Clinical Nutrition67(1): 25-30. 
Gastaldelli, A., Y. Miyazaki, M. Pettiti, E. Buzzigoli, S. Mahankali, E. Ferrannini and R. A. DeFronzo 
(2004). "Separate contribution of diabetes, total fat mass, and fat topography to glucose production, 
gluconeogenesis, and glycogenolysis." Journal of Clinical Endocrinology & Metabolism89(8): 3914-
3921. 



244 
 

Gaster, M., A. C. Rustan and H. Beck-Nielsen (2005). "Differential utilization of saturated palmitate 
and unsaturated oleate - Evidence from cultured myotubes." Diabetes54(3): 648-656. 
Gatidis, S., C. Zelenak, A. Fajol, E. Lang, K. Jilani, D. Michael, S. M. Qadri and F. Lang (2011). "p38 
MAPK Activation and Function following Osmotic Shock of Erythrocytes." Cellular Physiology and 
Biochemistry28(6): 1279-1286. 
Gavino, G. R. and V. C. Gavino (1991). "RAT-LIVER OUTER MITOCHONDRIAL CARNITINE 
PALMITOYLTRANSFERASE ACTIVITY TOWARDS LONG-CHAIN POLYUNSATURATED FATTY-ACIDS AND 
THEIR COA ESTERS." Lipids26(4): 266-270. 
Gehrmann, W., M. Elsner and S. Lenzen (2010). "Role of metabolically generated reactive oxygen 
species for lipotoxicity in pancreatic beta-cells." Diabetes Obesity & Metabolism12: 149-158. 
Geissmann, F., S. Jung and D. R. Littman (2003). "Blood monocytes consist of two principal subsets 
with distinct migratory properties." Immunity19(1): 71-82. 
Gertz, M., F. Fischer, D. Wolters and C. Steegborn (2008). "Activation of the lifespan regulator 
p66(Shc) through reversible disulfide bond formation." Proceedings of the National Academy of 
Sciences of the United States of America105(15): 5705-5709. 
Giulietti, A., E. van Etten, L. Overbergh, K. Stoffels, R. Bouillon and C. Mathieu (2007). "Monocytes 
from type 2 diabetic patients have a pro-inflammatory profile - 1,25-Dihydroxyvitamin D-3 works as 
anti-inflammatory." Diabetes Research and Clinical Practice77(1): 47-57. 
Gleissner, C. A., I. Shaked, C. Erbel, D. Bockler, H. A. Katus and K. Ley (2010). "CXCL4 Downregulates 
the Atheroprotective Hemoglobin Receptor CD163 in Human Macrophages." Circulation 
Research106(1): 203-211. 
Goerdt, S. and C. E. Orfanos (1999). "Other functions, other genes: Alternative activation of antigen-
presenting cells." Immunity10(2): 137-142. 
Golay, A., A. L. M. Swislocki, Y. D. I. Chen and G. M. Reaven (1987). "RELATIONSHIPS BETWEEN 
PLASMA-FREE FATTY-ACID CONCENTRATION, ENDOGENOUS GLUCOSE-PRODUCTION, AND FASTING 
HYPERGLYCEMIA IN NORMAL AND NON-INSULIN-DEPENDENT DIABETIC INDIVIDUALS." Metabolism-
Clinical and Experimental36(7): 692-696. 
Gomez, C. R., V. Nomellini, D. E. Faunce and E. J. Kovacs (2008). "Innate immunity and aging." 
Experimental Gerontology43(8): 718-728. 
Goodpaster, B. H., J. He, S. Watkins and D. E. Kelley (2001). "Skeletal muscle lipid content and insulin 
resistance: Evidence for a paradox in endurance-trained athletes." Journal of Clinical Endocrinology 
&amp; Metabolism86(12): 5755-5761. 
Goodpaster, B. H., S. Krishnaswami, T. B. Harris, A. Katsiaras, S. B. Kritchevsky, E. M. Simonsick, M. 
Nevitt, P. Holvoet and A. B. Newman (2005). "Obesity, regional body fat distribution, and the 
metabolic syndrome in older men and women." Archives of Internal Medicine165(7): 777-783. 
Goodpaster, B. H., R. Theriault, S. C. Watkins and D. E. Kelley (2000). "Intramuscular lipid content is 
increased in obesity and decreased by weight loss." Metabolism-Clinical and Experimental49(4): 467-
472. 
Gordon, S. (2003). "Alternative activation of macrophages." Nature Reviews Immunology3(1): 23-35. 
Grant, M. M., V. S. Barber and H. R. Griffiths (2005). "The presence of ascorbate induces expression 
of brain derived neurotrophic factor in SH-SY5Y neuroblastorna cells after peroxide insult, which is 
associated with increased survival." Proteomics5(2): 534-540. 
Gray, R. E., C. J. Tanner, W. J. Pories, K. G. MacDonald and J. A. Houmard (2003). "Effect of weight 
loss on muscle lipid content in morbidly obese subjects." American Journal of Physiology-
Endocrinology and Metabolism284(4): E726-E732. 
Greco, A. V., G. Mingrone, A. Giancaterini, M. Manco, M. Morroni, S. Cinti, M. Granzotto, R. Vettor, S. 
Camastra and E. Ferrannini (2002). "Insulin resistance in morbid obesity - Reversal with 
intramyocellular fat depletion." Diabetes51(1): 144-151. 
Griel, A. E. and P. M. Kris-Etherton (2006). "Beyond saturated fat: The importance of the dietary fatty 
acid profile on cardiovascular disease." Nutrition Reviews64(5): 257-262. 



245 
 

Griffin, M. E., M. J. Marcucci, G. W. Cline, K. Bell, N. Barucci, D. Lee, L. J. Goodyear, E. W. Kraegen, M. 
F. White and G. I. Shulman (1999). "Free fatty acid-induced insulin resistance is associated with 
activation of protein kinase C theta and alterations in the insulin signaling cascade." Diabetes48(6): 
1270-1274. 
Grimsgaard, S., K. H. Bonaa, B. K. Jacobsen and K. S. Bjerve (1999). "Plasma saturated and linoleic 
fatty acids are independently associated with blood pressure." Hypertension34(3): 478-483. 
Groop, L. C., R. C. Bonadonna, S. Delprato, K. Ratheiser, K. Zyck, E. Ferrannini and R. A. Defronzo 
(1989). "GLUCOSE AND FREE FATTY-ACID METABOLISM IN NON-INSULIN-DEPENDENT DIABETES-
MELLITUS - EVIDENCE FOR MULTIPLE SITES OF INSULIN RESISTANCE." Journal of Clinical 
Investigation84(1): 205-213. 
Gross, D. N., M. Wan and M. J. Birnbaum (2009). "The role of FOXO in the regulation of metabolism." 
Current Diabetes Reports9(3): 208-214. 
Gual, P., Y. Le Marchand-Brustel and J. F. Tanti (2005). "Positive and negative regulation of insulin 
signaling through IRS-1 phosphorylation." Biochimie87(1): 99-109. 
Gueraud, F., M. Atalay, N. Bresgen, A. Cipak, P. M. Eckl, L. Huc, I. Jouanin, W. Siems and K. Uchida 
(2010). "Chemistry and biochemistry of lipid peroxidation products." Free Radical Research44(10): 
1098-1124. 
Guillou, H., D. Zadravec, P. G. P. Martin and A. Jacobsson (2010). "The key roles of elongases and 
desaturases in mammalian fatty acid metabolism: Insights from transgenic mice." Progress in Lipid 
Research49(2): 186-199. 
Gumbiner, B., A. W. Thorburn, T. M. Ditzler, F. Bulacan and R. R. Henry (1992). "ROLE OF IMPAIRED 
INTRACELLULAR GLUCOSE-METABOLISM IN THE INSULIN RESISTANCE OF AGING." Metabolism-
Clinical and Experimental41(10): 1115-1121. 
Guo, W., S. Wong, W. Xie, T. Lei and Z. Luo (2007). "Palmitate modulates intracellular signaling, 
induces endoplasmic reticulum stress, and causes apoptosis in mouse 3T3-L1 and rat primary 
preadipocytes." American Journal of Physiology-Endocrinology and Metabolism293(2): E576-E586. 
Guy, E., S. Kuchibhotla, R. Silverstein and M. Febbraio (2007). "Continued inhibition of atherosclerotic 
lesion development in long term Western diet fed CD36 degrees/apoE degrees mice." 
Atherosclerosis192(1): 123-130. 
Habets, D. D. J., W. A. Coumans, P. J. Voshol, M. A. M. den Boer, M. Febbraio, A. Bonen, J. F. C. Glatz 
and J. Luiken (2007). "AMPK-mediated increase in myocardial long-chain fatty acid uptake critically 
depends on sarcolemmal CD36." Biochemical and Biophysical Research Communications355(1): 204-
210. 
Hager, K., U. Machein, S. Krieger, D. Platt, G. Seefried and J. Bauer (1994). "INTERLEUKIN-6 AND 
SELECTED PLASMA-PROTEINS IN HEALTHY-PERSONS OF DIFFERENT AGES." Neurobiology of 
Aging15(6): 771-772. 
Hajduch, E., S. Turban, X. Le Liepvre, S. Le Lay, C. Lipina, N. Dimopoulos, I. Dugail and H. S. Hundal 
(2008). "Targeting of PKC zeta and PKB to caveolin-enriched microdomains represents a crucial step 
underpinning the disruption in PKB-directed signalling by ceramide." Biochemical Journal410: 369-
379. 
Hajishengallis, G. (2010). "Too old to fight? Aging and its toll on innate immunity." Molecular Oral 
Microbiology25(1): 25-37. 
Han, C. Y., A. Y. Kargi, M. Omer, C. K. Chan, M. Wabitsch, K. D. O'Brien, T. N. Wight and A. Chait 
(2010). "Differential Effect of Saturated and Unsaturated Free Fatty Acids on the Generation of 
Monocyte Adhesion and Chemotactic Factors by Adipocytes Dissociation of Adipocyte Hypertrophy 
From Inflammation." Diabetes59(2): 386-396. 
Han, K. H., Y. M. Chen, M. K. Chang, Y. C. Han, J. H. Park, S. R. Green, A. Boullier and O. Quehenberger 
(2003). "LDL activates signaling pathways leading to an increase in cytosolic free calcium and 
stimulation of CD11b expression in monocytes." Journal of Lipid Research44(7): 1332-1340. 
Han, X. X., A. Bonen and M. Febbraio (2005). "Critical role of FAT/CD36 in regulating fatty acid 
metabolism in skeletal muscle." Faseb Journal19(5): A1006-A1006. 



246 
 

Hanada, K. (2004). "Serine palmitoyltransferase, a key enzyme of sphingolipid metabolism (vol 1632, 
pg 16, 2003)." Biochimica Et Biophysica Acta-Molecular and Cell Biology of Lipids1682(1-3): 128-128. 
Hanada, K., K. Kumagai, N. Tomishige and T. Yamaji (2009). "CERT-mediated trafficking of ceramide." 
Biochimica Et Biophysica Acta-Molecular and Cell Biology of Lipids1791(7): 684-691. 
Handa, P., S. Tateya, N. O. Rizzo, A. M. Cheng, V. Morgan-Stevenson, C. Y. Han, A. W. Clowes, G. 
Daum, K. D. O'Brien, M. W. Schwartz, A. Chait and F. Kim (2011). "Reduced Vascular Nitric Oxide-
cGMP Signaling Contributes to Adipose Tissue Inflammation During High-Fat Feeding." 
Arteriosclerosis Thrombosis and Vascular Biology31(12): 2827-U2215. 
Handschin, C. and B. M. Spiegelman (2006). "Peroxisome proliferator-activated receptor gamma 
coactivator 1 coactivators, energy hemeostasis, and metabolism." Endocrine Reviews27(7): 728-735. 
Hannun, Y. A. and L. M. Obeid (2008). "Principles of bioactive lipid signalling: lessons from 
sphingolipids." Nature Reviews Molecular Cell Biology9(2): 139-150. 
Hannun, Y. A. and L. M. Obeid (2011). "Many Ceramides." Journal of Biological Chemistry286(32): 
27855-27862. 
Hansen, T., H. Ahlstrom, S. Soderberg, J. Hulthe, J. Wikstrom, L. Lind and L. Johansson (2009). 
"Visceral adipose tissue, adiponectin levels and insulin resistance are related to atherosclerosis as 
assessed by whole-body magnetic resonance angiography in an elderly population." 
Atherosclerosis205(1): 163-167. 
Hara, M., T. Saikawa, M. Kurokawa, T. Sakata and H. Yoshimatsu (2004). "Leg fat percentage 
correlates negatively with coronary atherosclerosis." Circulation Journal68(12): 1173-1178. 
Harizi, H., J.-B. Corcuff and N. Gualde (2008). "Arachidonic-acid-derived eicosanoids: roles in biology 
and immunopathology." Trends in Molecular Medicine14(10): 461-469. 
Harris, W. S., B. Assaad and W. C. Poston (2006). "Tissue omega-6/omega-3 fatty acid ratio and risk 
for coronary artery disease." American Journal of Cardiology98(4A): 19I-26I. 
Hart, A. D., A. Wyttenbach, V. H. Perry and J. L. Teeling (2012). "Age related changes in microglial 
phenotype vary between CNS regions: Grey versus white matter differences." Brain Behavior and 
Immunity26(5): 754-765. 
Hatanaka, E., A. Dermargos, A. E. Hirata, M. A. Ramirez Vinolo, A. R. Carpinelli, P. Newsholme, H. A. 
Armelin and R. Curi (2013). "Oleic, Linoleic and Linolenic Acids Increase ROS Production by 
Fibroblasts via NADPH Oxidase Activation." Plos One8(4). 
Hatanaka, E., A. C. Levada-Pires, T. C. Pithon-Curi and R. Curi (2006). "Systematic study on ROS 
production induced by oleic, linoleic, and gamma-linolenic acids in human and rat neutrophils." Free 
Radical Biology and Medicine41(7): 1124-1132. 
Haus, J. M., S. R. Kashyap, T. Kasumov, R. Zhang, K. R. Kelly, R. A. DeFronzo and J. P. Kirwan (2009). 
"Plasma Ceramides Are Elevated in Obese Subjects With Type 2 Diabetes and Correlate With the 
Severity of Insulin Resistance." Diabetes58(2): 337-343. 
Havel, R. J., J. P. Kane, E. O. Balasse, N. Segel and L. V. Basso (1970). "SPLANCHNIC METABOLISM OF 
FREE FATTY ACIDS AND PRODUCTION OF TRIGLYCERIDES OF VERY LOW DENSITY LIPOPROTEINS IN 
NORMOTRIGLYCERIDEMIC AND HYPERTRIGLYCERIDEMIC HUMANS." Journal of Clinical 
Investigation49(11): 2017-&. 
Haversen, L., K. N. Danielsson, L. Fogelstrand and O. Wiklund (2009). "Induction of proinflammatory 
cytokines by long-chain saturated fatty acids in human macrophages." Atherosclerosis202(2): 382-
393. 
Hayden, M. S. and S. Ghosh (2004). "Signaling to NF-kappa B." Genes & Development18(18): 2195-
2224. 
Haynes, L. and A. C. Maue (2009). "Effects of aging on T cell function." Current Opinion in 
Immunology21(4): 414-417. 
Hearps, A. C., G. E. Martin, T. A. Angelovich, W.-J. Cheng, A. Maisa, A. L. Landay, A. Jaworowski and S. 
M. Crowe (2012). "Aging is associated with chronic innate immune activation and dysregulation of 
monocyte phenotype and function." Aging Cell11(5): 867-875. 



247 
 

Heimbeck, I., T. P. J. Hofer, C. Eder, A. K. Wright, M. Frankenberger, A. Marei, G. Boghdadi, J. 
Scherberich and L. Zieger-Heitbrock (2010). "Standardized Single-Platform Assay for Human 
Monocyte Subpopulations: Lower CD14(+)CD16(++) Monocytes in Females." Cytometry Part A77A(9): 
823-830. 
Heine, G. H., C. Ulrich, E. Seibert, S. Seiler, J. Marell, B. Reichart, M. Krause, A. Schlitt, H. Kohler and 
M. Girndt (2008). "CD14(++) CD16(+) monocytes but not total monocyte numbers predict 
cardiovascular events in dialysis patients." Kidney International73(5): 622-629. 
Heit, B., P. Colarusso and P. Kubes (2005). "Fundamentally different roles for LFA-1, Mac-1 and 
alpha(4)-integrin in neutrophil chemotaxis." Journal of Cell Science118(22): 5205-5220. 
Heitmann, B. L. and P. Frederiksen (2009). "Thigh circumference and risk of heart disease and 
premature death: prospective cohort study." British Medical Journal339. 
Hellmer, J., C. Marcus, T. Sonnenfeld and P. Arner (1992). "MECHANISMS FOR DIFFERENCES IN 
LIPOLYSIS BETWEEN HUMAN SUBCUTANEOUS AND OMENTAL FAT-CELLS." Journal of Clinical 
Endocrinology & Metabolism75(1): 15-20. 
Hennes, M. M. I., E. Shrago and A. H. Kissebah (1990). "RECEPTOR AND POSTRECEPTOR EFFECTS OF 
FREE FATTY-ACIDS (FFA) ON HEPATOCYTE INSULIN DYNAMICS." International Journal of 
Obesity14(10): 831-841. 
Herder, C., T. Illig, W. Rathmann, S. Martin, B. Haastert, S. Muller-Scholze, R. Holle, B. Thorand, W. 
Koenig, H. E. Wichmann, H. Kolb and K. S. Grp (2005). "Inflammation and type 2 diabetes: Results 
from KORA Augsburg." Gesundheitswesen67: S115-S121. 
Hertweck, C. (2009). "The Biosynthetic Logic of Polyketide Diversity." Angewandte Chemie-
International Edition48(26): 4688-4716. 
Heshka, S., A. Ruggiero, G. A. Bray, J. Foreyt, S. E. Kahn, C. E. Lewis, M. Saad, A. V. Schwartz and A. R. 
G. Look (2008). "Altered body composition in type 2 diabetes mellitus." International Journal of 
Obesity32(5): 780-787. 
Heydrick, S. J., N. B. Ruderman, T. G. Kurowski, H. B. Adams and K. S. Chen (1991). "ENHANCED 
STIMULATION OF DIACYLGLYCEROL AND LIPID-SYNTHESIS BY INSULIN IN DENERVATED MUSCLE - 
ALTERED PROTEIN-KINASE-C ACTIVITY AND POSSIBLE LINK TO INSULIN RESISTANCE." Diabetes40(12): 
1707-1711. 
Hibbs, J. B. (2002). "Infection and nitric oxide." Journal of Infectious Diseases185: S9-S17. 
Higdon, J. V. and B. Frei (2003). "Obesity and oxidative stress - A direct link to CVD?" Arteriosclerosis 
Thrombosis and Vascular Biology23(3): 365-367. 
Higginbotham, J. N., T. L. Lin and S. B. Pruett (1992). "EFFECT OF MACROPHAGE ACTIVATION ON 
KILLING OF LISTERIA-MONOCYTOGENES - ROLES OF REACTIVE OXYGEN OR NITROGEN 
INTERMEDIATES, RATE OF PHAGOCYTOSIS, AND RETENTION OF BACTERIA IN ENDOSOMES." Clinical 
and Experimental Immunology88(3): 492-498. 
Hillis, G. S., W. C. Dalsey, C. A. Terregino, I. Daskal and A. Nangione (2001). "Altered CD18 leucocyte 
integrin expression and adhesive function in patients with an acute coronary syndrome." Heart85(6): 
702-703. 
Hilton, T. N., L. J. Tuttle, K. L. Bohnert, M. J. Mueller and D. R. Sinacore (2008). "Excessive Adipose 
Tissue Infiltration in Skeletal Muscle in Individuals With Obesity, Diabetes Mellitus, and Peripheral 
Neuropathy: Association With Performance and Function." Physical Therapy88(11): 1336-1344. 
Hiona, A. and C. Leeuwenburgh (2008). "The role of mitochondrial DNA mutations in aging and 
sarcopenia: Implications for the mitochondrial vicious cycle theory of aging." Experimental 
Gerontology43(1): 24-33. 
Hirao, K., T. Maruyama, Y. Ohno, H. Hirose, A. Shimada, I. Takei, M. Murata, T. Morii, T. Eguchi, M. 
Hayashi, T. Saruta and H. Itoh (2010). "Association of increased reactive oxygen species production 
with abdominal obesity in type 2 diabetes." Obesity Research & Clinical Practice4(2): E83-E90. 
Hoffman, R. P. (2006). "Increased fasting triglyceride levels are associated with hepatic insulin 
resistance in Caucasian but not African-American adolescents." Diabetes Care29(6): 1402-1404. 



248 
 

Holland, W. L. and S. A. Summers (2008). "Sphingolipids, insulin resistance, and metabolic disease: 
New insights from in vivo manipulation of sphingolipid metabolism." Endocrine Reviews29(4): 381-
402. 
Hommelberg, P. P. H., J. Plat, L. M. Sparks, A. Schols, A. L. M. van Essen, M. Kelders, D. van Beurden, 
R. P. Mensink and R. C. J. Langen (2011). "Palmitate-induced skeletal muscle insulin resistance does 
not require NF-kappa B activation." Cellular and Molecular Life Sciences68(7): 1215-1225. 
Hoo, R. L. C., I. P. C. Lee, M. Zhou, J. Y. L. Wong, X. Y. Hui, A. M. Xu and K. S. L. Lam (2013). 
"Pharmacological inhibition of adipocyte fatty acid binding protein alleviates both acute liver injury 
and non-alcoholic steatohepatitis in mice." Journal of Hepatology58(2): 358-364. 
Hopkins, G. J. and P. J. Barter (1986). "ROLE OF TRIGLYCERIDE-RICH LIPOPROTEINS AND HEPATIC 
LIPASE IN DETERMINING THE PARTICLE-SIZE AND COMPOSITION OF HIGH-DENSITY-LIPOPROTEINS." 
Journal of Lipid Research27(12): 1265-1277. 
Houmard, J. A., C. J. Tanner, C. L. Yu, P. G. Cunningham, W. J. Pories, K. G. MacDonald and G. I. 
Shulman (2002). "Effect of weight loss on insulin sensitivity and intramuscular long-chain fatty Acyl-
CoAs in morbidly obese subjects." Diabetes51(10): 2959-2963. 
Houmard, J. A., M. D. Weidner, P. L. Dolan, N. Leggettfrazier, K. E. Gavigan, M. S. Rickey, G. L. Tyndall, 
D. H. Zhen, A. Alshami and G. L. Dohm (1995). "SKELETAL-MUSCLE GLUT4 PROTEIN-CONCENTRATION 
AND AGING IN HUMANS." Diabetes44(5): 555-560. 
Houten, S. M. and R. J. A. Wanders (2010). "A general introduction to the biochemistry of 
mitochondrial fatty acid beta-oxidation." Journal of Inherited Metabolic Disease33(5): 469-477. 
Hu, G., C. Bouchard, G. A. Bray, F. L. Greenway, W. D. Johnson, R. L. Newton, E. Ravussin, D. H. Ryan 
and P. T. Katzmarzyk (2011). "Trunk Versus Extremity Adiposity and Cardiometabolic Risk Factors in 
White and African American Adults." Diabetes Care34(6): 1415-1418. 
Huang, S., J. M. Rutkowsky, R. G. Snodgrass, K. D. Ono-Moore, D. A. Schneider, J. W. Newman, S. H. 
Adams and D. H. Hwang (2012). Saturated fatty acids activate TLR-mediated proinflammatory 
signaling pathways. J Lipid Res. United States. 53: 2002-2013. 
Huang, S. R., J. M. Rutkowsky, R. G. Snodgrass, K. D. Ono-Moore, D. A. Schneider, J. W. Newman, S. H. 
Adams and D. H. Hwang (2012). "Saturated fatty acids activate TLR-mediated proinflammatory 
signaling pathways." Journal of Lipid Research53(9): 2002-2013. 
Huang, X., P. Stenvinkel, A. R. Qureshi, T. Cederholm, P. Barany, O. Heimburger, B. Lindholm, U. 
Riserus and J. J. Carrero (2013). "Clinical determinants and mortality predictability of stearoyl-CoA 
desaturase-1 activity indices in dialysis patients." Journal of Internal Medicine273(3): 263-272. 
Hughes, D. A. and A. C. Pinder (1997). "N-3 polyunsaturated fatty acids modulate the expression of 
functionally associated molecules on human monocytes and inhibit antigen presentation in vitro." 
Clinical and Experimental Immunology110(3): 516-523. 
Hughes, V. A., R. Roubenoff, M. Wood, W. R. Frontera, W. J. Evans and M. A. F. Singh (2004). 
"Anthropometric assessment of 10-y changes in body composition in the elderly." American Journal 
of Clinical Nutrition80(2): 475-482. 
Hunnicutt, J. W., R. W. Hardy, J. Williford and J. M. McDonald (1994). "SATURATED FATTY-ACID 
INDUCED INSULIN-RESISTANCE IN RAT ADIPOCYTES." Diabetes43(4): 540-545. 
Hunter, D. J., E. B. Rimm, F. M. Sacks, M. J. Stampfer, G. A. Colditz, L. B. Litin and W. C. Willett (1992). 
"COMPARISON OF MEASURES OF FATTY-ACID INTAKE BY SUBCUTANEOUS FAT ASPIRATE, FOOD 
FREQUENCY QUESTIONNAIRE, AND DIET RECORDS IN A FREE-LIVING POPULATION OF UNITED-
STATES MEN." American Journal of Epidemiology135(4): 418-427. 
Hunter, J. E., J. Zhang and P. M. Kris-Etherton (2010). "Cardiovascular disease risk of dietary stearic 
acid compared with trans, other saturated, and unsaturated fatty acids: a systematic review." 
American Journal of Clinical Nutrition91(1): 46-63. 
Huo, Y. Q., A. Hafezi-Moghadam and K. Ley (2000). "Role of vascular cell adhesion molecule-1 and 
fibronectin connecting segment-1 in monocyte rolling and adhesion on early atherosclerotic lesions." 
Circulation Research87(2): 153-159. 



249 
 

Huo, Y. Q., A. Schober, S. B. Forlow, D. F. Smith, M. C. Hyman, S. Jung, D. R. Littman, C. Weber and K. 
Ley (2003). "Circulating activated platelets exacerbate atherosclerosis in mice deficient in 
apolipoprotein E." Nature Medicine9(1): 61-67. 
Hussain, M. M., W. Jin and X.-C. Jiang (2012). "Mechanisms involved in cellular ceramide 
homeostasis." Nutrition & Metabolism9. 
Hwang, D. (2001). "Modulation of the expression of cyclooxygenase-2 by fatty acids mediated 
through Toll-like receptor 4-derived signaling pathways." Faseb Journal15(14): 2556-2564. 
Hyun, Y. M., C. T. Lefort and M. Kim (2009). "Leukocyte integrins and their ligand interactions." 
Immunologic Research45(2-3): 195-208. 
Ibrahim, M. M. (2010). "Subcutaneous and visceral adipose tissue: structural and functional 
differences." Obesity Reviews11(1): 11-18. 
Ibrahimi, A., A. Bonen, W. D. Blinn, T. Hajri, X. Li, K. Zhong, R. Cameron and N. A. Abumrad (1999). 
"Muscle-specific overexpression of FAT/CD36 enhances fatty acid oxidation by contracting muscle, 
reduces plasma triglycerides and fatty acids, and increases plasma glucose and insulin." Journal of 
Biological Chemistry274(38): 26761-26766. 
Ichihara, K. and Y. Fukubayashi (2010). "Preparation of fatty acid methyl esters for gas-liquid 
chromatography." Journal of Lipid Research51(3): 635-640. 
Idris, I., S. Gray and R. Donnelly (2001). "Protein kinase C activation: isozyme-specific effects on 
metabolism and cardiovascular complications in diabetes." Diabetologia44(6): 659-673. 
Ikeda, Y., G. S. Olsen, E. Ziv, L. L. Hansen, A. K. Busch, B. F. Hansen, E. Shafrir and L. Mosthaf-Seedorf 
(2001). "Cellular mechanism of nutritionally induced insulin resistance in Psammomys obesus - 
Overexpression of protein kinase C epsilon in skeletal muscle precedes the onset of hyperinsulinemia 
and hyperglycemia." Diabetes50(3): 584-592. 
Iles, K. E. and R. M. Liu (2005). "Mechanisms of glutamate cysteine ligase (GCL) induction by 4-
hydroxynonenal." Free Radical Biology and Medicine38(5): 547-556. 
Imbeault, P., C. Couillard, A. Tremblay, J. P. Despres and P. Mauriege (2000). "Reduced alpha(2)-
adrenergic sensitivity of subcutaneous abdominal adipocytes as a modulator of fasting and 
postprandial triglyceride levels in men." Journal of Lipid Research41(9): 1367-1375. 
Ishida, Y., H. Kanehisa, J. F. Carroll, M. L. Pollock, J. E. Graves and L. Ganzarella (1997). "Distribution of 
subcutaneous fat and muscle thicknesses in young and middle-aged women." American Journal of 
Human Biology9(2): 247-255. 
Ishiyama, J., R. Taguchi, Y. Akasaka, S. Shibata, M. Ito, M. Nagasawa and K. Murakami (2011). 
"Unsaturated FAs prevent palmitate-induced LOX-1 induction via inhibition of ER stress in 
macrophages." Journal of Lipid Research52(2): 299-307. 
Issekutz, A. C. and T. B. Issekutz (1992). "THE CONTRIBUTION OF LFA-1 (CD11A/CD18) AND MAC-1 
(CD11B/CD18) TO THE INVIVO MIGRATION OF POLYMORPHONUCLEAR LEUKOCYTES TO 
INFLAMMATORY REACTIONS IN THE RAT." Immunology76(4): 655-661. 
Itani, S. I., W. J. Pories, K. G. MacDonald and G. L. Dohm (2001). "Increased protein kinase C theta in 
skeletal muscle of diabetic patients." Metabolism-Clinical and Experimental50(5): 553-557. 
Itani, S. I., N. B. Ruderman, F. Schmieder and G. Boden (2002). "Lipid-induced insulin resistance in 
human muscle is associated with changes in diacylglycerol, protein kinase C, and I kappa B-alpha." 
Diabetes51(7): 2005-2011. 
Itani, S. I., Q. Zhou, W. J. Pories, K. G. MacDonald and G. L. Dohm (2000). "Involvement of protein 
kinase C in human skeletal muscle insulin resistance and obesity." Diabetes49(8): 1353-1358. 
Jackson, M. J. and A. McArdle (2011). "Age-related changes in skeletal muscle reactive oxygen 
species generation and adaptive responses to reactive oxygen species." Journal of Physiology-
London589(9): 2139-2145. 
Jacob, S., J. Machann, K. Rett, K. Brechtel, A. Volk, W. Renn, E. Maerker, S. Matthaei, F. Schick, C. D. 
Claussen and H. U. Haring (1999). "Association of increased intramyocellular lipid content with insulin 
resistance in lean nondiabetic offspring of type 2 diabetic subjects." Diabetes48(5): 1113-1119. 



250 
 

Jacobsson, L. T. H., C. Turesson, A. Gulfe, M. C. Kapetanovic, I. F. Petersson, T. Saxne and P. Geborek 
(2005). "Treatment with tumor necrosis factor blockers is associated with a lower incidence of first 
cardiovascular events in patients with rheumatoid arthritis." Journal of Rheumatology32(7): 1213-
1218. 
Jaeger, R., M. J. M. Bertrand, A. M. Gorman, P. Vandenabeele and A. Samali (2012). "The unfolded 
protein response at the crossroads of cellular life and death during endoplasmic reticulum stress." 
Biology of the Cell104(5): 259-270. 
Jaguin, M., N. Houlbert, O. Fardel and V. Lecureur (2013). "Polarization profiles of human M-CSF-
generated macrophages and comparison of M1-markers in classically activated macrophages from 
GM-CSF and M-CSF origin." Cellular Immunology281(1): 51-61. 
Jakobsen, M. U., E. J. O'Reilly, B. L. Heitmann, M. A. Pereira, K. Balter, G. E. Fraser, U. Goldbourt, G. 
Hallmans, P. Knekt, S. Liu, P. Pietinen, D. Spiegelman, J. Stevens, J. Virtamo, W. C. Willett and A. 
Ascherio (2009). "Major types of dietary fat and risk of coronary heart disease: a pooled analysis of 
11 cohort studies." American Journal of Clinical Nutrition89(5): 1425-1432. 
Janeway, C. A. and R. Medzhitov (2002). "Innate immune recognition." Annual Review of 
Immunology20: 197-216. 
Janssen-Heininger, Y. M. W., B. T. Mossman, N. H. Heintz, H. J. Forman, B. Kalyanaraman, T. Finkel, J. 
S. Stamler, S. G. Rhee and A. van der Vliet (2008). "Redox-based regulation of signal transduction: 
Principles, pitfalls, and promises." Free Radical Biology and Medicine45(1): 1-17. 
Jaudszus, A., M. Gruen, B. Watzl, C. Ness, A. Roth, A. Lochner, D. Barz, H. Gabriel, M. Rothe and G. 
Jahreis (2013). "Evaluation of suppressive and pro-resolving effects of EPA and DHA in human 
primary monocytes and T-helper cells." Journal of Lipid Research54(4): 923-935. 
Jeffery, N. M., P. Yaqoob, E. A. Newsholme and P. C. Calder (1996). "The effects of olive oil upon rat 
serum lipid levels and lymphocyte functions appear to be due to oleic acid." Annals of Nutrition and 
Metabolism40(2): 71-80. 
Jensen, M. D. (1997). "Health consequences of fat distribution." Hormone Research48: 88-92. 
Jensen, M. D. (1997). "Lipolysis: Contribution from regional fat." Annual Review of Nutrition17: 127-
139. 
Jensen, M. D. (2006). "Adipose tissue as an endocrine organ: implications of its distribution on free 
fatty acid metabolism." European Heart Journal Supplements8(B): B13-B19. 
Jenssen, T., N. Nurjhan, A. Consoli and J. E. Gerich (1990). "FAILURE OF SUBSTRATE-INDUCED 
GLUCONEOGENESIS TO INCREASE OVERALL GLUCOSE APPEARANCE IN NORMAL HUMANS - 
DEMONSTRATION OF HEPATIC AUTOREGULATION WITHOUT A CHANGE IN PLASMA-GLUCOSE 
CONCENTRATION." Journal of Clinical Investigation86(2): 489-497. 
Jeon, M. J., J. Leem, M. S. Ko, J. E. Jang, H. S. Park, H. S. Kim, M. Kim, E. H. Kim, H. J. Yoo, C. H. Lee, I. 
S. Park, K. U. Lee and E. H. Koh (2012). "Mitochondrial dysfunction and activation of iNOS are 
responsible for the palmitate-induced decrease in adiponectin synthesis in 3T3L1 adipocytes." 
Experimental and Molecular Medicine44(9): 562-570. 
Jeong, S.-Y. and D.-W. Seol (2008). "The role of mitochondria in apoptosis." Bmb Reports41(1): 11-22. 
Ji, R. R., Z. Z. Xu, G. Strichartz and C. N. Serhan (2011). "Emerging roles of resolvins in the resolution 
of inflammation and pain." Trends in Neurosciences34(11): 599-609. 
Jiang, H., Z. Ju and K. L. Rudolph (2007). "Telomere shortening and ageing." Zeitschrift Fur 
Gerontologie Und Geriatrie40(5): 314-324. 
Jin, F. P., S. H. Jiang, D. C. Yang, X. M. Zhang, Y. Yang, Y. Zhang, K. Li, Y. J. Yang and S. T. Ma (2012). 
"Acipimox attenuates atherosclerosis and enhances plaque stability in ApoE-deficient mice fed a 
palmitate-rich diet." Biochemical and Biophysical Research Communications428(1): 86-92. 
Johnson, M. M., D. D. Swan, M. E. Surette, J. Stegner, T. Chilton, A. N. Fonteh and F. H. Chilton (1997). 
"Dietary supplementation with gamma-linolenic acid alters fatty acid content and eicosanoid 
production in healthy humans." Journal of Nutrition127(8): 1435-1444. 



251 
 

Johnston, J. M., F. Paultauf, C. M. Schiller and L. D. Schultz (1970). "UTILIZATION OF ALPHA-
GLYCEROPHOSPHATE AND MONOGLYCERIDE PATHWAYS FOR PHOSPHATIDYL CHOLINE 
BIOSYNTHESIS IN INTESTINE." Biochimica Et Biophysica Acta218(1): 124-&. 
Joseph, J. W., V. Koshkin, M. C. Saleh, W. I. Sivitz, C. Y. Zhang, B. B. Lowell, C. B. Chan and M. B. 
Wheeler (2004). "Free fatty acid-induced beta-cell defects are dependent on uncoupling protein 2 
expression." Journal of Biological Chemistry279(49): 51049-51056. 
Judge, S., Y. M. Jang, A. Smith, T. Hagen and C. Leeuwenburgh (2005). "Age-associated increases in 
oxidative stress and antioxidant enzyme activities in cardiac interfibrillar mitochondria: implications 
for the mitochondrial theory of aging." Faseb Journal19(1): 419-+. 
Jung, C. M., H. Kugel, O. Schulte and W. Heindel (2000). "Proton-MR-spectroscopy of vertebral bone 
marrow: normal age- and sex-related patterns." Radiologe40(8): 694-699. 
Justesen, J., K. Stenderup, E. N. Ebbesen, L. Mosekilde, T. Steiniche and M. Kassem (2001). 
"Adipocyte tissue volume in bone marrow is increased with aging and in patients with osteoporosis." 
Biogerontology2(3): 165-171. 
Kabagambe, E. K., A. Baylin, X. Siles and H. Campos (2003). "Individual saturated fatty acids and 
nonfatal acute myocardial infarction in Costa Rica." European Journal of Clinical Nutrition57(11): 
1447-1457. 
Kabagambe, E. K., M. Y. Tsai, P. N. Hopkins, J. M. Ordovas, J. M. Peacock, I. B. Borecki and D. K. Arnett 
(2008). "Erythrocyte fatty acid composition and the metabolic syndrome: A national heart, lung, and 
blood institute GOLDN study." Clinical Chemistry54(1): 154-162. 
Kadenbach, B. (2003). "Intrinsic and extrinsic uncoupling of oxidative phosphorylation." Biochimica Et 
Biophysica Acta-Bioenergetics1604(2): 77-94. 
Kadl, A., A. K. Meher, P. R. Sharma, M. Y. Lee, A. C. Doran, S. R. Johnstone, M. R. Elliott, F. Gruber, J. 
Han, W. Chen, T. Kensler, K. S. Ravichandran, B. E. Isakson, B. R. Wamhoff and N. Leitinger (2010). 
"Identification of a Novel Macrophage Phenotype That Develops in Response to Atherogenic 
Phospholipids via Nrf2." Circulation Research107(6): 737-U155. 
Kagansky, N., S. Levy, D. Keter, E. Rimon, Z. Taiba, Z. Fridman, D. Berger, H. Knobler and S. Malnick 
(2004). "Non-alcoholic fatty liver disease - a common and benign finding in octogenarian patients." 
Liver International24(6): 588-594. 
Kahn, H. S., H. Austin, D. F. Williamson and D. Arensberg (1996). "Simple anthropometric indices 
associated with ischemic heart disease." Journal of Clinical Epidemiology49(9): 1017-1024. 
Kajkenova, O., B. LeckaCzernik, I. Gubrij, S. P. Hauser, K. Takahashi, A. M. Parfit, R. L. Jilka, S. C. 
Manolagas and D. A. Lipschitz (1997). "Increased adipogenesis and myelopoiesis in the bone marrow 
of SAMP6, a murine model of defective osteoblastogenesis and low turnover osteopenia." Journal of 
Bone and Mineral Research12(11): 1772-1779. 
Kalish, B. T., E. M. Fallon and M. Puder (2012). "A tutorial on fatty acid biology." JPEN J Parenter 
Enteral Nutr36(4): 380-388. 
Kamagate, A., D. H. Kim, T. Zhang, S. Slusher, R. Gramignoli, S. C. Strom, S. Bertera, S. Ringquist and 
H. H. Dong (2010). "FoxO1 Links Hepatic Insulin Action to Endoplasmic Reticulum Stress." 
Endocrinology151(8): 3521-3535. 
Kampf, J. P. (2007). "Is membrane transport of FFA mediated by lipid, protein, or both? (vol 22, pg 7, 
2007)." Physiology22: 295-295. 
Kanda, H., S. Tateya, Y. Tamori, K. Kotani, K. I. Hiasa, R. Kitazawa, S. Kitazawa, H. Miyachi, S. Maeda, 
K. Egashira and M. Kasuga (2006). "MCP-1 contributes to macrophage infiltration into adipose tissue, 
insulin resistance, and hepatic steatosis in obesity." Journal of Clinical Investigation116(6): 1494-
1505. 
Kansas, G. S. (1996). "Selectins and their ligands: Current concepts and controversies." Blood88(9): 
3259-3287. 
Kanter, J. E., F. Kramer, S. Barnhart, M. M. Averill, A. Vivekanandan-Giri, T. Vickery, L. O. Li, L. Becker, 
W. Yuan, A. Chait, K. R. Braun, S. Potter-Perigo, S. Sanda, T. N. Wight, S. Pennathur, C. N. Serhan, J. 
W. Heinecke, R. A. Coleman and K. E. Bornfeldt (2012). "Diabetes promotes an inflammatory 



252 
 

macrophage phenotype and atherosclerosis through acyl-CoA synthetase 1." Proceedings of the 
National Academy of Sciences of the United States of America109(12): E715-E724. 
Karagiannides, I., T. Tchkonia, D. E. Dobson, C. M. Steppan, P. Cummins, G. Chan, K. Salvatori, M. 
Hadzopoulou-Cladaras and J. L. Kirkland (2001). "Altered expression of C/EBP family members results 
in decreased adipogenesis with aging." American Journal of Physiology-Regulatory Integrative and 
Comparative Physiology280(6): R1772-R1780. 
Karagiannides, I., T. Thomou, T. Tchkonia, T. Pirtskhalava, K. E. Kypreos, A. Cartwright, G. 
Dalagiorgou, T. L. Lash, S. R. Farmer, N. A. Timchenko and J. L. Kirkland (2006). "Increased CUG triplet 
repeat-binding protein-1 predisposes to impaired adipogenesis with aging." Journal of Biological 
Chemistry281(32): 23025-23033. 
Karakelides, H., B. A. Irving, K. R. Short, P. O'Brien and K. S. Nair (2010). "Age, Obesity, and Sex Effects 
on Insulin Sensitivity and Skeletal Muscle Mitochondrial Function." Diabetes59(1): 89-97. 
Karaskov, E., C. Scott, L. Zhang, T. Teodoro, M. Ravazzola and A. Volchuk (2006). "Chronic palmitate 
but not oleate exposure induces endoplasmic reticulum stress, which may contribute to INS-1 
pancreatic beta-cell apoptosis." Endocrinology147(7): 3398-3407. 
Karpe, F., J. R. Dickmann and K. N. Frayn (2011). "Fatty Acids, Obesity, and Insulin Resistance: Time 
for a Reevaluation." Diabetes60(10): 2441-2449. 
Kashiwagi, H., Y. Tomiyama, S. Kosugi, M. Shiraga, R. H. Lipsky, Y. Kanayama, Y. Kurata and Y. 
Matsuzawa (1994). "IDENTIFICATION OF MOLECULAR DEFECTS IN A SUBJECT WITH TYPE-I CD36 
DEFICIENCY." Blood83(12): 3545-3552. 
Kashiwagi, M., T. Imanishi, H. Tsujioka, H. Ikejima, A. Kuroi, Y. Ozaki, K. Ishibashi, K. Komukai, T. 
Tanimoto, Y. Ino, H. Kitabata, K. Hirata and T. Akasaka (2010). "Association of monocyte subsets with 
vulnerability characteristics of coronary plaques as assessed by 64-slice multidetector computed 
tomography in patients with stable angina pectoris." Atherosclerosis212(1): 171-176. 
Kassirer, M., D. Zeltser, V. Prochorov, G. Schoenman, A. Frimerman, G. Keren, I. Shapira, H. Miller, A. 
Roth, N. Arber, A. Eldor and S. Berliner (1999). "Increased expression of the CD11b/CD18 antigen on 
the surface of peripheral white blood cells in patients with ischemic heart disease: Further evidence 
for smoldering inflammation in patients with atherosclerosis." American Heart Journal138(3): 555-
559. 
Kawashiri, S.-y., A. Kawakami, S. Yamasaki, T. Imazato, N. Iwamoto, K. Fujikawa, T. Aramaki, M. 
Tamai, H. Nakamura, H. Ida, T. Origuchi, Y. Ueki and K. Eguchi (2011). "Effects of the anti-interleukin-
6 receptor antibody, tocilizumab, on serum lipid levels in patients with rheumatoid arthritis." 
Rheumatology International31(4): 451-456. 
Kelley, D. E., B. H. Goodpaster and L. Storlien (2002). "Muscle triglyceride and insulin resistance." 
Annual Review of Nutrition22: 325-346. 
Kelley, D. E., J. He, E. V. Menshikova and V. B. Ritov (2002). "Dysfunction of mitochondria in human 
skeletal muscle in type 2 diabetes." Diabetes51(10): 2944-2950. 
Kelley, D. E. and L. J. Mandarino (2000). "Fuel selection in human skeletal muscle in insulin resistance 
- A reexamination." Diabetes49(5): 677-683. 
Kelley, D. E., B. S. Slasky and J. Janosky (1991). "SKELETAL-MUSCLE DENSITY - EFFECTS OF OBESITY 
AND NON-INSULIN-DEPENDENT DIABETES-MELLITUS." American Journal of Clinical Nutrition54(3): 
509-515. 
Kelley, D. S., P. C. Taylor, G. J. Nelson and B. E. Mackey (1998). "Arachidonic acid supplementation 
enhances synthesis of eicosanoids without suppressing immune functions in young healthy men." 
Lipids33(2): 125-130. 
Kelley, D. S., P. C. Taylor, G. J. Nelson, P. C. Schmidt, A. Ferretti, K. L. Erickson, R. Yu and R. K. Chandra 
(1999). "Docosahexaenoic acid ingestion inhibits natural killer cell activity and production of 
inflammatory mediators in young healthy men." Lipids34(4): 317-324. 
Kelley, D. S., P. C. Taylor, G. J. Nelson, P. C. Schmidt, B. E. Mackey and D. Kyle (1997). "Effects of 
dietary arachidonic acid on human immune response." Lipids32(4): 449-456. 



253 
 

Kennedy, A., K. Martinez, C.-C. Chuang, K. LaPoint and M. McIntosh (2009). "Saturated Fatty Acid-
Mediated Inflammation and Insulin Resistance in Adipose Tissue: Mechanisms of Action and 
Implications." Journal of Nutrition139(1): 1-4. 
Khallou-Laschet, J., A. Varthaman, G. Fornasa, C. Compain, A.-T. Gaston, M. Clement, M. Dussiot, O. 
Levillain, S. Graff-Dubois, A. Nicoletti and G. Caligiuri (2010). "Macrophage Plasticity in Experimental 
Atherosclerosis." Plos One5(1). 
Kiecolt-Glaser, J. K., K. J. Preacher, R. C. MacCallum, C. Atkinson, W. B. Malarkey and R. Glaser (2003). 
"Chronic stress and age-related increases in the proinflammatory cytokine IL-6." Proceedings of the 
National Academy of Sciences of the United States of America100(15): 9090-9095. 
Kien, C. L., J. Y. Bunn and F. Ugrasbul (2005). "Increasing dietary palmitic acid decreases fat oxidation 
and daily energy expenditure." American Journal of Clinical Nutrition82(2): 320-326. 
Kim, D. J., J. Bergstrom, E. Barrett-Connor and G. A. Laughlin (2008). "Visceral adiposity and 
subclinical coronary artery disease in elderly adults: Rancho Bernardo study." Obesity16(4): 853-858. 
Kim, H. J., K. J. Jung, B. P. Yu, C. G. Cho, J. S. Choi and H. Y. Chung (2002). "Modulation of redox-
sensitive transcription factors by calorie restriction during aging." Mechanisms of Ageing and 
Development123(12): 1589-1595. 
Kim, I., S. Rodriguez-Enriquez and J. J. Lemasters (2007). "Selective degradation of mitochondria by 
mitophagy." Archives of Biochemistry and Biophysics462(2): 245-253. 
Kim, J.-Y., E. V. De Wall, M. Laplante, A. Azzara, M. E. Trujillo, S. M. Hofmann, T. Schraw, J. L. Durand, 
H. Li, G. Li, L. A. Jelicks, M. F. Mehler, D. Y. Hui, Y. Deshaies, G. I. Shulman, G. J. Schwartz and P. E. 
Scherer (2007). "Obesity-associated improvements in metabolic profile through expansion of adipose 
tissue." Journal of Clinical Investigation117(9): 2621-2637. 
Kim, J. E., M. W. Ahn, S. H. Baek, I. K. Lee, Y. W. Ki, J. Y. Kim, J. M. Dan and S. Y. Park (2008). "AMPK 
activator, AICAR, inhibits palmitate-induced apoptosis in osteoblast." Bone43(2): 394-404. 
Kim, J. K., J. J. Fillmore, Y. Chen, C. L. Yu, I. K. Moore, M. Pypaert, E. P. Lutz, Y. Kako, W. Velez-
Carrasco, I. J. Goldberg, J. L. Breslow and G. I. Shulman (2001). "Tissue-specific overexpression of 
lipoprotein lipase causes tissue-specific insulin resistance." Proceedings of the National Academy of 
Sciences of the United States of America98(13): 7522-7527. 
Kim, M., C. V. Carman and T. A. Springer (2003). "Bidirectional transmembrane signaling by 
cytoplasmic domain separation in integrins." Science301(5640): 1720-1725. 
Kim, O. Y., H. H. Lim, M. J. Lee, J. Y. Kim and J. H. Lee (2013). "Association of fatty acid composition in 
serum phospholipids with metabolic syndrome and arterial stiffness." Nutrition Metabolism and 
Cardiovascular Diseases23(4): 366-374. 
Kim, S. K., G. Seo, E. Oh, S. H. Jin, G. T. Chae and S. B. Lee (2012). "Palmitate induces RIP1-dependent 
necrosis in RAW 264.7 cells." Atherosclerosis225(2): 315-321. 
Kirkland, J. L. and D. E. Dobson (1997). "Preadipocyte function and aging: Links between age-related 
changes in cell dynamics and altered fat tissue function." Journal of the American Geriatrics 
Society45(8): 959-967. 
Kirkland, J. L., C. H. Hollenberg and W. S. Gillon (1990). "AGE, ANATOMIC SITE, AND THE REPLICATION 
AND DIFFERENTIATION OF ADIPOCYTE PRECURSORS." American Journal of Physiology258(2): C206-
C210. 
Kissebah, A. H., S. Alfarsi, P. W. Adams, M. Seed, J. Folkard and V. Wynn (1976). "TRANSPORT 
KINETICS OF PLASMA-FREE FATTY-ACID, VERY LOW-DENSITY LIPOPROTEIN TRIGLYCERIDES AND 
APOPROTEIN IN PATIENTS WITH ENDOGENOUS HYPERTRIGLYCERIDEMIA - EFFECTS OF 2,2-
DIMETHYL,5(2,5-XYLYLOXY) VALERIC ACID THERAPY." Atherosclerosis24(1-2): 199-218. 
Kissebah, A. H., S. Alfarsi, P. W. Adams and V. Wynn (1976). "ROLE OF INSULIN RESISTANCE IN 
ADIPOSE-TISSUE AND LIVER IN PATHOGENESIS OF ENDOGENOUS HYPERTRIGLYCERIDEMIA IN MAN." 
Diabetologia12(6): 563-571. 
Kitchens, R. L., R. J. Ulevitch and R. S. Munford (1992). "LIPOPOLYSACCHARIDE (LPS) PARTIAL 
STRUCTURES INHIBIT RESPONSES TO LPS IN A HUMAN MACROPHAGE CELL-LINE WITHOUT 



254 
 

INHIBITING LPS UPTAKE BY A CD14-MEDIATED PATHWAY." Journal of Experimental Medicine176(2): 
485-494. 
Klionsky, D. J. and S. D. Emr (2000). "Cell biology - Autophagy as a regulated pathway of cellular 
degradation." Science290(5497): 1717-1721. 
Kohchi, C., H. Inagawa, T. Nishizawa and G. I. Soma (2009). "ROS and Innate Immunity." Anticancer 
Research29(3): 817-821. 
Kohjima, M., M. Enjoji, N. Higuchi, M. Kato, K. Kotoh, M. Nakashima and M. Nakamuta (2009). "The 
effects of unsaturated fatty acids on lipid metabolism in HepG2 cells." In Vitro Cellular & 
Developmental Biology-Animal45(1-2): 6-9. 
Kolter, T. and K. Sandhoff (2005). "Principles of lysosomal membrane digestion: Stimulation of 
sphingolipid degradation by sphingolipid activator proteins and anionic lysosomal lipids." Annual 
Review of Cell and Developmental Biology21: 81-103. 
Komohara, Y., J. Hirahara, T. Horikawa, K. Kawamura, E. Kiyota, N. Sakashita, N. Araki and M. Takeya 
(2006). "AM-3K, an anti-macrophage antibody, recognizes CD163, a molecule associated with an anti-
inflammatory macrophage phenotype." Journal of Histochemistry & Cytochemistry54(7): 763-771. 
Koonen, D. P. Y., M. Febbraio, S. Bonnet, J. Nagendran, M. E. Young, E. D. Michelakis and J. R. B. Dyck 
(2007). "CD36 expression contributes to age-induced cardiomyopathy in mice." Circulation116(19): 
2139-2147. 
Koonen, D. P. Y., J. F. C. Glatz, A. Bonen and J. Luiken (2005). "Long-chain fatty acid uptake and 
FAT/CD36 translocation in heart and skeletal muscle." Biochimica Et Biophysica Acta-Molecular and 
Cell Biology of Lipids1736(3): 163-180. 
Koshkin, V., F. F. Dai, C. A. Robson-Doucette, C. B. Chan and M. B. Wheeler (2008). "Limited 
mitochondrial permeabilization is an early manifestation of palmitate-induced lipotoxicity in 
pancreatic beta-cells." Journal of Biological Chemistry283(12): 7936-7948. 
Kotani, K., K. Tokunaga, T. Arai, I. Shimomura and Y. Matsuzawa (1994). "Sexual dimorphism of age-
related changes in whole-body fat distribution in the obese." International Journal of 
Obesity18(SUPPL. 2): 55. 
Kotronen, A., V. R. Velagapudi, L. Yetukuri, J. Westerbacka, R. Bergholm, K. Ekroos, J. Makkonen, M. 
R. Taskinen, M. Oresic and H. Yki-Jarvinen (2009). "Serum saturated fatty acids containing 
triacylglycerols are better markers of insulin resistance than total serum triacylglycerol 
concentrations." Diabetologia52(4): 684-690. 
Koulajian, K., T. Desai, G. C. Liu, A. Ivovic, J. N. Patterson, C. Tang, J. El-Benna, J. W. Joseph, J. W. 
Scholey and A. Giacca (2013). "NADPH oxidase inhibition prevents beta cell dysfunction induced by 
prolonged elevation of oleate in rodents." Diabetologia56(5): 1078-1087. 
Koves, T. R., J. R. Ussher, R. C. Noland, D. Slentz, M. Mosedale, O. Ilkayeva, J. Bain, R. Stevens, J. R. B. 
Dyck, C. B. Newgard, G. D. Lopaschuk and D. M. Muoio (2008). "Mitochondrial overload and 
incomplete fatty acid oxidation contribute to skeletal muscle insulin resistance." Cell 
Metabolism7(1): 45-56. 
Koyama, T., S. Kume, D. Koya, S. Araki, K. Isshiki, M. Chin-Kanasaki, T. Sugimoto, M. Haneda, T. 
Sugaya, A. Kashiwagi, H. Maegawa and T. Uzu (2011). "SIRT3 attenuates palmitate-induced ROS 
production and inflammation in proximal tubular cells." Free Radical Biology and Medicine51(6): 
1258-1267. 
Krabbe, K. S., M. Pedersen and H. Bruunsgaard (2004). "Inflammatory mediators in the elderly." 
Experimental Gerontology39(5): 687-699. 
Krachler, B., M. Norberg, J. W. Eriksson, G. Hallmans, I. Johansson, B. Vessby, L. Weinehall and B. 
Lindahl (2008). "Fatty acid profile of the erythrocyte membrane preceding development of Type 2 
diabetes mellitus." Nutrition Metabolism and Cardiovascular Diseases18(7): 503-510. 
Krauss, R. M. (2004). "Lipids and lipoproteins in patients with type 2 diabetes." Diabetes Care27(6): 
1496-1504. 
Krebs, M. and M. Roden (2005). "Molecular mechanisms of lipid-induced insulin resistance in muscle, 
liver and vasculature." Diabetes Obesity &amp; Metabolism7(6): 621-632. 



255 
 

Krief, S., F. Lonnqvist, S. Raimbault, B. Baude, A. Vanspronsen, P. Arner, A. D. Strosberg, D. Ricquier 
and L. J. Emorine (1993). "TISSUE DISTRIBUTION OF BETA-3-ADRENERGIC RECEPTOR MESSENGER-
RNA IN MAN." Journal of Clinical Investigation91(1): 344-349. 
Kris-Etherton, P. M. and C. Nutr (1999). "AHA Science Advisory: Monounsaturated fatty acids and risk 
of cardiovascular disease." Journal of Nutrition129(12): 2280-2284. 
Kris-Etherton, P. M. and C. Nutrition (1999). "Monounsaturated fatty acids and risk of cardiovascular 
disease." Circulation100(11): 1253-1258. 
Kroeger, J., V. Zietemann, C. Enzenbach, C. Weikert, E. H. J. M. Jansen, F. Doering, H.-G. Joost, H. 
Boeing and M. B. Schulze (2011). "Erythrocyte membrane phospholipid fatty acids, desaturase 
activity, and dietary fatty acids in relation to risk of type 2 diabetes in the European Prospective 
Investigation into Cancer and Nutrition (EPIC)-Potsdam Study." American Journal of Clinical 
Nutrition93(1): 127-142. 
Krogmann, A., K. Staiger, C. Haas, N. Gommer, A. Peter, M. Heni, F. Machicao, H. U. Haring and H. 
Staiger (2011). Inflammatory response of human coronary artery endothelial cells to saturated long-
chain fatty acids. Microvasc Res. United States, 2010 Elsevier Inc. 81: 52-59. 
Krssak, M., K. F. Petersen, A. Dresner, L. DiPietro, S. M. Vogel, D. L. Rothman, G. I. Shulman and M. 
Roden (1999). "Intramyocellular lipid concentrations are correlated with insulin sensitivity in 
humans: a H-1 NMR spectroscopy study." Diabetologia42(1): 113-116. 
Kugel, H., C. Jung, O. Schulte and W. Heindel (1999). Age- and sex-specific differences in the H-1-
spectrum of vertebral bone marrow. 7th Annual ISMRM Meeting, Philadelphia, Pennsylvania, John 
Wiley &amp; Sons Inc. 
Kuk, J., S. Lee, S. Heymsfield and R. Ross (2004). "Relationship between age, gender, waist 
circumference and abdominal adipose tissue distribution." Obesity Research12: A210-A211. 
Kuk, J. L., S. Lee, S. B. Heymsfield and R. Ross (2005). "Waist circumference and abdominal adipose 
tissue distribution: influence of age and sex." American Journal of Clinical Nutrition81(6): 1330-1334. 
Kuk, J. L., T. J. Saunders, L. E. Davidson and R. Ross (2009). "Age-related changes in total and regional 
fat distribution." Ageing Research Reviews8(4): 339-348. 
Kuroda, R., K.-i. Hirata, S. Kawashima and M. Yokoyama (2001). "Unsaturated free fatty acids inhibit 
Ca2+ mobilization and NO release in endothelial cells." Kobe Journal of Medical Sciences47(5): 211-
219. 
Kurotani, K., M. Sato, Y. Ejima, A. Nanri, S. Yi, P. Ngoc Minh, S. Akter, K. Poudel-Tandukar, Y. Kimura, 
K. Imaizumi and T. Mizoue (2012). "High levels of stearic acid, palmitoleic acid, and dihomo-gamma-
linolenic acid and low levels of linoleic acid in serum cholesterol ester are associated with high insulin 
resistance." Nutrition Research32(9): 669-675. 
Lafontan, M. (2008). "Advances in adipose tissue metabolism." International Journal of Obesity32: 
S39-S51. 
Lahiri, S. and A. H. Futerman (2007). "The metabolism and function of sphingolipids and 
glycosphingolipids." Cellular and Molecular Life Sciences64(17): 2270-2284. 
Laine, P. S., E. A. Schwartz, Y. J. Wang, W. Y. Zhang, S. K. Karnik, N. Musi and P. D. Reaven (2007). 
"Palmitic acid induces IP-10 expression in human macrophages via NF-kappa B activation." 
Biochemical and Biophysical Research Communications358(1): 150-155. 
Lakatta, E. G. (2002). "Age-associated cardiovascular changes in health: impact on cardiovascular 
disease in older persons." Heart failure reviews7(1): 29-49. 
Lakatta, E. G. (2003). "Arterial and cardiac aging: Major shareholders in cardiovascular disease 
enterprises - Part III: Cellular and molecular clues to heart and arterial aging." Circulation107(3): 490-
497. 
Lakatta, E. G. and D. Levy (2003). "Arterial and cardiac aging: Major shareholders in cardiovascular 
disease enterprises - Part II: The aging heart in health: Links to heart disease." Circulation107(2): 346-
354. 
Lakatta, E. G. and D. Levy (2003). "Arterial and cardiac aging: Major shareholders in cardiovascular 
disease enterprises Part I: Aging arteries: A "set up" for vascular disease." Circulation107(1): 139-146. 



256 
 

Lakics, V. and S. N. Vogel (1998). "Lipopolysaccharide and ceramide use divergent signaling pathways 
to induce cell death in murine macrophages." Journal of Immunology161(5): 2490-2500. 
Lam, M., A. R. Carmichael and H. R. Griffiths (2012). "An aqueous extract of Fagonia cretica induces 
DNA damage, cell cycle arrest and apoptosis in breast cancer cells via FOXO3a and p53 expression." 
PLoS One7(6): e40152. 
Lam, T. K. T., A. Carpentier, G. F. Lewis, G. van de Werve, I. G. Fantus and A. Giacca (2003). 
"Mechanisms of the free fatty acid-induced increase in hepatic glucose production." American 
Journal of Physiology-Endocrinology and Metabolism284(5): E863-E873. 
Lambertucci, R. H., S. M. Hirabara, L. D. Silveira, A. C. Levada-Pires, R. Curi and T. C. Pithon-Curi 
(2008). "Palmitate increases superoxide production through mitochondrial electron transport chain 
and NADPH oxidase activity in skeletal muscle cells." Journal of Cellular Physiology216(3): 796-804. 
Lamers, D., R. Schlich, A. Horrighs, A. Cramer, H. Sell and J. Eckel (2012). "Differential impact of 
oleate, palmitate, and adipokines on expression of NF-kappa B target genes in human vascular 
smooth muscle cells." Molecular and Cellular Endocrinology362(1-2): 194-201. 
Lampidonis, A. D., E. Rogdakis, G. E. Voutsinas and D. J. Stravopodis (2011). "The resurgence of 
Hormone-Sensitive Lipase (HSL) in mammalian lipolysis." Gene477(1-2): 1-11. 
Langlois, A., F. Chouinard, N. Flamand, C. Ferland, M. Rola-Pleszczynski and M. Laviolette (2009). 
"Crucial implication of protein kinase C (PKC)-delta, PKC-zeta, ERK-1/2, and p38 MAPK in migration of 
human asthmatic eosinophils." Journal of Leukocyte Biology85(4): 656-663. 
Lardizabal, K. D., J. T. Mai, N. W. Wagner, A. Wyrick, T. Voelker and D. J. Hawkins (2001). "DGAT2 is a 
new diacylglycerol acyltransferase gene family - Purification, cloning, and expression in insect cells of 
two polypeptides from Mortierella ramanniana with diacylglycerol acyltransferase activity." Journal 
of Biological Chemistry276(42): 38862-38869. 
Larson, R. S. and T. A. Springer (1990). "STRUCTURE AND FUNCTION OF LEUKOCYTE INTEGRINS." 
Immunological Reviews(114): 181-217. 
Laws, A., H. M. Hoen, J. V. Selby, M. F. Saad, S. M. Haffner and B. V. Howard (1997). "Differences in 
insulin suppression of free fatty acid levels by gender and glucose tolerance status - Relation to 
plasma triglyceride and apolipoprotein B concentrations." Arteriosclerosis Thrombosis and Vascular 
Biology17(1): 64-71. 
Laybutt, D. R., C. Schmitz-Peiffer, A. K. Saha, N. B. Ruderman, T. J. Biden and E. W. Kraegen (1999). 
"Muscle lipid accumulation and protein kinase C activation in the insulin-resistant chronically 
glucose-infused rat." American Journal of Physiology-Endocrinology and Metabolism277(6): E1070-
E1076. 
Lazo, M. and J. M. Clark (2008). "The Epidemiology of Nonalcoholic Fatty Liver Disease: A Global 
Perspective." Seminars in Liver Disease28(4): 339-350. 
Lee, H.-N. and Y.-J. Surh (2013). "Resolvin D1-mediated NOX2 inactivation rescues macrophages 
undertaking efferocytosis from oxidative stress-induced apoptosis." Biochemical pharmacology86(6): 
759-769. 
Lee, J. Y. and D. H. Hwang (2006). "The modulation of inflammatory gene expression by lipids: 
Mediation through toll-like receptors." Molecules and Cells21(2): 174-185. 
Lee, J. Y., J. H. Moon, J. S. Park, B.-W. Lee, E. S. Kang, C. W. Ahn, H. C. Lee and B. S. Cha (2011). 
"Dietary oleate has beneficial effects on every step of non-alcoholic Fatty liver disease progression in 
a methionine- and choline-deficient diet-fed animal model." Diabetes & metabolism journal35(5): 
489-496. 
Lee, J. Y., A. Plakidas, W. H. Lee, A. Heikkinen, P. Chanmugam, G. Bray and D. H. Hwang (2003). 
"Differential modulation of Toll-like receptors by fatty acids: preferential inhibition by n-3 
polyunsaturated fatty acids." Journal of Lipid Research44(3): 479-486. 
Lee, J. Y., K. H. Sohn, S. H. Rhee and D. Hwang (2001). "Saturated fatty acids, but not unsaturated 
fatty acids, induce the expression of cyclooxygenase-2 mediated through Toll-like receptor 4." 
Journal of Biological Chemistry276(20): 16683-16689. 



257 
 

Lee, J. Y., J. P. Ye, Z. G. Gao, H. S. Youn, W. H. Lee, L. Zhao, N. Sizemore and D. H. Hwang (2003). 
"Reciprocal modulation of toll-like receptor-4 signaling pathways involving MyD88 and 
phosphatidylinositol 3-kinase/AKT by saturated and polyunsaturated fatty acids." Journal of 
Biological Chemistry278(39): 37041-37051. 
Lee, M., A. C. Choh, E. W. Demerath, B. Towne, R. M. Siervogel and S. A. Czerwinski (2012). 
"Associations Between Trunk, Leg and Total Body Adiposity with Arterial Stiffness." American Journal 
of Hypertension25(10): 1131-1137. 
Lee, Y., H. Hirose, M. Ohneda, J. H. Johnson, J. D. McGarry and R. H. Unger (1994). "BETA-CELL 
LIPOTOXICITY IN THE PATHOGENESIS OF NON-INSULIN-DEPENDENT DIABETES-MELLITUS OF OBESE 
RATS - IMPAIRMENT IN ADIPOCYTE-BETA-CELL RELATIONSHIPS." Proceedings of the National 
Academy of Sciences of the United States of America91(23): 10878-10882. 
Lee, Y., H. Shin, J. L. Vassy, J. T. Kim, S. I. Cho, S. M. Kang, S. H. Choi, K. W. Kim, K. S. Park, H. C. Jang 
and S. Lim (2012). "Comparison of regional body composition and its relation with cardiometabolic 
risk between BMI-matched young and old subjects." Atherosclerosis224(1): 258-265. 
Lemieux, S. and J. P. Despres (1994). "METABOLIC COMPLICATIONS OF VISCERAL OBESITY 
CONTRIBUTION TO THE ETIOLOGY OF TYPE-2 DIABETES AND IMPLICATIONS FOR PREVENTION AND 
TREATMENT." Diabetes & Metabolism20(4): 375-393. 
Lenaz, G., M. D'Aurelio, M. M. Pich, M. L. Geneva, B. Ventura, C. Bovina, G. Formiggini and G. P. 
Castelli (2000). "Mitochondrial bioenergetics in aging." Biochimica Et Biophysica Acta-
Bioenergetics1459(2-3): 397-404. 
Leng, G. C., D. F. Horrobin, F. G. R. Fowkes, F. B. Smith, G. D. O. Lowe, P. T. Donnan and K. Ells (1994). 
"PLASMA ESSENTIAL FATTY-ACIDS, CIGARETTE-SMOKING, AND DIETARY ANTIOXIDANTS IN 
PERIPHERAL ARTERIAL-DISEASE - A POPULATION-BASED CASE-CONTROL STUDY." Arteriosclerosis and 
Thrombosis14(3): 471-478. 
Lesna, I. K., P. Suchanek, E. Brabcova, J. Kovar, H. Malinska and R. Poledne (2013). "Effect of Different 
Types of Dietary Fatty Acids on Subclinical Inflammation in Humans." Physiological Research62(2): 
145-152. 
Levin, G., K. L. Duffin, M. G. Obukowicz, S. L. Hummert, H. Fujiwara, P. Needleman and A. Raz (2002). 
"Differential metabolism of dihomo-gamma-linolenic acid and arachidonic acid by cyclo-oxygenase-1 
and cyclo-oxygenase-2: implications for cellular synthesis of prostaglandin E-1 and prostaglandin E-
2." Biochemical Journal365: 489-496. 
Levonen, A. L., A. Landar, A. Ramachandran, E. K. Ceaser, D. A. Dickinson, G. Zanoni, J. D. Morrow and 
V. M. Darley-Usmar (2004). "Cellular mechanisms of redox cell signalling: role of cysteine 
modification in controlling antioxidant defences in response to electrophilic lipid oxidation products." 
Biochemical Journal378: 373-382. 
Ley, K., C. Laudanna, M. I. Cybulsky and S. Nourshargh (2007). "Getting to the site of inflammation: 
the leukocyte adhesion cascade updated." Nature Reviews Immunology7(9): 678-689. 
Ley, K., Y. I. Miller and C. C. Hedrick (2011). "Monocyte and Macrophage Dynamics During 
Atherogenesis." Arteriosclerosis Thrombosis and Vascular Biology31(7): 1506-1516. 
Li, C. Y., E. S. Ford, G. X. Zhao, H. S. Kahn and A. H. Mokdad (2010). "Waist-to-thigh ratio and diabetes 
among US adults: The Third National Health and Nutrition Examination Survey." Diabetes Research 
and Clinical Practice89(1): 79-87. 
Li, H., Y. J. Wang, K. Tan, L. Zeng, L. Liu, F. J. Liu, T. Y. Zhou, E. Q. Chen and H. Tang (2009). "Prevalence 
and risk factors of fatty liver disease in Chengdu, Southwest China." Hepatobiliary &amp; Pancreatic 
Diseases International8(4): 377-382. 
Li, X., M. Xia, H. Ma, A. Hofman, Y. Hu, H. Yan, W. He, H. Lin, J. Jeekel, N. Zhao, J. Gao and X. Gao 
(2012). "Liver fat content is associated with increased carotid atherosclerosis in a Chinese middle-
aged and elderly population: The Shanghai Changfeng study." Atherosclerosis224(2): 480-485. 
Li, Y., T. J. Soos, X. H. Li, J. Wu, M. DeGennaro, X. J. Sun, D. R. Littman, M. J. Birnbaum and R. D. 
Polakiewicz (2004). "Protein kinase C theta inhibits insulin signaling by phosphorylating IRS1 at 
Ser(1101)." Journal of Biological Chemistry279(44): 45304-45307. 



258 
 

Liang, S., H. Domon, K. B. Hosur, M. Wang and G. Hajishengallis (2009). "Age-related alterations in 
innate immune receptor expression and ability of macrophages to respond to pathogen challenge in 
vitro." Mechanisms of Ageing and Development130(8): 538-546. 
Liangpunsakul, S., Y. Rahmini, R. A. Ross, Z. W. Zhao, Y. Xu and D. W. Crabb (2012). "Imipramine 
blocks ethanol-induced ASMase activation, ceramide generation, and PP2A activation, and 
ameliorates hepatic steatosis in ethanol-fed mice." American Journal of Physiology-Gastrointestinal 
and Liver Physiology302(5): G515-G523. 
Libby, P., P. M. Ridker and G. K. Hansson (2011). "Progress and challenges in translating the biology of 
atherosclerosis." Nature473(7347): 317-325. 
Lim, S., K. R. Son, I. C. Song, H. S. Park, C. J. Jin, H. C. Jang, K. S. Park, Y. B. Kim and H. K. Lee (2009). 
"Fat in Liver/Muscle Correlates More Strongly With Insulin Sensitivity in Rats Than Abdominal Fat." 
Obesity17(1): 188-195. 
Lin, G., X. Y. Duan, X. B. Cai, L. Y. Tian, Z. J. Xu and J. G. Fan (2010). "Hepatocyte steatosis increases 
the expression of adhesion molecules in endothelial cells." Asian Biomedicine4(5): 757-763. 
Lin, J. L., T. Asano, Y. Shibasaki, K. Tsukuda, H. Katagiri, H. Ishihara, F. Takaku and Y. Oka (1991). 
"ALTERED EXPRESSION OF GLUCOSE TRANSPORTER ISOFORMS WITH AGING IN RATS - SELECTIVE 
DECREASE IN GLUT4 IN THE FAT TISSUE AND SKELETAL-MUSCLE." Diabetologia34(7): 477-482. 
Lin, N., H. B. Chen, H. M. Zhang, X. Y. Wan and Q. Su (2012). "Mitochondrial reactive oxygen species 
(ROS) inhibition ameliorates palmitate-induced INS-1 beta cell death." Endocrine42(1): 107-117. 
Lin, S. L., A. P. Castano, B. T. Nowlin, M. L. Lupher and J. S. Duffield (2009). "Bone Marrow Ly6C(high) 
Monocytes Are Selectively Recruited to Injured Kidney and Differentiate into Functionally Distinct 
Populations." Journal of Immunology183(10): 6733-6743. 
Lin, W. C., C. F. Lin, C. L. Chen, C. W. Chen and Y. S. Lin (2011). "Inhibition of Neutrophil Apoptosis via 
Sphingolipid Signaling in Acute Lung Injury." Journal of Pharmacology and Experimental 
Therapeutics339(1): 45-53. 
Lin, Y., A. H. Berg, P. Iyengar, T. K. T. Lam, A. Giacca, T. P. Combs, M. W. Rajala, X. L. Du, B. Rollman, 
W. J. Li, M. Hawkins, N. Barzilai, C. J. Rhodes, I. G. Fantus, M. Brownlee and P. E. Scherer (2005). "The 
hyperglycemia-induced inflammatory response in adipocytes - The role of reactive oxygen species." 
Journal of Biological Chemistry280(6): 4617-4626. 
Lind, L., E. Sodergren, I. B. Gustafsson, J. Millgard, M. Sarabi and B. Vessby (2002). "The types of 
circulating fatty acids influence vascular reactivity." Lipids37(12): 1141-1145. 
Liney, G. P., C. P. Bernard, D. J. Manton, L. W. Turnbull and C. M. Langton (2007). "Age, gender, and 
skeletal variation in bone marrow composition: A preliminary study at 3.0 Tesla." Journal of Magnetic 
Resonance Imaging26(3): 787-793. 
Lio, D., L. Scola, A. Crivello, G. Colonna-Romano, G. Candore, M. Bonafe, L. Cavallone, C. Franceschi 
and C. Caruso (2002). "Gender-specific association between-1082 IL-10 promoter polymorphism and 
longevity." Genes and Immunity3(1): 30-33. 
Liochev, S. I. (2013). "Reactive oxygen species and the free radical theory of aging." Free Radical 
Biology and Medicine60: 1-4. 
Listenberger, L. L., X. L. Han and J. E. Schaffer (2001). "Oleate prevents palmitate-induced apoptosis." 
Molecular Biology of the Cell12: 113. 
Listenberger, L. L., D. S. Ory and J. E. Schaffer (2001). "Palmitate-induced apoptosis can occur through 
a ceramide-independent pathway." Journal of Biological Chemistry276(18): 14890-14895. 
Little, J. P., J. M. Madeira and A. Klegeris (2012). "The Saturated Fatty Acid Palmitate Induces Human 
Monocytic Cell Toxicity Toward Neuronal Cells: Exploring a Possible Link Between Obesity-Related 
Metabolic Impairments and Neuroinflammation." Journal of Alzheimers Disease30: S179-S183. 
Liu, C.-C., C.-L. Hung, S.-C. Shih, H.-J. Ko, Y.-T. Lu, Y.-J. Wu, H.-Y. Cheng, K.-C. Hu, H.-I. Yeh and R.-E. 
Chang (2010). "Age-related Differences in the Clinical Presentation, Associated Metabolic 
Abnormality, and Estimated Cardiovascular Risks from Nonalcoholic Fatty Liver Disease: A Cross-
sectional Study from Health Evaluation Center in Taiwan." International Journal of Gerontology4(4): 
184-191. 



259 
 

Liu, K., W. Zhao, X. Gao, F. Huang, J. Kou and B. Liu (2012). Diosgenin ameliorates palmitate-induced 
endothelial dysfunction and insulin resistance via blocking IKKbeta and IRS-1 pathways. 
Atherosclerosis. Ireland, 2012 Elsevier Ireland Ltd. 223: 350-358. 
Liu, R. M. (2002). "Down-regulation of gamma-glutamylcysteine synthetase regulatory subunit gene 
expression in rat brain tissue during aging." Journal of Neuroscience Research68(3): 344-351. 
Liu, X. Q., M. Miyazaki, M. T. Flowers, H. Sampath, M. H. Zhao, K. Chu, C. M. Paton, D. S. Joo and J. M. 
Ntambi (2010). "Loss of Stearoyl-CoA Desaturase-1 Attenuates Adipocyte Inflammation Effects of 
Adipocyte-Derived Oleate." Arteriosclerosis Thrombosis and Vascular Biology30(1): 31-U91. 
Lo, S. K., S. Lee, R. A. Ramos, R. Lobb, M. Rosa, G. Chirosso and S. D. Wright (1991). "ENDOTHELIAL-
LEUKOCYTE ADHESION MOLECULE-1 STIMULATES THE ADHESIVE ACTIVITY OF LEUKOCYTE INTEGRIN 
CR3 (CD11B CD18, MAC-1, ALPHA-M-BETA-2) ON HUMAN NEUTROPHILS." Journal of Experimental 
Medicine173(6): 1493-1500. 
Lobo, M. V. T., L. Huerta, N. Ruiz-Velasco, E. Teixeiro, P. de la Cueva, A. Celdran, A. Martin-Hidalgo, 
M. A. Vega and R. Bragado (2001). "Localization of the lipid receptors CD36 and CLA-1/SR-BI in the 
human gastrointestinal tract: Towards the identification of receptors mediating the intestinal 
absorption of dietary lipids." Journal of Histochemistry & Cytochemistry49(10): 1253-1260. 
Lobo, S. and D. A. Bernlohr (2007). "Fatty acid transport in adipocytes and the development of insulin 
resistance." Novartis Foundation symposium286: 113-121; discussion 121-116, 162-113, 196-203. 
Los, M., H. Schenk, K. Hexel, P. A. Baeuerle, W. Droge and K. Schulzeosthoff (1995). "IL-2 GENE-
EXPRESSION AND NF-KAPPA-B ACTIVATION THROUGH CD28 REQUIRES REACTIVE OXYGEN 
PRODUCTION BY 5-LIPOXYGENASE." Embo Journal14(15): 3731-3740. 
Love-Gregory, L., R. Sherva, L. W. Sun, J. Wasson, T. Schappe, A. Doria, D. C. Rao, S. C. Hunt, S. Klein, 
R. J. Neuman, M. A. Permutt and N. A. Abumrad (2008). "Variants in the CD36 gene associate with 
the metabolic syndrome and high-density lipoprotein cholesterol." Human Molecular 
Genetics17(11): 1695-1704. 
Lu, G., E. L. Greene, T. Nagai and B. M. Egan (1998). "Reactive oxygen species are critical in the oleic 
acid-mediated mitogenic signaling pathway in vascular smooth muscle cells." Hypertension32(6): 
1003-1010. 
Lu, J., X. Chen, Y. Zhang, J. Xu, L. Zhang, Z. Li, W. Liu, J. Ouyang, S. Han and X. He (2013). "Astragalus 
polysaccharide induces anti-inflammatory effects dependent on AMPK activity in palmitate-treated 
RAW264.7 cells." International journal of molecular medicine31(6): 1463-1470. 
Lu, J., Q. H. Wang, L. H. Huang, H. Y. Dong, L. J. Lin, N. Lin, F. Zheng and J. M. Tan (2012). "Palmitate 
Causes Endoplasmic Reticulum Stress and Apoptosis in Human Mesenchymal Stem Cells: Prevention 
by AMPK Activator." Endocrinology153(11): 5275-5284. 
Lu, Y., L. Qian, Q. Zhang, B. Chen, L. Gui, D. Huang, G. Chen and L. Chen (2013). "Palmitate induces 
apoptosis in mouse aortic endothelial cells and endothelial dysfunction in mice fed high-calorie and 
high-cholesterol diets." Life sciences92(24-26): 1165-1173. 
Luiken, J., Y. Arumugam, D. J. Dyck, R. C. Bell, M. M. L. Pelsers, L. P. Turcotte, N. N. Tandon, J. F. C. 
Glatz and A. Bonen (2001). "Increased rates of fatty acid uptake and plasmalemmal fatty acid 
transporters in obese Zucker rats." Journal of Biological Chemistry276(44): 40567-40573. 
Luiken, J., D. J. Dyck, X. X. Han, N. N. Tandon, Y. Arumugam, J. F. C. Glatz and A. Bonen (2002). 
"Insulin induces the translocation of the fatty acid transporter FAT/CD36 to the plasma membrane." 
American Journal of Physiology-Endocrinology and Metabolism282(2): E491-E495. 
Luiken, J., F. G. Schaap, F. A. van Nieuwenhoven, G. J. van der Vusse, A. Bonen and J. F. C. Glatz 
(1999). "Cellular fatty acid transport in heart and skeletal muscle as facilitated by proteins." Lipids34: 
S169-S175. 
Lumeng, C. N., J. L. Bodzin and A. R. Saltiel (2007). "Obesity induces a phenotypic switch in adipose 
tissue macrophage polarization." Journal of Clinical Investigation117(1): 175-184. 
Lumeng, C. N., S. M. DeYoung, J. L. Bodzin and A. R. Saltiel (2007). "Increased inflammatory 
properties of adipose tissue macrophages recruited during diet-induced obesity." Diabetes56(1): 16-
23. 



260 
 

Lusis, A. J. (2000). "Atherosclerosis." Nature407(6801): 233-241. 
Ma, J. D., S. Z. Yu, F. J. Wang, L. Bai, J. Xiao, Y. Z. Jiang, L. Chen, J. Y. Wang, A. A. Jiang, M. Z. Li and X. 
W. Li (2013). "MicroRNA Transcriptomes Relate Intermuscular Adipose Tissue to Metabolic Risk." 
International Journal of Molecular Sciences14(4): 8611-8624. 
Machann, J., C. Thamer, B. Schnoedt, N. Stefan, M. Stumvoll, H. U. Haring, C. D. Claussen, A. Fritsche 
and F. Schick (2005). "Age and gender related effects on adipose tissue compartments of subjects 
with increased risk for type 2 diabetes: a whole body MRI/MRS study." Magnetic Resonance 
Materials in Physics Biology and Medicine18(3): 128-137. 
Mack, E., E. Ziv, H. Reuveni, R. Kalma, M. Y. Niv, A. Joerns, S. Lenzen and E. Shafrir (2008). "Prevention 
of insulin resistance and beta-cell loss by abrogating PKC epsilon-induced serine phosphorylation of 
muscle IRS-1 in Psammomys obesus." Diabetes-Metabolism Research and Reviews24(7): 577-584. 
Mackaness, G. B. (1964). "THE IMMUNOLOGICAL BASIS OF ACQUIRED CELLULAR RESISTANCE." The 
Journal of experimental medicine120: 105-120. 
MacMicking, J., Q. W. Xie and C. Nathan (1997). "Nitric oxide and macrophage function." Annual 
Review of Immunology15: 323-350. 
Maestre, I., J. Jordan, S. Calvo, J. A. Reig, V. Cena, B. Soria, M. Prentki and E. Roche (2003). 
"Mitochondrial dysfunction is involved in apoptosis induced by serum withdrawal and fatty acids in 
the beta-cell line Ins-1." Endocrinology144(1): 335-345. 
Mahmood, S., K. Taketa, K. Imai, Y. Kajihara, S. Imai, T. Yokobayashi, S. Yamamoto, M. Sato, H. Omori 
and K. Manabe (1998). "Association of fatty liver with increased ratio of visceral to subcutaneous 
adipose tissue in obese men." Acta Medica Okayama52(4): 225-231. 
Maini, R. N., P. C. Taylor, J. Szechinski, K. Pavelka, J. Broell, G. Balint, P. Emery, F. Raemen, J. Petersen, 
J. Smolen, D. Thomson, T. Kishimoto and C. S. Grp (2006). "Double-blind randomized controlled 
clinical trial of the interleukin-6 receptor antagonist, tocilizumab, in European patients with 
rheumatoid arthritis who had an incomplete response to methotrexate." Arthritis and 
Rheumatism54(9): 2817-2829. 
Malki, A. and E. El Ashry (2012). "Quinuclidinone derivative 6 induced apoptosis in human breast 
cancer cells via sphingomyelinase and JNK signaling." Journal of Chemotherapy24(5): 268-278. 
Maloney, E., I. R. Sweet, D. M. Hockenbery, M. Pham, N. O. Rizzo, S. Tateya, P. Handa, M. W. 
Schwartz and F. Kim (2009). "Activation of NF-kappa B by Palmitate in Endothelial Cells A Key Role for 
NADPH Oxidase-Derived Superoxide in Response to TLR4 Activation." Arteriosclerosis Thrombosis 
and Vascular Biology29(9): 1370-1375. 
Mantovani, A., S. K. Biswas, M. R. Galdiero, A. Sica and M. Locati (2013). "Macrophage plasticity and 
polarization in tissue repair and remodelling." Journal of Pathology229(2): 176-185. 
Mantovani, A., A. Sica, S. Sozzani, P. Allavena, A. Vecchi and M. Locati (2004). "The chemokine system 
in diverse forms of macrophage activation and polarization." Trends in Immunology25(12): 677-686. 
Marcilla-Etxenike, A., M. L. Martin, M. A. Noguera-Salva, J. M. Garcia-Verdugo, M. Soriano-Navarro, I. 
Dey, P. V. Escriba and X. Busquets (2012). "2-Hydroxyoleic Acid Induces ER Stress and Autophagy in 
Various Human Glioma Cell Lines." Plos One7(10): 16. 
Marcus, R. L., O. Addison, J. P. Kidde, L. E. Dibble and P. C. Lastayo (2010). "Skeletal muscle fat 
infiltration: Impact of age, inactivity, and exercise." Journal of Nutrition Health & Aging14(5): 362-
366. 
Marcus, R. L., O. Addison and P. C. LaStayo (2013). "Intramuscular adipose tissue attenuates gains in 
muscle quality in older adults at high risk for falling. A brief report." Journal of Nutrition Health & 
Aging17(3): 215-218. 
Marin, P., B. Andersson, M. Ottosson, L. Olbe, B. Chowdhury, H. Kvist, G. Holm, L. Sjostrom and P. 
Bjorntorp (1992). "The morphology and metabolism of intraabdominal adipose tissue in men." 
Metabolism41(11): 1242-1248. 
Maris, M., S. Robert, E. Waelkens, R. Derua, M. H. Hernangomez, W. D'Hertog, M. Cnop, C. Mathieu 
and L. Overbergh (2013). "Role of the Saturated Nonesterified Fatty Acid Palmitate in Beta Cell 
Dysfunction." Journal of Proteome Research12(1): 347-362. 



261 
 

Martinez, F. O., S. Gordon, M. Locati and A. Mantovani (2006). "Transcriptional profiling of the 
human monocyte-to-macrophage differentiation and polarization: New molecules and patterns of 
gene expression." Journal of Immunology177(10): 7303-7311. 
Martinez, F. O., L. Helming and S. Gordon (2009). "Alternative Activation of Macrophages: An 
Immunologic Functional Perspective." Annual Review of Immunology27: 451-483. 
Martinez, F. O., A. Sica, A. Mantovani and M. Locati (2008). "Macrophage activation and 
polarization." Frontiers in Bioscience-Landmark13: 453-461. 
Martinon, F. (2012). "The endoplasmic reticulum: a sensor of cellular stress that modulates immune 
responses." Microbes and Infection14(14): 1293-1300. 
Marzani, B., G. Felzani, R. G. Bellomo, J. Vecchiet and F. Marzatico (2005). "Human muscle aging: 
ROS-mediated alterations in rectus abdominis and vastus lateralis muscles." Experimental 
Gerontology40(12): 959-965. 
Mason, C., C. L. Craig and P. T. Katzmarzyk (2008). "Influence of Central and Extremity 
Circumferences on All-cause Mortality in Men and Women." Obesity16(12): 2690-2695. 
Mason, T. M., T. Goh, V. Tchipashvili, H. Sandhu, N. Gupta, G. F. Lewis and A. Giacca (1999). 
"Prolonged elevation of plasma free fatty acids desensitizes the insulin secretory response to glucose 
in vivo in rats." Diabetes48(3): 524-530. 
Massaro, M., G. Basta, G. Lazzerini, M. A. Carluccio, F. Bosetti, G. Solaini, F. Visioli, A. Paolicchi and R. 
De Caterina (2002). "Quenching of intracellular ROS generation as a mechanism for oleate-induced 
reduction of endothelial activation and early atherogenesis." Thrombosis and Haemostasis88(2): 335-
344. 
Massudi, H., R. Grant, N. Braidy, J. Guest, B. Farnsworth and G. J. Guillemin (2012). "Age-Associated 
Changes In Oxidative Stress and NAD(+) Metabolism In Human Tissue." Plos One7(7). 
Mata, P., R. Alonso, A. LopezFarre, J. M. Ordovas, C. Lahoz, C. Garces, C. Caramelo, R. Codoceo, E. 
Blazquez and M. deOya (1996). "Effect of dietary fat saturation on LDL oxidation and monocyte 
adhesion to human endothelial cells in vitro." Arteriosclerosis Thrombosis and Vascular 
Biology16(11): 1347-1355. 
Matsubara, L. S. and P. E. A. Machado (1991). "AGE-RELATED-CHANGES OF GLUTATHIONE CONTENT, 
GLUTATHIONE-REDUCTASE AND GLUTATHIONE-PEROXIDASE ACTIVITY OF HUMAN ERYTHROCYTES." 
Brazilian Journal of Medical and Biological Research24(5): 449-454. 
Matsumori, R., T. Miyazaki, K. Shimada, A. Kume, Y. Kitamura, K. Oshida, N. Yanagisawa, T. Kiyanagi, 
M. Hiki, K. Fukao, K. Hirose, H. Ohsaka, H. Mokuno and H. Daida (2013). "High levels of very long-
chain saturated fatty acid in erythrocytes correlates with atherogenic lipoprotein profiles in subjects 
with metabolic syndrome." Diabetes Research and Clinical Practice99(1): 12-18. 
Matsuzawa-Nagata, N., T. Takamura, H. Ando, S. Nakamura, S. Kurita, H. Misu, T. Ota, M. Yokoyama, 
M. Honda, K.-i. Miyamoto and S. Kaneko (2008). "Increased oxidative stress precedes the onset of 
high-fat diet-induced insulin resistance and obesity." Metabolism-Clinical and Experimental57(8): 
1071-1077. 
Matthews, D. R., J. P. Hosker, A. S. Rudenski, B. A. Naylor, D. F. Treacher and R. C. Turner (1985). 
"HOMEOSTASIS MODEL ASSESSMENT - INSULIN RESISTANCE AND BETA-CELL FUNCTION FROM 
FASTING PLASMA-GLUCOSE AND INSULIN CONCENTRATIONS IN MAN." Diabetologia28(7): 412-419. 
Mayneris-Perxachs, J., M. Guerendiain, A. I. Castellote, R. Estruch, M. I. Covas, M. Fito, J. Salas-
Salvado, M. A. Martinez-Gonzalez, F. Aros, R. M. Lamuela-Raventos and M. C. Lopez-Sabater (2013). 
"Plasma fatty acid composition, estimated desaturase activities, and their relation with the metabolic 
syndrome in a population at high risk of cardiovascular disease." Clin Nutr. 
Mazzali, G., V. Di Francesco, E. Zoico, F. Fantin, G. Zamboni, C. Benati, V. Bambara, M. Negri, O. 
Bosello and M. Zamboni (2006). "Interrelations between fat distribution, muscle lipid content, 
adipocytokines, and insulin resistance: effect of moderate weight loss in older women." American 
Journal of Clinical Nutrition84(5): 1193-1199. 



262 
 

Mazzone, A., S. DeServi, I. Mazzucchelli, G. Fossati, D. Gritti, C. Canale, C. Cusa and G. Ricevuti (1997). 
"Increased expression of CD11b/CD18 on phagocytes in ischaemic disease: a bridge between 
inflammation and coagulation." European Journal of Clinical Investigation27(8): 648-652. 
Mazzone, A., S. Deservi, G. Ricevuti, I. Mazzucchelli, G. Fossati, D. Pasotti, E. Bramucci, L. Angoli, F. 
Marsico, G. Specchia and A. Notario (1993). "INCREASED EXPRESSION OF NEUTROPHIL AND 
MONOCYTE ADHESION MOLECULES IN UNSTABLE CORONARY-ARTERY DISEASE." Circulation88(2): 
358-363. 
McCarty, M. F. (2003). "Does postprandial storage of triglycerides in endothelial cells contribute to 
the endothelial dysfunction associated with insulin resistance and fatty diets?" Medical 
Hypotheses61(2): 167-172. 
McEver, R. P. and R. D. Cummings (1997). "Role of PSGL-1 binding to selectins in leukocyte 
recruitment." Journal of Clinical Investigation100(11): S97-S103. 
McFarland, H. I., S. R. Nahill, J. W. Maciaszek and R. M. Welsh (1992). "CD11B (MAC-1) - A MARKER 
FOR CD8+ CYTOTOXIC T-CELL ACTIVATION AND MEMORY IN VIRUS-INFECTION." Journal of 
Immunology149(4): 1326-1333. 
McGilvray, I. D., L. Serghides, A. Kapus, O. D. Rotstein and K. C. Kain (2000). "Nonopsonic 
monocyte/macrophage phagocytosis of Plasmodium falciparum-parasitized erythrocytes: a role for 
CD36 in malarial clearance." Blood96(9): 3231-3240. 
McLaughlin, T., C. Lamendola, A. Liu and F. Abbasi (2011). "Preferential Fat Deposition in 
Subcutaneous Versus Visceral Depots Is Associated with Insulin Sensitivity." Journal of Clinical 
Endocrinology & Metabolism96(11): E1756-E1760. 
McNamara, R. K., Y. Liu, R. Jandacek, T. Rider and P. Tso (2008). "The aging human orbitofrontal 
cortex: Decreasing polyunsaturated fatty acid composition and associated increases in lipogenic gene 
expression and stearoyl-CoA desaturase activity." Prostaglandins Leukotrienes and Essential Fatty 
Acids78(4-5): 293-304. 
Medvedev, A. E., J. C. G. Blanco, N. Qureshi and S. N. Vogel (1999). "Limited role of ceramide in 
lipopolysaccharide-mediated mitogen-activated protein kinase activation, transcription factor 
induction, and cytokine release." Journal of Biological Chemistry274(14): 9342-9350. 
Mehta, J. L., J. L. Bryant and P. Mehta (1995). "REDUCTION OF NITRIC-OXIDE SYNTHASE ACTIVITY IN 
HUMAN NEUTROPHILS BY OXIDIZED LOW-DENSITY LIPOPROTEINS - REVERSAL OF THE EFFECT OF 
OXIDIZED LOW-DENSITY LIPOPROTEINS BY HIGH-DENSITY-LIPOPROTEINS AND L-ARGININE." 
Biochemical Pharmacology50(8): 1181-1185. 
Mente, A., L. de Koning, H. S. Shannon and S. S. Anand (2009). "A Systematic Review of the Evidence 
Supporting a Causal Link Between Dietary Factors and Coronary Heart Disease." Archives of Internal 
Medicine169(7): 659-669. 
Merino, A., P. Buendia, A. Martin-Malo, P. Aljama, R. Ramirez and J. Carracedo (2011). "Senescent 
CD14(+)CD16(+) Monocytes Exhibit Proinflammatory and Proatherosclerotic Activity." Journal of 
Immunology186(3): 1809-1815. 
Merrill, A. H. (2002). "De novo sphingolipid biosynthesis: A necessary, but dangerous, pathway." 
Journal of Biological Chemistry277(29): 25843-25846. 
Methe, H., J. O. Kim, S. Kofler, M. Nabauer and M. Weis (2005). "Statins decrease Toll-like receptor 4 
expression and downstream signaling in human CD14(+) monocytes." Arteriosclerosis Thrombosis 
and Vascular Biology25(7): 1439-1445. 
Meydani, S. N., S. Endres, M. M. Woods, B. R. Goldin, C. Soo, A. Morrilllabrode, C. A. Dinarello and S. 
L. Gorbach (1991). "ORAL (N-3) FATTY-ACID SUPPLEMENTATION SUPPRESSES CYTOKINE 
PRODUCTION AND LYMPHOCYTE-PROLIFERATION - COMPARISON BETWEEN YOUNG AND OLDER 
WOMEN." Journal of Nutrition121(4): 547-555. 
Miles, E. A., D. Rees, T. Banerjee, R. Cazzola, S. Lewis, R. Wood, R. Oates, A. Tallant, B. Cestaro, P. 
Yaqoob, K. W. J. Wahle and P. C. Calder (2008). "Age-related increases in circulating inflammatory 
markers in men are independent of BMI, blood pressure and blood lipid concentrations." 
Atherosclerosis196(1): 298-305. 



263 
 

Miljkovic, I., J. A. Cauley, M. A. Petit, K. E. Ensrud, E. Strotmeyer, Y. Sheu, C. L. Gordon, B. H. 
Goodpaster, C. H. Bunker, A. L. Patrick, V. W. Wheeler, L. H. Kuller, K. A. Faulkner, J. M. Zmuda and O. 
S. R. T. H. S. R. G. Osteoporotic Fractures Men Mr (2009). "Greater Adipose Tissue Infiltration in 
Skeletal Muscle among Older Men of African Ancestry." Journal of Clinical Endocrinology &amp; 
Metabolism94(8): 2735-2742. 
Mironova, G. D., K. N. Belosludtsev, N. V. Belosludtseva, E. N. Gritsenko, B. I. Khodorov and N. E. L. 
Saris (2007). "Mitochondrial Ca2+ cycle mediated by the palmitate-activated cyclosporin A-
insensitive pore." Journal of Bioenergetics and Biomembranes39(2): 167-174. 
Mishra, A., A. Chaudhary and S. Sethi (2004). "Oxidized omega-3 fatty acids inhibit NF-kappa B 
activation via a PPAR alpha-dependent pathway." Arteriosclerosis Thrombosis and Vascular 
Biology24(9): 1621-1627. 
Mishra, R. and M. S. Simonson (2005). "Saturated free fatty acids and apoptosis in microvascular 
mesangial cells: palmitate activates pro-apoptotic signaling involving caspase 9 and mitochondrial 
release of endonuclease G." Cardiovascular Diabetology4: 12. 
Misra, A. and N. K. Vikram (2003). "Clinical and pathophysiological consequences of abdominal 
adiposity and abdominal adipose tissue depots." Nutrition19(5): 457-466. 
Mizutani, T., Y. Nishikawa, H. Adachi, T. Enomoto, H. Ikegami, H. Kurachi, T. Nomura and A. Miyake 
(1994). "IDENTIFICATION OF ESTROGEN-RECEPTOR IN HUMAN ADIPOSE-TISSUE AND ADIPOCYTES." 
Journal of Clinical Endocrinology & Metabolism78(4): 950-954. 
MohammadTaghvaei, N., G. Taheripak, M. Taghikhani and R. Meshkani (2012). "Palmitate-induced 
PTP1B expression is mediated by ceramide-JNK and nuclear factor kappa B (NF-kappa B) activation." 
Cellular Signalling24(10): 1964-1970. 
Molvig, J., F. Pociot, H. Worsaae, L. D. Wogensen, L. Baek, P. Christensen, T. Mandruppoulsen, K. 
Andersen, P. Madsen, J. Dyerberg and J. Nerup (1991). "DIETARY SUPPLEMENTATION WITH OMEGA-
3-POLYUNSATURATED FATTY-ACIDS DECREASES MONONUCLEAR CELL-PROLIFERATION AND 
INTERLEUKIN-1 BETA CONTENT BUT NOT MONOKINE SECRETION IN HEALTHY AND INSULIN-
DEPENDENT DIABETIC INDIVIDUALS." Scandinavian Journal of Immunology34(4): 399-410. 
Monick, M. M., R. K. Mallampalli, A. B. Carter, D. M. Flaherty, D. McCoy, P. K. Robeff, M. W. Peterson 
and G. W. Hunninghake (2001). "Ceramide regulates lipopolysaccharide-induced phosphatidylinositol 
3-kinase and Akt activity in human alveolar macrophages." Journal of Immunology167(10): 5977-
5985. 
Montagne, C. T. and S. O'Rahilly (2000). "The perils of portliness - Causes and consequences of 
visceral adiposity." Diabetes49(6): 883-888. 
Montell, E., M. Turini, M. Marotta, M. Roberts, V. Noe, C. J. Ciudad, K. Mace and A. M. Gomez-Foix 
(2001). "DAG accumulation from saturated fatty acids desensitizes insulin stimulation of glucose 
uptake in muscle cells." American Journal of Physiology-Endocrinology and Metabolism280(2): E229-
E237. 
Moodley, Y., P. Rigby, C. Bundell, S. Bunt, H. Hayashi, N. Misso, R. McAnulty, G. Laurent, A. Scaffidi, P. 
Thompson and D. Knight (2003). "Macrophage recognition and phagocytosis of apoptotic fibroblasts 
is critically dependent on fibroblast-derived thrombospondin 1 and CD36." American Journal of 
Pathology162(3): 771-779. 
Mooney, R. A. (2007). "Interleukin-6 does/does not have a beneficial role in insulin sensitivity and 
glucose homeostasis - Counterpoint: Interleukin-6 does not have a beneficial role in insulin sensitivity 
and glucose homeostasis." Journal of Applied Physiology102(2): 816-818. 
Moore, K. J. and I. Tabas (2011). "Macrophages in the Pathogenesis of Atherosclerosis." Cell145(3): 
341-355. 
Morgan, D., H. R. Oliveira-Emilio, D. Keane, A. E. Hirata, M. S. da Rocha, S. Bordin, R. Curi, P. 
Newsholme and A. R. Carpinelli (2007). "Glucose, palmitate and pro-inflammatory cytokines 
modulate production and activity of a phagocyte-like NADPH oxidase in rat pancreatic islets and a 
clonal beta cell line." Diabetologia50(2): 359-369. 



264 
 

Mosig, S., K. Rennert, S. Krause, J. Kzhyshkowska, K. Neunuebel, R. Heller and H. Funke (2009). 
"Different functions of monocyte subsets in familial hypercholesterolemia: potential function of 
CD14(+)CD16(+) monocytes in detoxification of oxidized LDL." Faseb Journal23(3): 866-874. 
Mosser, D. M. (2003). "The many faces of macrophage activation." Journal of Leukocyte Biology73(2): 
209-212. 
Mosser, D. M. and J. P. Edwards (2008). "Exploring the full spectrum of macrophage activation." 
Nature Reviews Immunology8(12): 958-969. 
Mottillo, E. P., X. J. Shen and J. G. Granneman (2010). "beta 3-adrenergic receptor induction of 
adipocyte inflammation requires lipolytic activation of stress kinases p38 and JNK." Biochimica Et 
Biophysica Acta-Molecular and Cell Biology of Lipids1801(9): 1048-1055. 
Mozaffarian, D., H. M. Cao, I. B. King, R. N. Lemaitre, X. L. Song, D. S. Siscovick and G. S. Hotamisligil 
(2010). "Circulating palmitoleic acid and risk of metabolic abnormalities and new-onset diabetes." 
American Journal of Clinical Nutrition92(6): 1350-1358. 
Mukhopadhyay, S. and S. Gordon (2004). "The role of scavenger receptors in pathogen recognition 
and innate immunity." Immunobiology209(1-2): 39-49. 
Munder, M., F. Mollinedo, J. Calafat, J. Canchado, C. Gil-Lamaignere, J. M. Fuentes, C. Luckner, G. 
Doschko, G. Soler, K. Eichmann, F. M. Muller, A. D. Ho, M. Goerner and M. Modolell (2005). "Arginase 
I is constitutively expressed in human granulocytes and participates in fungicidal activity." 
Blood105(6): 2549-2556. 
Munford, R. S. and C. L. Hall (1986). "DETOXIFICATION OF BACTERIAL LIPOPOLYSACCHARIDES 
(ENDOTOXINS) BY A HUMAN NEUTROPHIL ENZYME." Science234(4773): 203-205. 
Murakami, M., S. Arai, Y. Nagai, K. Yamazaki and S. Iizuka (1997). "Subcutaneous fat distribution of 
the abdomen and buttocks in Japanese women aged 20 to 58 years." Applied Human Science16(4): 
167-177. 
Muzio, F., L. Mondazzi, W. S. Harris, D. Sommariva and A. Branchi (2007). "Effects of moderate 
variations in the macronutrient content of the diet on cardiovascular disease risk factors in obese 
patients with the metabolic syndrome." American Journal of Clinical Nutrition86(4): 946-951. 
Nagy, L., P. Tontonoz, J. G. A. Alvarez, H. W. Chen and R. M. Evans (1998). "Oxidized LDL regulates 
macrophage gene expression through ligand activation of PPAR gamma." Cell93(2): 229-240. 
Nahrendorf, M., F. K. Swirski, E. Aikawa, L. Stangenberg, T. Wurdinger, J.-L. Figueiredo, P. Libby, R. 
Weissleder and M. J. Pittet (2007). "The healing myocardium sequentially mobilizes two monocyte 
subsets with divergent and complementary functions." Journal of Experimental Medicine204(12): 
3037-3047. 
Nakagawa, Y., M. Hattori, K. Harada, R. Shirase, M. Bando and G. Okano (2007). "Age-related changes 
in intramyocellular lipid in humans by in vivo H-1-MR spectroscopy." Gerontology53(4): 218-223. 
Nakakuki, M., H. Kawano, T. Notsu and K. Imada (2013). "Eicosapentaenoic acid suppresses 
palmitate-induced cytokine production by modulating long-chain acyl-CoA synthetase 1 expression in 
human THP-1 macrophages." Atherosclerosis227(2): 289-296. 
Nakamura, S., T. Takamura, N. Matsuzawa-Nagata, H. Takayama, H. Misu, H. Noda, S. Nabemoto, S. 
Kurita, T. Ota, H. Ando, K. Miyamoto and S. Kaneko (2009). "Palmitate Induces Insulin Resistance in 
H4IIEC3 Hepatocytes through Reactive Oxygen Species Produced by Mitochondria." Journal of 
Biological Chemistry284(22): 14809-14818. 
Nakata, A., Y. Nakagawa, M. Nishida, S. Nozaki, J. Miyagawa, T. Nakagawa, R. Tamura, K. Matsumoto, 
K. Kameda-Takemura, S. Yamashita and Y. Matsuzawa (1999). "CD36, a novel receptor for oxidized 
low-density lipoproteins, is highly expressed on lipid-laden macrophages in human atherosclerotic 
aorta." Arteriosclerosis Thrombosis and Vascular Biology19(5): 1333-1339. 
Nasimian, A., G. Taheripak, S. Gorgani-Firuzjaee, A. Sadeghi and R. Meshkani (2013). "Protein 
tyrosine phosphatase 1B (PTP1B) modulates palmitate-induced cytokine production in macrophage 
cells." Inflammation Research62(2): 239-246. 
Nathan, C. and A. Cunningham-Bussel (2013). "Beyond oxidative stress: an immunologist's guide to 
reactive oxygen species." Nature Reviews Immunology13(5): 349-361. 



265 
 

Nathan, C. and A. Ding (2010). "SnapShot: Reactive Oxygen Intermediates (ROI)." Cell140(6). 
Navarro, A., J. M. Lopez-Cepero, M. J. Bandez, M.-J. Sanchez-Pino, C. Gomez, E. Cadenas and A. 
Boveris (2008). "Hippocampal mitochondrial dysfunction in rat aging." American Journal of 
Physiology-Regulatory Integrative and Comparative Physiology294(2): R501-R509. 
Nemoto, S. and T. Finkel (2002). "Redox regulation of forkhead proteins through a p66shc-dependent 
signaling pathway." Science295(5564): 2450-2452. 
Nesher, M. and A. Boneh (1994). "EFFECT OF FATTY-ACIDS AND THEIR ACYL-COA ESTERS ON 
PROTEIN-KINASE-C ACTIVITY IN FIBROBLASTS - POSSIBLE IMPLICATIONS IN FATTY-ACID OXIDATION 
DEFECTS." Biochimica Et Biophysica Acta-Molecular Cell Research1221(1): 66-72. 
Nicklas, B. J., M. Cesari, B. Penninx, S. B. Kritchevsky, J. Z. Ding, A. Newman, D. W. Kitzman, A. M. 
Kanaya, M. Pahor and T. B. Harris (2006). "Abdominal obesity is an independent risk factor for 
chronic heart failure in older people." Journal of the American Geriatrics Society54(3): 413-420. 
Nicklas, B. J., B. Penninx, M. Cesari, S. B. Kritchevsky, A. B. Newman, A. M. Kanaya, M. Pahor, J. Z. 
Ding and T. B. Harris (2004). "Association of visceral adipose tissue with incident myocardial 
infarction in older men and women - The health, aging and body composition study." American 
Journal of Epidemiology160(8): 741-749. 
Niemann, B., Y. Chen, M. Teschner, L. Li, R.-E. Silber and S. Rohrbach (2011). "Obesity Induces Signs 
of Premature Cardiac Aging in Younger Patients The Role of Mitochondria." Journal of the American 
College of Cardiology57(5): 577-585. 
Niethammer, P., C. Grabher, A. T. Look and T. J. Mitchison (2009). "A tissue-scale gradient of 
hydrogen peroxide mediates rapid wound detection in zebrafish." Nature459(7249): 996-U123. 
Nishimoto, N., K. Ito and N. Takagi (2010). "Safety and efficacy profiles of tocilizumab monotherapy 
in Japanese patients with rheumatoid arthritis: meta-analysis of six initial trials and five long-term 
extensions." Modern Rheumatology20(3): 222-232. 
Nivala, A., L. Reese, E. Hemenway, C. Gentile and M. Pagliassotti (2012). "Fatty acid-mediated 
endoplasmic reticulum stress in the liver in vivo: Differential response to saturated and unsaturated 
fatty acids." Faseb Journal26. 
Nivala, A. M., L. Reese, M. Frye, C. L. Gentile and M. J. Pagliassotti (2013). "Fatty acid-mediated 
endoplasmic reticulum stress in vivo: Differential response to the infusion of Soybean and Lard Oil in 
rats." Metabolism-Clinical and Experimental62(5): 753-760. 
Noble, J. M., G. A. Ford and T. H. Thomas (1999). "Effect of aging on CDIIb and CD69 surface 
expression by vesicular insertion in human polymorphonuclear leucocytes." Clinical Science97(3): 
323-329. 
Nobuhara, M., M. Saotome, T. Watanabe, T. Urushida, H. Katoh, H. Satoh, M. Funaki and H. Hayashi 
(2013). "Mitochondrial dysfunction caused by saturated fatty acid loading induces myocardial insulin-
resistance in differentiated H9c2 myocytes: A novel ex vivo myocardial insulin-resistance model." 
Experimental Cell Research319(7): 955-966. 
North, B. J. and D. A. Sinclair (2012). "The Intersection Between Aging and Cardiovascular Disease." 
Circulation Research110(8): 1097-1108. 
NouroozZadeh, J., A. Rahimi, J. TajaddiniSarmadi, H. Tritschler, P. Rosen, B. Halliwell and D. J. 
Betteridge (1997). "Relationships between plasma measures of oxidative stress and metabolic 
control in NIDDM." Diabetologia40(6): 647-653. 
Nyugen, J., S. Agrawal, S. Gollapudi and S. Gupta (2010). "Impaired Functions of Peripheral Blood 
Monocyte Subpopulations in Aged Humans." Journal of Clinical Immunology30(6): 806-813. 
Oakes, N. D., K. S. Bell, S. M. Furler, S. Camilleri, A. K. Saha, N. B. Ruderman, D. J. Chisholm and E. W. 
Kraegen (1997). "Diet-induced muscle insulin resistance in rats is ameliorated by acute dietary lipid 
withdrawal or a single bout of exercise - Parallel relationship between insulin stimulation of glucose 
uptake and suppression of long-chain fatty acyl-CoA." Diabetes46(12): 2022-2028. 
Oda, E., K. Hatada, J. Kimura, Y. Aizawa, P. V. Thanikachalam and K. Watanabe (2005). "Relationships 
between serum unsaturated fatty acids and coronary risk factors - Negative relations between 
nervonic acid and obesity-related risk factors." International Heart Journal46(6): 975-985. 



266 
 

Ogino, T., M. Ozaki and A. Matsukawa (2010). "Oxidative stress enhances granulocytic differentiation 
in HL 60 cells, an acute promyelocytic leukemia cell line." Free Radical Research44(11): 1328-1337. 
Oh, J. M., J. M. Choi, J. Y. Lee, S. J. Oh, H. C. Kim, B. H. Kim, J. Y. Ma and S. K. Kim (2012). "Effects of 
palmitic acid on TNF-alpha-induced cytotoxicity in SK-Hep-1 cells." Toxicology in Vitro26(6): 783-790. 
Oh, Y. T., J. Y. Lee, J. Lee, H. Kim, K. S. Yoon, W. Choe and I. Kang (2009). "Oleic acid reduces 
lipopolysaccharide-induced expression of iNOS and COX-2 in BV2 murine microglial cells: Possible 
involvement of reactive oxygen species, p38 MAPK, and IKK/NF-kappa B signaling pathways." 
Neuroscience Letters464(2): 93-97. 
Oka, Y., T. Asano, J. L. Lin, K. Tsukuda, H. Katagiri, H. Ishihara, K. Inukai and Y. Yazaki (1992). 
"EXPRESSION OF GLUCOSE TRANSPORTER ISOFORMS WITH AGING." Gerontology38: 3-9. 
Orellana, A., P. C. Hidalgo, M. N. Morales, D. Mezzano and M. Bronfman (1990). "PALMITOYL-COA 
AND THE ACYL-COA THIOESTER OF THE CARCINOGENIC PEROXISOME-PROLIFERATOR CIPROFIBRATE 
POTENTIATE DIACYLGLYCEROL-ACTIVATED PROTEIN KINASE-C BY DECREASING THE 
PHOSPHATIDYLSERINE REQUIREMENT OF THE ENZYME." European Journal of Biochemistry190(1): 
57-61. 
Ortega, E., J. Garcia and M. De la Fuente (2000). "Modulation of adherence and chemotaxis of 
macrophages by norepinephrine. Influence of ageing." Molecular and Cellular Biochemistry203(1-2): 
113-117. 
Ozcan, U., Q. Cao, E. Yilmaz, A. H. Lee, N. N. Iwakoshi, E. Ozdelen, G. Tuncman, C. Gorgun, L. H. 
Glimcher and G. S. Hotamisligil (2004). "Endoplasmic reticulum stress links obesity, insulin action, and 
type 2 diabetes." Science306(5695): 457-461. 
Pagadala, M., T. Kasumov, A. J. McCullough, N. N. Zein and J. P. Kirwan (2012). "Role of ceramides in 
nonalcoholic fatty liver disease." Trends in Endocrinology and Metabolism23(8): 365-371. 
Pagliassotti, M. J., D. A. Pan, P. A. Prach, T. A. Koppenhafer, L. H. Storlien and J. O. Hill (1995). "TISSUE 
OXIDATIVE CAPACITY, FUEL STORES AND SKELETAL-MUSCLE FATTY-ACID COMPOSITION IN OBESITY-
PRONE AND OBESITY-RESISTANT RATS." Obesity Research3(5): 459-464. 
Paik, J. S., W. K. Cho, E. H. Oh, S. B. Lee and S. W. Yang (2012). "Palmitate induced secretion of IL-6 
and MCP-1 in orbital fibroblasts derived from patients with thyroid-associated ophthalmopathy." Mol 
Vis18: 1467-1477. 
Paillard, F., D. Catheline, F. Le Duff, M. Bouriel, Y. Deugnier, M. Pouchard, J. C. Daubert and P. 
Legrand (2008). "Plasma palmitoleic acid, a product of stearoyl-coA desaturase activity, is an 
independent marker of triglyceridemia and abdominal adiposity." Nutrition Metabolism and 
Cardiovascular Diseases18(6): 436-440. 
Pan, D. A., S. Lillioja, A. D. Kriketos, M. R. Milner, L. A. Baur, C. Bogardus, A. B. Jenkins and L. H. 
Storlien (1997). "Skeletal muscle triglyceride levels are inversely related to insulin action." 
Diabetes46(6): 983-988. 
Pandolfi, S., M. Bonafe, L. Di Tella, L. Tiberi, S. Salvioli, D. Monti, S. Sorbi and C. Franceschi (2005). 
"p66(shc) is highly expressed in fibroblasts from centenarians." Mechanisms of Ageing and 
Development126(8): 839-844. 
Panotopoulos, G., J. C. Ruiz, J. Raison, B. GuyGrand and A. Basdevant (1996). "Menopause, fat and 
lean distribution in obese women." Maturitas25(1): 11-19. 
Pansarasa, O., L. Castagna, B. Colombi, J. Vecchiet, G. Felzani and F. Marzatico (2000). "Age and sex 
differences in human skeletal muscle: Role of reactive oxygen species." Free Radical Research33(3): 
287-293. 
Paolisso, G., M. R. Rizzo, G. Mazziotti, M. R. Tagliamonte, A. Gambardella, M. Rotondi, C. Carella, D. 
Giugliano, M. Varricchio and F. D'Onofrio (1998). "Advancing age and insulin resistance: role of 
plasma tumor necrosis factor-alpha." American Journal of Physiology-Endocrinology and 
Metabolism275(2): E294-E299. 
Papackova, Z., E. Palenickova, H. Dankova, J. Zdychova, V. Skop, L. Kazdova and M. Cahova (2012). 
"Kupffer cells ameliorate hepatic insulin resistance induced by high-fat diet rich in monounsaturated 



267 
 

fatty acids: the evidence for the involvement of alternatively activated macrophages." Nutrition & 
Metabolism9. 
Park, E. Y., C. E. Yeum, G. Seo, J. Y. Lee, S. B. Lee and G. T. Chae (2013). "The Adipogenic Effect of 
Palmitate in Mouse Bone Marrow-Derived Mesenchymal Stem Cells." Tissue Engineering and 
Regenerative Medicine10(2): 77-85. 
Park, J. S., M. H. Cho, C. W. Ahn, K. R. Kim and K. B. Huh (2012). "The association of insulin resistance 
and carotid atherosclerosis with thigh and calf circumference in patients with type 2 diabetes." 
Cardiovascular Diabetology11: 8. 
Passlick, B., D. Flieger and H. W. L. Zieglerheitbrock (1989). "IDENTIFICATION AND 
CHARACTERIZATION OF A NOVEL MONOCYTE SUBPOPULATION IN HUMAN PERIPHERAL-BLOOD." 
Blood74(7): 2527-2534. 
Pedersen, S. B., P. S. Hansen, S. Lund, P. H. Andersen, A. Odgaard and B. Richelsen (1996). 
"Identification of oestrogen receptors and oestrogen receptor mRNA in human adipose tissue." 
European Journal of Clinical Investigation26(4): 262-269. 
Perry, D. M., K. Kitatani, P. Roddy, M. El-Osta and Y. A. Hannun (2012). "Identification and 
characterization of protein phosphatase 2C activation by ceramide." Journal of Lipid Research53(8): 
1513-1521. 
Perseghin, G., G. Lattuada, F. De Cobelli, A. Esposito, E. Belloni, G. Ntali, F. Ragogna, T. Canu, P. Scifo, 
A. Del Maschio and L. Luzi (2008). "Increased mediastinal fat and impaired left ventricular energy 
metabolism in young men with newly found fatty liver." Hepatology47(1): 51-58. 
Petersen, K. F., D. Befroy, S. Dufour, J. Dziura, C. Ariyan, D. L. Rothman, L. DiPietro, G. W. Cline and G. 
I. Shulman (2003). "Mitochondrial dysfunction in the elderly: Possible role in insulin resistance." 
Science300(5622): 1140-1142. 
Petersen, K. F., S. Dufour, D. Befroy, R. Garcia and G. I. Shulman (2004). "Impaired mitochondrial 
activity in the insulin-resistant offspring of patients with type 2 diabetes." New England Journal of 
Medicine350(7): 664-671. 
Peterson, P. K., C. C. Chao, P. Carson, S. X. Hu, K. Nichol and E. N. Janoff (1994). "LEVELS OF TUMOR-
NECROSIS-FACTOR-ALPHA, INTERLEUKIN-6, INTERLEUKIN-10, AND TRANSFORMING GROWTH-
FACTOR-BETA ARE NORMAL IN THE SERUM OF THE HEALTHY ELDERLY." Clinical Infectious 
Diseases19(6): 1158-1159. 
Petersson, H., S. Basu, T. Cederholm and U. Riserus (2008). "Serum fatty acid composition and indices 
of stearyl-CoA desaturase activity are associated with systemic inflammation: longitudinal analyses 
inn middle-aged men." British Journal of Nutrition99(6): 1186-1189. 
Petersson, H., L. Lind, J. Hulthe, A. Elmgren, T. Cederholm and U. Riserus (2009). "Relationships 
between serum fatty acid composition and multiple markers of inflammation and endothelial 
function in an elderly population." Atherosclerosis203(1): 298-303. 
Petrussa, E., E. Braidot, G. Nagy, A. Vianello and F. Macri (1992). "ELECTRICAL POTENTIAL 
DISSIPATION INDUCED BY FREE FATTY-ACIDS IN PEA STEM MITOCHONDRIA." Febs Letters307(3): 
267-271. 
Phielix, E., J. Szendroedi and M. Roden (2011). "Mitochondrial Function and Insulin Resistance during 
Aging - A Mini-Review." Gerontology57(5): 387-396. 
Phillips, D. I. W., S. Caddy, V. Ilic, B. A. Fielding, K. N. Frayn, A. C. Borthwick and R. Taylor (1996). 
"Intramuscular triglyceride and muscle insulin sensitivity: Evidence for a relationship in nondiabetic 
subjects." Metabolism-Clinical and Experimental45(8): 947-950. 
Phillipson, M., B. Heit, P. Colarusso, L. Liu, C. M. Ballantyne and P. Kubes (2006). "Intraluminal 
crawling of neutrophils to emigration sites: a molecularly distinct process from adhesion in the 
recruitment cascade." Journal of Experimental Medicine203(12): 2569-2575. 
Pickart, L. (1983). "INCREASED RATIO OF PLASMA-FREE FATTY-ACIDS TO ALBUMIN DURING NORMAL 
AGING AND IN PATIENTS WITH CORONARY HEART-DISEASE." Atherosclerosis46(1): 21-28. 



268 
 

Pickersgill, L., G. J. Litherland, A. S. Greenberg, M. Walker and S. J. Yeaman (2007). "Key role for 
ceramides in mediating insulin resistance in human muscle cells." Journal of Biological 
Chemistry282(17): 12583-12589. 
Pickup, J. C., M. B. Mattock, G. D. Chusney and D. Burt (1997). "NIDDM as a disease of the innate 
immune system: association of acute-phase reactants and interleukin-6 with metabolic syndrome X." 
Diabetologia40(11): 1286-1292. 
Piers, L. S., K. Z. Walker, R. M. Stoney, M. J. Soares and K. O'Dea (2002). "The influence of the type of 
dietary fat on postprandial fat oxidation rates: monounsaturated (olive oil) vs saturated fat (cream)." 
International Journal of Obesity26(6): 814-821. 
Pillon, N. J., K. Arane, P. J. Bilan, T. T. Chiu and A. Klip (2012). Muscle cells challenged with saturated 
fatty acids mount an autonomous inflammatory response that activates macrophages. Cell Commun 
Signal. England. 10: 30. 
Pilz, S., H. Scharnagl, B. Tiran, U. Seelhorst, B. Wellnitz, B. O. Boehm, J. R. Schaefer and W. Maerz 
(2006). "Free fatty acids are independently associated with all-cause and cardiovascular mortality in 
subjects with coronary artery disease." Journal of Clinical Endocrinology & Metabolism91(7): 2542-
2547. 
Piro, S., A. M. Rabuazzo, M. Renis and F. Purrello (2012). "Effects of metformin on oxidative stress, 
adenine nucleotides balance, and glucose-induced insulin release impaired by chronic free fatty acids 
exposure in rat pancreatic islets." Journal of Endocrinological Investigation35(5): 504-510. 
Plow, E. F. and L. Zhang (1997). "A MAC-1 attack: Integrin functions directly challenged in knockout 
mice." Journal of Clinical Investigation99(6): 1145-1146. 
Plowden, J., M. Renshaw-Hoelscher, C. Engleman, J. Katz and S. Sambhara (2004). "Innate immunity 
in aging: impact on macrophage function." Aging Cell3(4): 161-167. 
Poledne, R. (2013). "A New Atherogenic Effect of Saturated Fatty Acids." Physiological Research62(2): 
139-143. 
Polidori, G. P., M. A. Lomax and K. Docherty (2012). "Palmitate enhances the differentiation of mouse 
embryonic stem cells towards white adipocyte lineages." Molecular and Cellular Endocrinology361(1-
2): 40-50. 
Pollono, E. N., M. A. Lopez-Olivo, J. A. Martinez Lopez and M. E. Suarez-Almazor (2010). "A systematic 
review of the effect of TNF-alpha antagonists on lipid profiles in patients with rheumatoid arthritis." 
Clinical Rheumatology29(9): 947-955. 
Porter, A. G. and R. U. Janicke (1999). "Emerging roles of caspase-3 in apoptosis." Cell Death and 
Differentiation6(2): 99-104. 
Poston, R. N. and I. F. Hussain (1993). "THE IMMUNOHISTOCHEMICAL HETEROGENEITY OF 
ATHEROMA MACROPHAGES - COMPARISON WITH LYMPHOID-TISSUES SUGGESTS THAT RECENTLY 
BLOOD-DERIVED MACROPHAGES CAN BE DISTINGUISHED FROM LONGER-RESIDENT CELLS." Journal 
of Histochemistry & Cytochemistry41(10): 1503-1512. 
Potashnik, R., A. Bloch-Damti, N. Bashan and A. Rudich (2003). "IRS1 degradation and increased 
serine phosphorylation cannot predict the degree of metabolic insulin resistance induced by 
oxidative stress." Diabetologia46(5): 639-648. 
Poulsen, L. L., M. Siersbk and S. Mandrup (2012). "PPARs: Fatty acid sensors controlling metabolism." 
Seminars in Cell & Developmental Biology23(6): 631-639. 
Powell, D. J., E. Hajduch, G. Kular and H. S. Hundal (2003). "Ceramide disables 3-phosphoinositide 
binding to the pleckstrin homology domain of protein kinase B (PKB)/Akt by a PKC zeta-dependent 
mechanism." Molecular and Cellular Biology23(21): 7794-7808. 
Powell, D. J., S. Turban, A. Gray, E. Hajduch and H. S. Hundal (2004). "Intracellular ceramide synthesis 
and protein kinase C zeta activation play an essential role in palmitate-induced insulin resistance in 
rat L6 skeletal muscle cells." Biochemical Journal382: 619-629. 
Prentki, M., K. Tornheim and B. E. Corkey (1997). "Signal transduction mechanisms in nutrient-
induced insulin secretion." Diabetologia40: S32-S41. 



269 
 

Puddu, P., G. M. Puddu, E. Cravero, S. De Pascalis and A. Muscari (2009). "The emerging role of 
cardiovascular risk factor-induced mitochondrial dysfunction in atherogenesis." Journal of Biomedical 
Science16. 
Qiao, L. P., B. Kinney, J. Schaack and J. H. Shao (2011). "Adiponectin Inhibits Lipolysis in Mouse 
Adipocytes." Diabetes60(5): 1519-1527. 
Qu, X. Q., J. P. Seale and R. Donnelly (1999). "Tissue- and isoform-specific effects of aging in rats on 
protein kinase C in insulin-sensitive tissues." Clinical Science97(3): 355-361. 
Racette, S. B., E. M. Evans, E. P. Weiss, J. M. Hagberg and J. O. Holloszy (2006). "Abdominal adiposity 
is a stronger predictor of insulin resistance than fitness among 50-95 year olds." Diabetes Care29(3): 
673-678. 
Raclot, T. and R. Groscolas (1993). "DIFFERENTIAL MOBILIZATION OF WHITE ADIPOSE-TISSUE FATTY-
ACIDS ACCORDING TO CHAIN-LENGTH, UNSATURATION, AND POSITIONAL ISOMERISM." Journal of 
Lipid Research34(9): 1515-1526. 
Raes, G., L. Brys, B. K. Dahal, J. Brandt, J. Grooten, F. Brombacher, G. Vanham, W. Noel, P. Bogaert, T. 
Boonefaes, A. Kindt, R. Van den Bergh, P. J. M. Leenen, P. De Baetselier and G. H. Ghassabeh (2005). 
"Macrophage galactose-type C-type lectins as novel markers for alternatively activated macrophages 
elicited by parasitic infections and allergic airway inflammation." Journal of Leukocyte Biology77(3): 
321-327. 
Raetz, C. R. H. (1990). "BIOCHEMISTRY OF ENDOTOXINS." Richardson, C. C. (Ed.). Annual Review of 
Biochemistry, Vol. 59. Xii+1134p. Annual Reviews, Inc.: Palo Alto, California, USA. Illus: 129-170. 
Rathbun, W. B. and D. L. Murray (1991). "AGE-RELATED CYSTEINE UPTAKE AS RATE-LIMITING IN 
GLUTATHIONE SYNTHESIS AND GLUTATHIONE HALF-LIFE IN THE CULTURED HUMAN LENS." 
Experimental Eye Research53(2): 205-212. 
Ratnayake, W. M. N. and C. Galli (2009). "Fat and Fatty Acid Terminology, Methods of Analysis and 
Fat Digestion and Metabolism: A Background Review Paper." Annals of Nutrition and 
Metabolism55(1-3): 8-43. 
Rea, I. M., S. E. McNerlan, D. H. Alexander and M. E. Armstrong (2013). "Blood pressure and TNF-
alpha act synergistically to increase leucocyte CD11b adhesion molecule expression in the BELFAST 
study: implications for better blood pressure control in ageing." Age35(1): 197-205. 
Rebrin, I. and R. S. Sohal (2008). "Pro-oxidant shift in glutathione redox state during aging." Advanced 
Drug Delivery Reviews60(13-14): 1545-1552. 
Rebrin, K., G. M. Steil, L. Getty and R. N. Bergman (1995). "FREE FATTY-ACID AS A LINK IN THE 
REGULATION OF HEPATIC GLUCOSE OUTPUT BY PERIPHERAL INSULIN." Diabetes44(9): 1038-1045. 
Reckless, J., E. M. Rubin, J. B. Verstuyft, J. C. Metcalfe and D. J. Grainger (2001). "A common 
phenotype associated with atherogenesis in diverse mouse models of vascular lipid lesions." Journal 
of Vascular Research38(3): 256-265. 
Reed, R. G. (1986). "LOCATION OF LONG-CHAIN FATTY ACID-BINDING SITES OF BOVINE SERUM-
ALBUMIN BY AFFINITY LABELING." Journal of Biological Chemistry261(33): 5619-5624. 
Reichard, J. F., V. Vasiliou and D. R. Petersen (2000). "Characterization of 4-hydroxy-2-nonenal 
metabolism in stellate cell lines derived from normal and cirrhotic rat liver." Biochimica Et Biophysica 
Acta-Molecular and Cell Biology of Lipids1487(2-3): 222-232. 
Remizov, O., R. Jakubov, M. Dufer, P. K. Drews, G. Drews, M. Waring, G. Brabant, A. Wienbergen, I. 
Rustenbeck and C. Schofl (2003). "Palmitate-induced Ca2+-signaling in pancreatic beta-cells." 
Molecular and Cellular Endocrinology212(1-2): 1-9. 
Renshaw, M., J. Rockwell, C. Engleman, A. Gewirtz, J. Katz and S. Sambhara (2002). "Cutting edge: 
Impaired toll-like receptor expression and function in aging." Journal of Immunology169(9): 4697-
4701. 
Reynoso, R., L. M. Salgado and V. Calderon (2003). "High levels of palmitic acid lead to insulin 
resistance due to changes in the level of phosphorylation of the insulin receptor and insulin receptor 
substrate-1." Molecular and Cellular Biochemistry246(1-2): 155-162. 



270 
 

Riboni, L., R. Bassi, A. Caminiti, A. Prinetti, P. Viani and G. Tettamanti (1998). "Metabolic fate of 
exogenous sphingosine in neuroblastoma Neuro2A cells - Dose-dependence and biological effects." 
Sphingolipids as Signaling Modulators in the Nervous System845: 46-56. 
Riboni, L., A. Prinetti, R. Bassi and G. Tettamanti (1994). "FORMATION OF BIOACTIVE SPHINGOID 
MOLECULES FROM EXOGENOUS SPHINGOMYELIN IN PRIMARY CULTURES OF NEURONS AND 
ASTROCYTES." Febs Letters352(3): 323-326. 
Rizvi, S. I. and P. K. Maurya (2007). "Markers of oxidative stress in erythrocytes during aging in 
humans." Biogerontology: Mechanisms and Interventions1100: 373-382. 
Roden, M., T. B. Price, G. Perseghin, K. F. Petersen, D. L. Rothman, G. W. Cline and G. I. Shulman 
(1996). "Mechanism of free fatty acid-induced insulin resistance in humans." Journal of Clinical 
Investigation97(12): 2859-2865. 
Rogacev, K. S., S. Seiler, A. M. Zawada, B. Reichart, E. Herath, D. Roth, C. Ulrich, D. Fliser and G. H. 
Heine (2011). "CD14(++)CD16(+) monocytes and cardiovascular outcome in patients with chronic 
kidney disease." European Heart Journal32(1): 84-92. 
Ros, E. (2003). "Dietary cis-monounsaturated fatty acids and metabolic control in type 2 diabetes." 
American Journal of Clinical Nutrition78(3): 617S-625S. 
Rosen, C. J. and M. L. Bouxsein (2006). "Mechanisms of disease: is osteoporosis the obesity of bone?" 
Nature Clinical Practice Rheumatology2(1): 35-43. 
Rossol, M., S. Kraus, M. Pierer, C. Baerwald and U. Wagner (2012). "The CD14brightCD16+monocyte 
subset is expanded in rheumatoid arthritis and promotes expansion of the Th17 cell population." 
Arthritis and Rheumatism64(3): 671-677. 
Rothe, G., H. Gabriel, E. Kovacs, J. Klucken, J. Stohr, W. Kindermann and G. Schmitz (1996). 
"Peripheral blood mononuclear phagocyte subpopulations as cellular markers in 
hypercholesterolemia." Arteriosclerosis Thrombosis and Vascular Biology16(12): 1437-1447. 
Roy, A., A. Jana, K. Yatish, M. B. Freidt, Y. K. Fung, J. A. Martinson and K. Pahan (2008). "Reactive 
oxygen species up-regulate CD11b in microglia via nitric oxide: Implications for neurodegenerative 
diseases." Free Radical Biology and Medicine45(5): 686-699. 
Ruddock, M. W., A. Stein, E. Landaker, J. Park, R. C. Cooksey, D. McClain and M. E. Patti (2008). 
"Saturated Fatty Acids Inhibit Hepatic Insulin Action by Modulating Insulin Receptor Expression and 
Post-receptor Signalling." Journal of Biochemistry144(5): 599-607. 
Rudich, A., N. Kozlovsky, R. Potashnik and N. Bashan (1997). "Oxidant stress reduces insulin 
responsiveness in 3T3-L1 adipocytes." American Journal of Physiology-Endocrinology and 
Metabolism272(5): E935-E940. 
Rudich, A., A. Tirosh, R. Potashnik, R. Hemi, H. Kanety and N. Bashan (1998). "Prolonged oxidative 
stress impairs insulin-induced GLUT4 translocation in 3T3-L1 adipocytes." Diabetes47(10): 1562-
1569. 
Rupp, H., T. P. Rupp, P. Alter and B. Maisch (2010). "Inverse shift in serum polyunsaturated and 
monounsaturated fatty acids is associated with adverse dilatation of the heart." Heart96(8): 595-598. 
Russell, J. C., G. Shillabeer, J. Bar-Tana, D. C. W. Lau, M. Richardson, L. M. Wenzel, S. E. Graham and 
P. J. Dolphin (1998). "Development of insulin resistance in the JCR : LA-cp rat - Role of triacylglycerols 
and effects of MEDICA 16." Diabetes47(5): 770-778. 
Rutschman, R., R. Lang, M. Hesse, J. N. Ihle, T. A. Wynn and P. J. Murray (2001). "Cutting edge: Stat6-
dependent substrate depletion regulates nitric oxide production." Journal of Immunology166(4): 
2173-2177. 
Ryan, A. S. and B. J. Nicklas (1999). "Age-related changes in fat deposition in mid-thigh muscle in 
women: relationships with metabolic cardiovascular disease risk factors." International Journal of 
Obesity23(2): 126-132. 
Ryeom, S. W., J. R. Sparrow and R. L. Silverstein (1996). "CD36 participates in the phagocytosis of rod 
outer segments by retinal pigment epithelium." Journal of Cell Science109: 387-395. 



271 
 

Saberi, M., N. B. Woods, C. de Luca, S. Schenk, J. C. Lu, G. Bandyopadhyay, I. M. Verma and J. M. 
Olefsky (2009). "Hematopoietic Cell-Specific Deletion of Toll-like Receptor 4 Ameliorates Hepatic and 
Adipose Tissue Insulin Resistance in High-Fat-Fed Mice." Cell Metabolism10(5): 419-429. 
Sabourdy, F., B. Kedjouar, S. C. Sorli, S. Colie, D. Milhas, Y. Salma and T. Levade (2008). "Functions of 
sphingolipid metabolism in mammals - Lessons from genetic defects." Biochimica Et Biophysica Acta-
Molecular and Cell Biology of Lipids1781(4): 145-183. 
Sacks, F. M. and M. Katan (2002). "Randomized clinical trials on the effects of dietary fat and 
carbohydrate on plasma lipoproteins and cardiovascular disease." American Journal of Medicine113: 
13-24. 
Saha, A. K., T. G. Kurowski, J. R. Colca and N. B. Ruderman (1994). "LIPID ABNORMALITIES IN TISSUES 
OF THE KKA(Y) MOUSE - EFFECTS OF PIOGLITAZONE ON MALONYL-COA AND DIACYLGLYCEROL." 
American Journal of Physiology267(1): E95-E101. 
Sakai, D., I. Kii, K. Nakagawa, H. N. Matsumoto, M. Takahashi, S. Yoshida, T. Hosoya, K. Takakuda and 
A. Kudo (2011). "Remodeling of Actin Cytoskeleton in Mouse Periosteal Cells under Mechanical 
Loading Induces Periosteal Cell Proliferation during Bone Formation." Plos One6(9). 
Sakai, Y., H. Ito, Y. Egami, N. Ohoto, C. Hijii, M. Yanagawa, S. Satoh and S. Jingu (2005). "Favourable 
association of leg fat with cardiovascular risk factors." Journal of Internal Medicine257(2): 194-200. 
Sakuma, K. and A. Yamaguchi (2010). "Molecular mechanisms in aging and current strategies to 
counteract sarcopenia." Curr Aging Sci3(2): 90-101. 
Sakuma, K. and A. Yamaguchi (2012). "Novel intriguing strategies attenuating to sarcopenia." Journal 
of aging research2012: 251217-251217. 
Sakuma, K. and A. Yamaguchi (2012). "Sarcopenia and Age-Related Endocrine Function." 
International Journal of Endocrinology: 10. 
Sakuma, K. and A. Yamaguchi (2012). "Sarcopenia and cachexia: the adaptations of negative 
regulators of skeletal muscle mass." Journal of cachexia, sarcopenia and muscle3(2): 77-94. 
Sakurai, T., S. Iimuro, A. Araki, H. Umegaki, Y. Ohashi, K. Yokono and H. Ito (2010). "Age-Associated 
Increase in Abdominal Obesity and Insulin Resistance, and Usefulness of AHA/NHLBI Definition of 
Metabolic Syndrome for Predicting Cardiovascular Disease in Japanese Elderly with Type 2 Diabetes 
Mellitus." Gerontology56(2): 141-149. 
Salas, A., M. Shimaoka, A. N. Kogan, C. Harwood, U. H. von Andrian and T. A. Springer (2004). "Rolling 
adhesion through an extended conformation of integrin alpha(L)beta(2) and relation to alpha I and 
beta I-like domain interaction." Immunity20(4): 393-406. 
Salgin, B., K. K. Ong, A. Thankamony, P. Emmett, N. J. Wareham and D. B. Dunger (2012). "Higher 
Fasting Plasma Free Fatty Acid Levels Are Associated with Lower Insulin Secretion in Children and 
Adults and a Higher Incidence of Type 2 Diabetes." Journal of Clinical Endocrinology & 
Metabolism97(9): 3302-3309. 
Salinas, M., R. Lopez-Valdaliso, D. Martin, A. Alvarez and A. Cuadrado (2000). "Inhibition of PKB/Akt1 
by C2-ceramide involves activation of ceramide-activated protein phosphatase in PC12 cells." 
Molecular and Cellular Neuroscience15(2): 156-169. 
Saloranta, C., A. Franssilakallunki, A. Ekstrand, M. R. Taskinen and L. Groop (1991). "MODULATION OF 
HEPATIC GLUCOSE-PRODUCTION BY NONESTERIFIED FATTY-ACIDS IN TYPE-2 (NON-INSULIN-
DEPENDENT) DIABETES-MELLITUS." Diabetologia34(6): 409-415. 
Samokhvalov, V., P. J. Bilan, J. D. Schertzer, C. N. Antonescu and A. Klip (2009). "Palmitate- and 
lipopolysaccharide-activated macrophages evoke contrasting insulin responses in muscle cells." 
American Journal of Physiology-Endocrinology and Metabolism296(1): E37-E46. 
Samuel, V. T., K. F. Petersen and G. I. Shulman (2010). "Lipid-induced insulin resistance: unravelling 
the mechanism." Lancet375(9733): 2267-2277. 
Santos, L. R. B., E. Rebelato, M. F. R. Graciano, F. Abdulkader, R. Curi and A. R. Carpinelli (2011). 
"Oleic Acid Modulates Metabolic Substrate Channeling during Glucose-Stimulated Insulin Secretion 
via NAD(P)H Oxidase." Endocrinology152(10): 3614-3621. 



272 
 

Sarabi, M., B. Vessby, J. Millgard and L. Lind (2001). "Endothelium-dependent vasodilation is related 
to the fatty acid composition of serum lipids in healthy subjects." Atherosclerosis156(2): 349-355. 
Saraswathi, V., G. Y. Wu, M. Toborek and B. Hennig (2004). "Linoleic acid-induced endothelial 
activation: role of calcium and peroxynitrite signaling." Journal of Lipid Research45(5): 794-804. 
Sargsyan, E., E. R. M. Sol and P. Bergsten (2011). "UPR in palmitate-treated pancreatic beta-cells is 
not affected by altering oxidation of the fatty acid." Nutrition & Metabolism8: 8. 
Sarvari, M., E. Hrabovszky, I. Kallo, N. Solymosi, I. Liko, N. Berchtold, C. Cotman and Z. Liposits (2012). 
"Menopause leads to elevated expression of macrophage-associated genes in the aging frontal 
cortex: rat and human studies identify strikingly similar changes." Journal of Neuroinflammation9. 
Sasaki, T., M. Senda, S. Kim, S. Kojima and A. Kubodera (2001). "Age-related changes of glutathione 
content, glucose transport and metabolism, and mitochondrial electron transfer function in mouse 
brain." Nuclear Medicine and Biology28(1): 25-31. 
Satoh-Asahara, N., A. Shimatsu, Y. Sasaki, H. Nakaoka, A. Himeno, M. Tochiya, S. Kono, T. Takaya, K. 
Ono, H. Wada, T. Suganami, K. Hasegawa and Y. Ogawa (2012). "Highly Purified Eicosapentaenoic 
Acid Increases Interleukin-10 Levels of Peripheral Blood Monocytes in Obese Patients With 
Dyslipidemia." Diabetes Care35(12): 2631-2639. 
Saunders, T. J., L. E. Davidson, P. M. Janiszewski, J. P. Despres, R. Hudson and R. Ross (2009). 
"Associations of the Limb Fat to Trunk Fat Ratio With Markers of Cardiometabolic Risk in Elderly Men 
and Women." Journals of Gerontology Series a-Biological Sciences and Medical Sciences64(10): 1066-
1070. 
Savill, J., I. Dransfield, C. Gregory and C. Haslett (2002). "A blast from the past: Clearance of apoptotic 
cells regulates immune responses." Nature Reviews Immunology2(12): 965-975. 
Savill, J. and V. Fadok (2000). "Corpse clearance defines the meaning of cell death." Nature407(6805): 
784-788. 
Schellinger, D., C. S. Lin, D. Fertikh, J. S. Lee, W. C. Lauerman, F. Henderson and B. Davis (2000). 
"Normal lumbar vertebrae: Anatomic, age, and sex variance in subjects at proton MR spectroscopy - 
Initial experience." Radiology215(3): 910-916. 
Schenk, S., M. Saberi and J. M. Olefsky (2008). "Insulin sensitivity: modulation by nutrients and 
inflammation." Journal of Clinical Investigation118(9): 2992-3002. 
Schenkel, A. R., Z. Mamdouh and W. A. Muller (2004). "Locomotion of monocytes on endothelium is 
a critical step during extravasation." Nature Immunology5(4): 393-400. 
Scheuner, D., B. B. Song, E. McEwen, C. Liu, R. Laybutt, P. Gillespie, T. Saunders, S. Bonner-Weir and 
R. J. Kaufman (2001). "Translational control is required for the unfolded protein response and in vivo 
glucose homeostasis." Molecular Cell7(6): 1165-1176. 
Schilling, J. D., H. M. Machkovech, L. He, A. Diwan and J. E. Schaffer (2013). "TLR4 Activation Under 
Lipotoxic Conditions Leads to Synergistic Macrophage Cell Death through a TRIF-Dependent 
Pathway." Journal of Immunology190(3): 1285-1296. 
Schmitz, G. and J. Ecker (2008). "The opposing effects of n-3 and n-6 fatty acids." Progress in Lipid 
Research47(2): 147-155. 
SchmitzPeiffer, C., C. L. Browne, N. D. Oakes, A. Watkinson, D. J. Chisholm, E. W. Kraegen and T. J. 
Biden (1997). "Alterations in the expression and cellular localization of protein kinase C isozymes 
epsilon and theta are associated with insulin resistance in skeletal muscle of the high-fat-fed rat." 
Diabetes46(2): 169-178. 
Schoenfeld, P. and L. Wojtczak (2008). "Fatty acids as modulators of the cellular production of 
reactive oxygen species." Free Radical Biology and Medicine45(3): 231-241. 
Schrauwen-Hinderling, V. B., M. E. Kooi, M. K. C. Hesselink, E. Moonen-Kornips, G. Schaart, K. J. 
Mustard, D. G. Hardie, W. H. M. Saris, K. Nicolay and P. Schrauwen (2005). "Iramyocellular lipid 
content and molecular adaptations in response to a 1-week high-fat diet." Obesity Research13(12): 
2088-2094. 
Schuett, H., R. Oestreich, G. H. Waetzig, W. Annema, M. Luchtefeld, A. Hillmer, U. Bavendiek, J. von 
Felden, D. Divchev, T. Kempf, K. C. Wollert, D. Seegert, S. Rose-John, U. J. F. Tietge, B. Schieffer and K. 



273 
 

Grote (2012). "Transsignaling of Interleukin-6 Crucially Contributes to Atherosclerosis in Mice." 
Arteriosclerosis Thrombosis and Vascular Biology32(2): 281-290. 
Schutte, A. E., J. M. Van Rooyen, H. W. Huisman, H. S. Kruger, N. T. Malan and J. H. De Ridder (2003). 
"Dietary markers of hypertension associated with pulse pressure and arterial compliance in black 
South African children: the THUSA Bana Study." Cardiovascular journal of South Africa : official 
journal for Southern Africa Cardiac Society [and] South African Society of Cardiac Practitioners14(2): 
81-89. 
Schwab, J. M., N. Chiang, M. Arita and C. N. Serhan (2007). "Resolvin E1 and protectin D1 activate 
inflammation-resolution programmes." Nature447(7146): 869-874. 
Schwartz, E. A., W. Y. Zhang, S. K. Karnik, S. Borwege, V. R. Anand, P. S. Laine, Y. L. Su and P. D. 
Reaven (2010). "Nutrient Modification of the Innate Immune Response A Novel Mechanism by Which 
Saturated Fatty Acids Greatly Amplify Monocyte Inflammation." Arteriosclerosis Thrombosis and 
Vascular Biology30(4): 802-U372. 
Schwartz, Y. S. and A. V. Svistelnik (2012). "Functional phenotypes of macrophages and the M1-M2 
polarization concept. Part I. Proinflammatory phenotype." Biochemistry-Moscow77(3): 246-260. 
Schwenk, R. W., J. Luiken, A. Bonen and J. F. C. Glatz (2008). "Regulation of sarcolemmal glucose and 
fatty acid transporters in cardiac disease." Cardiovascular Research79(2): 249-258. 
Schwenzer, N. F., P. Martirosian, J. Machann, C. Schraml, G. Steidle, C. D. Claussen and F. Schick 
(2009). "Aging Effects on Human Calf Muscle Properties Assessed by MRI at 3 Tesla." Journal of 
Magnetic Resonance Imaging29(6): 1346-1354. 
Seidler, S., H. W. Zimmermann, M. Bartneck, C. Trautwein and F. Tacke (2010). "Age-dependent 
alterations of monocyte subsets and monocyte-related chemokine pathways in healthy adults." Bmc 
Immunology11. 
Seifert, E. L., C. Estey, J. Y. Xuan and M. E. Harper (2010). "Electron Transport Chain-dependent and -
independent Mechanisms of Mitochondrial H2O2 Emission during Long-chain Fatty Acid Oxidation." 
Journal of Biological Chemistry285(8): 5748-5758. 
Sekhar, R. V., S. G. Patel, A. P. Guthikonda, M. Reid, A. Balasubramanyam, G. E. Taffet and F. Jahoor 
(2011). "Deficient synthesis of glutathione underlies oxidative stress in aging and can be corrected by 
dietary cysteine and glycine supplementation." American Journal of Clinical Nutrition94(3): 847-853. 
Sell, H., D. Dietze-Schroeder, U. Kaiser and J. Eckel (2006). "Monocyte chemotactic protein-1 is a 
potential player in the negative cross-talk between adipose tissue and skeletal muscle." 
Endocrinology147(5): 2458-2467. 
Seppala-Lindroos, A., S. Vehkavaara, A. M. Hakkinen, T. Goto, J. Westerbacka, A. Sovijarvi, J. 
Halavaara and H. Yki-Jarvinen (2002). "Fat accumulation in the liver is associated with defects in 
insulin suppression of glucose production and serum free fatty acids independent of obesity in 
normal men." Journal of Clinical Endocrinology &amp; Metabolism87(7): 3023-3028. 
Sethi, S., O. Ziouzenkova, H. Y. Ni, D. D. Wagner, J. Plutzky and T. N. Mayadas (2002). "Oxidized 
omega-3 fatty acids in fish oil inhibit leukocyte-endothehal interactions through activation of PPAR 
alpha." Blood100(4): 1340-1346. 
Sfar, S., F. Laporte, H. Braham, A. Jawed, S. Amor and A. Kerkeni (2010). "Influence of dietary habits, 
age and gender on plasma fatty acids levels in a population of healthy Tunisian subjects." 
Experimental Gerontology45(9): 719-725. 
Sfeir, Z., A. Ibrahimi, E. Amri, P. Grimaldi and N. Abumrad (1997). "Regulation of FAT/CD36 gene 
expression: further evidence in support of a role of the protein in fatty acid binding/transport." 
Prostaglandins Leukotrienes and Essential Fatty Acids57(1): 17-21. 
Shah, M., B. Adams-Huet and A. Garg (2007). "Effect of high-carbohydrate or high-cis-
monounsaturated fat diets on blood pressure: a meta-analysis of intervention trials." American 
Journal of Clinical Nutrition85(5): 1251-1256. 
Shaikh, S. R., D. Mitchell, E. Carroll, M. Li, J. Schneck and M. Edidin (2008). "Differential effects of a 
saturated and a monounsaturated fatty acid on MHC class I antigen presentation." Scandinavian 
Journal of Immunology68(1): 30-42. 



274 
 

Shay, C. M., A. M. Secrest, B. H. Goodpaster, S. F. Kelsey, E. S. Strotmeyer and T. J. Orchard (2010). 
"Regional adiposity and risk for coronary artery disease in type 1 diabetes: Does having greater 
amounts of gluteal-femoral adiposity lower the risk?" Diabetes Research and Clinical Practice89(3): 
288-295. 
Shearer, G. C., J. J. Carrero, O. Heimburger, P. Barany and P. Stenvinkel (2012). "Plasma Fatty Acids in 
Chronic Kidney Disease: Nervonic Acid Predicts Mortality." Journal of Renal Nutrition22(2): 277-283. 
Shen, F., J. Qi, F. Xu, L. Ning, R. Pang, X. Zhou and S. Liu (2013). "Age-related distributions of nine 
fasting plasma free fatty acids in a population of Chinese adults." Clinica Chimica Acta415: 81-87. 
Shi, H., M. V. Kokoeva, K. Inouye, I. Tzameli, H. Yin and J. S. Flier (2006). "TLR4 links innate immunity 
and fatty acid-induced insulin resistance." Journal of Clinical Investigation116(11): 3015-3025. 
Shikama, Y., N. Ishimaru, Y. Kudo, Y. Bando, N. Aki, Y. Hayashi and M. Funaki (2013). "Effects of Free 
Fatty Acids on Human Salivary Gland Epithelial Cells." Journal of Dental Research92(6): 540-546. 
Shimabukuro, M., Y. T. Zhou, M. Levi and R. H. Unger (1998). "Fatty acid-induced beta cell apoptosis: 
A link between obesity and diabetes." Proceedings of the National Academy of Sciences of the United 
States of America95(5): 2498-2502. 
Shimazu, R., S. Akashi, H. Ogata, Y. Nagai, K. Fukudome, K. Miyake and M. Kimoto (1999). "MD-2, a 
molecule that confers lipopolysaccharide responsiveness on Toll-like receptor 4." Journal of 
Experimental Medicine189(11): 1777-1782. 
Shimokata, H., J. D. Tobin, D. C. Muller, D. Elahi, P. J. Coon and R. Andres (1989). "Studies in the 
distribution of body fat: I. Effects of age, sex, and obesity." J Gerontol44(2): M66-73. 
Shimokawa, H. and P. M. Vanhoutte (1989). "DIETARY OMEGA-3 FATTY-ACIDS AND ENDOTHELIUM-
DEPENDENT RELAXATIONS IN PORCINE CORONARY-ARTERIES." American Journal of 
Physiology256(4): H968-H973. 
Shiuchi, T., M. Iwai, H. S. Li, L. Wu, L. J. Min, J. M. Li, M. Okumura, T. X. Cui and M. Horiuchi (2004). 
"Angiotensin II type-1 receptor blocker valsartan enhances insulin sensitivity in skeletal muscles of 
diabetic mice." Hypertension43(5): 1003-1010. 
Short, K. R., M. L. Bigelow, J. Kahl, R. Singh, J. Coenen-Schimke, S. Raghavakaimal and K. S. Nair 
(2005). "Decline in skeletal muscle mitochondrial function with aging in humans." Proceedings of the 
National Academy of Sciences of the United States of America102(15): 5618-5623. 
Shulman, G. I. (2000). "Cellular mechanisms of insulin resistance." Journal of Clinical 
Investigation106(2): 171-176. 
Sica, A. and A. Mantovani (2012). "Macrophage plasticity and polarization: in vivo veritas." Journal of 
Clinical Investigation122(3): 787-795. 
Siems, W. and T. Grune (2003). "Intracellular metabolism of 4-hydroxynonenal." Molecular Aspects 
of Medicine24(4-5): 167-175. 
Sies, H. and E. Cadenas (1985). "OXIDATIVE STRESS - DAMAGE TO INTACT-CELLS AND ORGANS." 
Philosophical Transactions of the Royal Society of London Series B-Biological Sciences311(1152): 617-
631. 
Silaghi, A., M. D. Piercecchi-Marti, M. Grino, G. Leonetti, M. C. Alessi, K. Clement, F. Dadoun and A. 
Dutour (2008). "Epicardial Adipose Tissue Extent: Relationship With Age, Body Fat Distribution, and 
Coronaropathy." Obesity16(11): 2424-2430. 
Sinha, K., J. Das, P. B. Pal and P. C. Sil (2013). "Oxidative stress: the mitochondria-dependent and 
mitochondria-independent pathways of apoptosis." Archives of Toxicology87(7): 1157-1180. 
Sinha, R., S. Dufour, K. F. Petersen, V. LeBon, S. Enoksson, Y. Z. Ma, M. Savoye, D. L. Rothman, G. I. 
Shulman and S. Caprio (2002). "Assessment of skeletal muscle triglyceride content by H-1 nuclear 
magnetic resonance spectroscopy in lean and obese adolescents - Relationships to insulin sensitivity, 
total body fat, and central adiposity." Diabetes51(4): 1022-1027. 
Siri-Tarino, P. W., Q. Sun, F. B. Hu and R. M. Krauss (2010). "Meta-analysis of prospective cohort 
studies evaluating the association of saturated fat with cardiovascular disease." American Journal of 
Clinical Nutrition91(3): 535-546. 



275 
 

Siri-Tarino, P. W., Q. Sun, F. B. Hu and R. M. Krauss (2010). "Saturated fat, carbohydrate, and 
cardiovascular disease." American Journal of Clinical Nutrition91(3): 502-509. 
Sitrin, R. G., T. M. Sassanella and H. R. Petty (2011). "An Obligate Role for Membrane-Associated 
Neutral Sphingomyelinase Activity in Orienting Chemotactic Migration of Human Neutrophils." 
American Journal of Respiratory Cell and Molecular Biology44(2): 205-212. 
Sjogren, P., J. Sierra-Johnson, K. Gertow, M. Rosell, B. Vessby, U. de Faire, A. Hamsten, M. L. Hellenius 
and R. M. Fisher (2008). "Fatty acid desaturases in human adipose tissue: relationships between gene 
expression, desaturation indexes and insulin resistance." Diabetologia51(2): 328-335. 
Skeaff, C. M. and J. Miller (2009). "Dietary Fat and Coronary Heart Disease: Summary of Evidence 
from Prospective Cohort and Randomised Controlled Trials." Annals of Nutrition and 
Metabolism55(1-3): 173-U287. 
Skovbro, M., M. Baranowski, C. Skov-Jensen, A. Flint, F. Dela, J. Gorski and J. W. Helge (2008). 
"Human skeletal muscle ceramide content is not a major factor in muscle insulin sensitivity." 
Diabetologia51(7): 1253-1260. 
Skrzeczynska-Moncznik, J., M. Bzowska, S. Loseke, E. Grage-Griebenow, M. Zembala and J. Pryjma 
(2008). "Peripheral blood CD14(high) CD16(+) monocytes are main producers of IL-10." Scandinavian 
Journal of Immunology67(2): 152-159. 
Skulachev, V. P. (1998). "Uncoupling: new approaches to an old problem of bioenergetics." 
Biochimica Et Biophysica Acta-Bioenergetics1363(2): 100-124. 
Skulachev, V. P. (1999). "Anion carriers in fatty acid-mediated physiological uncoupling." Journal of 
Bioenergetics and Biomembranes31(5): 431-445. 
Slawik, M. and A. J. Vidal-Puig (2006). "Lipotoxicity, overnutrition and energy metabolism in aging." 
Ageing Research Reviews5(2): 144-164. 
Smedman, C., T. Ernemar, L. Gudmundsdotter, P. Gille-Johnson, A. Somell, K. Nihlmark, B. Gardlund, 
J. Andersson and S. Paulie (2012). "FluoroSpot Analysis of TLR-Activated Monocytes Reveals Several 
Distinct Cytokine-Secreting Subpopulations." Scandinavian Journal of Immunology75(2): 249-258. 
Smith, C. W., S. D. Marlin, R. Rothlein, C. Toman and D. C. Anderson (1989). "COOPERATIVE 
INTERACTIONS OF LFA-1 AND MAC-1 WITH INTERCELLULAR-ADHESION MOLECULE-1 IN FACILITATING 
ADHERENCE AND TRANSENDOTHELIAL MIGRATION OF HUMAN-NEUTROPHILS INVITRO." Journal of 
Clinical Investigation83(6): 2008-2017. 
Smith, S. R. and P. W. F. Wilson (2006). "Editorial: Free fatty acids and atherosclerosis - Guilty or 
innocent?" Journal of Clinical Endocrinology & Metabolism91(7): 2506-2508. 
Snijder, M. B., J. M. Dekker, M. Visser, L. M. Bouter, C. D. A. Stehouwer, P. J. Kostense, J. S. Yudkin, R. 
J. Heine, G. Nijpels and J. C. Seidell (2003). "Associations of hip and thigh circumferences 
independent of waist circumference with the incidence of type 2 diabetes: the Hoorn Study." 
American Journal of Clinical Nutrition77(5): 1192-1197. 
Snijder, M. B., M. Visser, J. M. Dekker, B. H. Goodpaster, T. B. Harris, S. B. Kritchevsky, N. De 
Rekeneire, A. M. Kanaya, A. B. Newman, F. A. Tylavsky, J. C. Seidell and A. B. C. S. Hlth (2005). "Low 
subcutaneous thigh fat is a risk factor for unfavourable glucose and lipid levels, independently of high 
abdominal fat. The Health ABC Study." Diabetologia48(2): 301-308. 
Snijder, M. B., P. Z. Zimmet, M. Visser, J. M. Dekker, J. C. Seidell and J. E. Shaw (2004). "Independent 
and opposite associations of waist and hip circumferences with diabetes, hypertension and 
dyslipidemia: the AusDiab Study." International Journal of Obesity28(3): 402-409. 
Snijder, M. B., P. Z. Zimmet, M. Visser, J. M. Dekker, J. C. Seidell and J. E. Shaw (2004). "Independent 
association of hip circumference with metabolic profile in different ethnic groups." Obesity 
Research12(9): 1370-1374. 
Solana, R., G. Pawelec and R. Tarazona (2006). "Aging and innate immunity." Immunity24(5): 491-
494. 
Song, H. W., M. Wohltmann, M. Tan, S. Z. Bao, J. H. Ladenson and J. Turk (2012). "Group VIA PLA(2) 
(iPLA(2)beta) Is Activated Upstream of p38 Mitogen-activated Protein Kinase (MAPK) in Pancreatic 
Islet beta-Cell Signaling." Journal of Biological Chemistry287(8): 5528-5541. 



276 
 

Song, M. Y., E. Ruts, J. Kim, I. Janumala, S. Heymsfield and D. Gallagher (2004). "Sarcopenia and 
increased adipose tissue infiltration of muscle in elderly African American women." American Journal 
of Clinical Nutrition79(5): 874-880. 
Song, Y., H. Shen, D. Schenten, P. Shan, P. J. Lee and D. R. Goldstein (2012). "Aging Enhances the 
Basal Production of IL-6 and CCL2 in Vascular Smooth Muscle Cells." Arteriosclerosis Thrombosis and 
Vascular Biology32(1): 103-U267. 
Song, Z. Y., M. Song, D. Y. W. Lee, Y. Z. Liu, I. V. Deaciuc and C. J. McClain (2007). "Silymarin prevents 
palmitate-induced lipotoxicity in HepG2 cells: Involvement of maintenance of akt kinase activation." 
Basic & Clinical Pharmacology & Toxicology101(4): 262-268. 
Soumura, M., S. Kume, K. Isshiki, N. Takeda, S. Araki, Y. Tanaka, T. Sugimoto, M. Chin-Kanasaki, Y. 
Nishio, M. Haneda, D. Koya, A. Kashiwagi, H. Maegawa and T. Uzu (2010). Oleate and 
eicosapentaenoic acid attenuate palmitate-induced inflammation and apoptosis in renal proximal 
tubular cell. Biochem Biophys Res Commun. United States, 2010 Elsevier Inc. 402: 265-271. 
Soyland, E., T. Lea, B. Sandstad and A. Drevon (1994). "DIETARY SUPPLEMENTATION WITH VERY 
LONG-CHAIN N-3 FATTY-ACIDS IN MAN DECREASES EXPRESSION OF THE INTERLEUKIN-2 RECEPTOR 
(CD25) ON MITOGEN-STIMULATED LYMPHOCYTES FROM PATIENTS WITH INFLAMMATORY SKIN 
DISEASES." European Journal of Clinical Investigation24(4): 236-242. 
Spector, A. A. (1999). "Essentiality of fatty acids." Lipids34: S1-S3. 
Spranger, J., A. Kroke, M. Mohlig, K. Hoffmann, M. M. Bergmann, M. Ristow, H. Boeing and A. F. H. 
Pfeiffer (2003). "Inflammatory cytokines and the risk to develop type 2 diabetes - Results of the 
prospective population-based European Prospective Investigation into Cancer and Nutrition (EPIC)-
Potsdam study." Diabetes52(3): 812-817. 
Srivastava, S., A. Chandra, N. H. Ansari, S. K. Srivastava and A. Bhatnagar (1998). "Identification of 
cardiac oxidoreductase(s) involved in the metabolism of the lipid peroxidation-derived aldehyde-4-
hydroxynonenal." Biochemical Journal329: 469-475. 
Staiger, H., J. Woll, C. Haas, F. Machicao, E. D. Schleicher, A. Fritsche, N. Stefan and H. U. Haring 
(2009). "Selective Association of Plasma Non-esterified Fatty Acid Species with Circulating 
Interleukin-8 Concentrations in Humans." Experimental and Clinical Endocrinology & Diabetes117(1): 
21-27. 
Stannard, S. R., M. A. Holdaway, T. Sachinwalla and C. W. Cunningham (2007). "Insulin sensitivity and 
intramyocellular lipid concentrations in young Maori men." Diabetic Medicine24(11): 1205-1212. 
Steer, P., B. Vessby and L. Lind (2003). "Endothelial vasodilatory function is related to the proportions 
of saturated fatty acids and alpha-linolenic acid in young men, but not in women." European Journal 
of Clinical Investigation33(5): 390-396. 
Stentz, F. B. and A. E. Kitabchi (2006). "Palmitic acid-induced activation of human T-lymphocytes and 
aortic endothelial cells with production of insulin receptors, reactive oxygen species, cytokines, and 
lipid peroxidation." Biochemical and Biophysical Research Communications346(3): 721-726. 
Stern, M., J. Savill and C. Haslett (1996). "Human monocyte-derived macrophage phagocytosis of 
senescent eosinophils undergoing apoptosis - Mediation by alpha(v)beta(3)/CD36/thrombospondin 
recognition mechanism and lack of phlogistic response." American Journal of Pathology149(3): 911-
921. 
Stevens, J., R. G. Knapp, J. E. Keil and R. R. Verdugo (1991). "CHANGES IN BODY-WEIGHT AND GIRTHS 
IN BLACK-AND-WHITE ADULTS STUDIED OVER A 25 YEAR INTERVAL." International Journal of 
Obesity15(12): 803-808. 
Stowe, R. P., M. K. Peek, M. P. Cutchin and J. S. Goodwin (2010). "Plasma Cytokine Levels in a 
Population-Based Study: Relation to Age and Ethnicity." Journals of Gerontology Series a-Biological 
Sciences and Medical Sciences65(4): 429-433. 
Straczkowski, M., I. Kowalska, A. Nikolajuk, S. Dzienis-Straczkowska, I. Kinalska, M. Baranowski, M. 
Zendzian-Piotrowska, Z. Brzezinska and J. Gorski (2004). "Relationship between insulin sensitivity and 
sphingomyelin signaling pathway in human skeletal muscle." Diabetes53(5): 1215-1221. 



277 
 

Stratford, S., D. B. DeWald and S. A. Summers (2001). "Ceramide dissociates 3 '-phosphoinositide 
production from pleckstrin homology domain translocation." Biochemical Journal354: 359-368. 
Strawn, W. B., M. C. Chappell, R. H. Dean, S. Kivlighn and C. M. Ferrario (2000). "Inhibition of early 
atherogenesis by losartan in monkeys with diet-induced hypercholesterolemia." Circulation101(13): 
1586-1593. 
Su, J., H. M. Tian, R. Liu and J. H. Liang (2002). "Inhibitive effects of glucose and free fatty acids on 
proliferation of human vascular endothelial cells in vitro." Chinese Medical Journal115(10): 1486-
1490. 
Su, X. and N. A. Abumrad (2009). "Cellular fatty acid uptake: a pathway under construction." Trends 
in Endocrinology and Metabolism20(2): 72-77. 
Subauste, A. R. and C. F. Burant (2007). "Role of FoxO1 in FFA-induced oxidative stress in adipocytes." 
American Journal of Physiology-Endocrinology and Metabolism293(1): E159-E164. 
Suriyaphol, P., D. Fenske, U. Zahringer, S. R. Han, S. Bhakdi and M. Husmann (2002). "Enzymatically 
modified nonoxidized low-density lipoprotein induces interleukin-8 in human endothelial cells - Role 
of free fatty acids." Circulation106(20): 2581-2587. 
Sutton-Tyrrell, K., A. Newman, E. M. Simonsick, R. Havlik, M. Pahor, E. Lakatta, H. Spurgeon, P. 
Vaitkevicius and A. B. C. I. Hlth (2001). "Aortic stiffness is associated with visceral adiposity in older 
adults enrolled in the study of health, aging, and body composition." Hypertension38(3): 429-433. 
Suzuki, H., Y. Kurihara, M. Takeya, N. Kamada, M. Kataoka, K. Jishage, O. Ueda, H. Sakaguchi, T. 
Higashi, T. Suzuki, Y. Takashima, Y. Kawabe, O. Cynshi, Y. Wada, M. Honda, H. Kurihara, H. Aburatani, 
T. Doi, A. Matsumoto, S. Azuma, T. Noda, Y. Toyoda, H. Itakura, Y. Yazaki, S. Horiuchi, K. Takahashi, J. 
K. Kruijt, T. J. C. vanBerkel, U. P. Steinbrecher, S. Ishibashi, N. Maeda, S. Gordon and T. Kodama 
(1997). "A role for macrophage scavenger receptors in atherosclerosis and susceptibility to 
infection." Nature386(6622): 292-296. 
Suzuki, J., K. Akahane, J. Nakamura, K. Naruse, H. Kamiya, T. Himeno, N. Nakamura, T. Shibata, M. 
Kondo, H. Nagasaki, A. Fujiya, Y. Olso and Y. Hamada (2011). "PALMITATE INDUCES APOPTOSIS IN 
SCHWANN CELLS VIA BOTH CERAMIDE-DEPENDENT AND INDEPENDENT PATHWAYS." 
Neuroscience176: 188-198. 
Svedberg, J., P. Bjorntorp, U. Smith and P. Lonnroth (1990). "FREE FATTY-ACID INHIBITION OF 
INSULIN BINDING, DEGRADATION, AND ACTION IN ISOLATED RAT HEPATOCYTES." Diabetes39(5): 
570-574. 
Swift, M. E., A. L. Burns, K. L. Gray and L. A. DiPietro (2001). "Age-related alterations in the 
inflammatory response to dermal injury." Journal of Investigative Dermatology117(5): 1027-1035. 
Swirski, F. K., P. Libby, E. Aikawa, P. Alcaide, F. W. Luscinskas, R. Weissleder and M. J. Pittet (2007). 
"Ly-6C(hi) monocytes dominate hypercholesterolemia-associated monocytosis and give rise to 
macrophages in atheromata." Journal of Clinical Investigation117(1): 195-205. 
Swirski, F. K., M. J. Pittet, M. F. Kircher, E. Aikawa, F. A. Jaffer, P. Libby and R. Weissleder (2006). 
"Monocyte accumulation in mouse atherogenesis is progressive and proportional to extent of 
disease." Proceedings of the National Academy of Sciences of the United States of America103(27): 
10340-10345. 
Tabas, I. (2010). "Macrophage death and defective inflammation resolution in atherosclerosis." 
Nature Reviews Immunology10(1): 36-46. 
Tacke, F., D. Alvarez, T. J. Kaplan, C. Jakubzick, R. Spanbroek, J. Llodra, A. Garin, J. H. Liu, M. Mack, N. 
van Rooijen, S. A. Lira, A. J. Habenicht and G. J. Randolph (2007). "Monocyte subsets differentially 
employ CCR2, CCR5, and CX3CR1 to accumulate within atherosclerotic plaques." Journal of Clinical 
Investigation117(1): 185-194. 
Tafesse, F. G., P. Ternes and J. C. M. Holthuis (2006). "The multigenic sphingomyelin synthase family." 
Journal of Biological Chemistry281(40): 29421-29425. 
Takahashi, K., S. Yamaguchi, T. Shimoyama, H. Seki, K. Miyokawa, H. Katsuta, T. Tanaka, K. 
Yoshimoto, H. Ohno, S. Nagamatsu and H. Ishida (2008). "JNK- and I kappa B-dependent pathways 
regulate MCP-1 but not adiponectin release from artificially hypertrophied 3T3-L1 adipocytes 



278 
 

preloaded with palmitate in vitro." American Journal of Physiology-Endocrinology and 
Metabolism294(5): E898-E909. 
Takamura, T., H. Misu, T. Ota and S. Kaneko (2012). "Fatty liver as a consequence and cause of insulin 
resistance: Lessons from type 2 diabetic liver." Endocrine Journal59(9): 745-763. 
Takeuchi, K. and K. Reue (2009). "Biochemistry, physiology, and genetics of GPAT, AGPAT, and lipin 
enzymes in triglyceride synthesis." American Journal of Physiology-Endocrinology and 
Metabolism296(6): E1195-E1209. 
Tanaka, T., T. Nakata, T. Oka, T. Ogawa, F. Okamoto, Y. Kusaka, K. Sohmiya, K. Shimamoto and K. 
Itakura (2001). "Defect in human myocardial long-chain fatty acid uptake is caused by FAT/CD36 
mutations." Journal of Lipid Research42(5): 751-759. 
Taniyama, Y., H. Hitomi, A. Shah, R. W. Alexander and K. K. Griendling (2005). "Mechanisms of 
reactive oxygen species-dependent downregulation of insulin receptor substrate-1 by angiotensin II." 
Arteriosclerosis Thrombosis and Vascular Biology25(6): 1142-1147. 
Tanti, J. F., T. Gremeaux, E. Vanobberghen and Y. Lemarchandbrustel (1994). "SERINE/THREONINE 
PHOSPHORYLATION OF INSULIN-RECEPTOR SUBSTRATE-1 MODULATES INSULIN-RECEPTOR 
SIGNALING." Journal of Biological Chemistry269(8): 6051-6057. 
Tao, J.-l., Y.-b. Wen, B.-y. Shi, H. Zhang, X.-z. Ruan, H. Li, X.-m. Li, W.-j. Dong and X.-w. Li (2012). 
"Endoplasmic reticulum stress is involved in podocyte apoptosis induced by saturated fatty acid 
palmitate." Chinese Medical Journal125(17): 3137-3142. 
Tardif, N., J. Salles, J. F. Landrier, I. Mothe-Satney, C. Guillet, C. Boue-Vaysse, L. Combaret, C. 
Giraudet, V. Patrac, J. Bertrand-Michel, C. Migne, J. M. Chardigny, Y. Boirie and S. Walrand (2011). 
"Oleate-enriched diet improves insulin sensitivity and restores muscle protein synthesis in old rats." 
Clinical Nutrition30(6): 799-806. 
Tatebe, J. and T. Morita (2011). "Enhancement of TNF-alpha Expression and Inhibition of Glucose 
Uptake by Nicotine in the Presence of a Free Fatty Acid in C2C12 Skeletal Myocytes." Hormone and 
Metabolic Research43(1): 11-16. 
Teh, B. H., W. H. Pan and C. J. Chen (1996). "The reallocation of body fat toward the abdomen 
persists to very old age, while body mass index declines after middle age in Chinese." International 
Journal of Obesity20(7): 683-687. 
Teruel, T., R. Hernandez and M. Lorenzo (2001). "Ceramide mediates insulin resistance by tumor 
necrosis factor-alpha in brown adipocytes by maintaining Akt in an inactive dephosphorylated state." 
Diabetes50(11): 2563-2571. 
Tessari, P. (2000). "Changes in protein, carbohydrate, and fat metabolism with aging: Possible role of 
insulin." Nutrition Reviews58(1): 11-19. 
Tettamanti, G. (2004). "Ganglioside/glycosphingolipid turnover: new concepts." Glycoconjugate 
journal20(5): 301-317. 
Thamer, C., J. Machann, O. Bachmann, M. Haap, D. Dahl, B. Wietek, O. Tschritter, A. Niess, K. 
Brechtel, A. Fritsche, C. Claussen, S. Jacob, F. Schick, H. U. Haring and M. Stumvoll (2003). 
"Intramyocellular lipids: Anthropometric determinants and relationships with maximal aerobic 
capacity and insulin sensitivity." Journal of Clinical Endocrinology &amp; Metabolism88(4): 1785-
1791. 
Thompson, A. L. and G. J. Cooney (2000). "Acyl-CoA inhibition of hexokinase in rat and human 
skeletal muscle is a potential mechanism of lipid-induced insulin resistance." Diabetes49(11): 1761-
1765. 
Tian, D., Y. Qiu, Y. Zhan, X. Li, X. Zhi, X. Wang, L. Yin and Y. Ning (2012). "Overexpression of 
steroidogenic acute regulatory protein in rat aortic endothelial cells attenuates palmitic acid-induced 
inflammation and reduction in nitric oxide bioavailability." Cardiovascular Diabetology11. 
Tiikkainen, M., M. Tamminen, A. M. Hakkinen, R. Bergholm, S. Vehkavaara, J. Halavaara, K. Teramo, 
A. Rissanen and H. Ykik-Jarvinen (2002). "Liver-fat accumulation and insulin resistance in obese 
women with previous gestational diabetes." Obesity Research10(9): 859-867. 



279 
 

Tirosh, A., R. Potashnik, N. Bashan and A. Rudich (1999). "Oxidative stress disrupts insulin-induced 
cellular redistribution of insulin receptor substrate-1 and phosphatidylinositol 3-kinase in 3T3-L1 
adipocytes - A putative cellular mechanism for impaired protein kinase B activation and GLUT4 
translocation." Journal of Biological Chemistry274(15): 10595-10602. 
Tjiu, J.-W., J.-S. Chen, C.-T. Shun, S.-J. Lin, Y.-H. Liao, C.-Y. Chu, T.-F. Tsai, H.-C. Chiu, Y.-S. Dai, H. 
Inoue, P.-C. Yang, M.-L. Kuo and S.-H. Jee (2009). "Tumor-Associated Macrophage-Induced Invasion 
and Angiogenesis of Human Basal Cell Carcinoma Cells by Cyclooxygenase-2 Induction." Journal of 
Investigative Dermatology129(4): 1016-1025. 
Tomita, K., T. Teratani, H. Yokoyama, T. Suzuki, R. Irie, H. Ebinuma, H. Saito, R. Hokari, S. Miura and T. 
Hibi (2011). "Plasma Free Myristic Acid Proportion Is a Predictor of Nonalcoholic Steatohepatitis." 
Digestive Diseases and Sciences56(10): 3045-3052. 
Tontonoz, P., L. Nagy, J. G. A. Alvarez, V. A. Thomazy and R. M. Evans (1998). "PPAR gamma promotes 
monocyte/macrophage differentiation and uptake of oxidized LDL." Cell93(2): 241-252. 
Tropea, B. I., P. Huie, J. P. Cooke, P. S. Tsao, R. K. Sibley and C. K. Zarins (1996). "Hypertension-
enhanced monocyte adhesion in experimental atherosclerosis." Journal of Vascular Surgery23(4): 
596-605. 
Truman, L. A., C. A. Ogden, S. E. M. Howie and C. D. Gregory (2004). "Macrophage chemotaxis to 
apoptotic Burkitt's lymphoma cells in vitro: role of CD14 and CD36." Immunobiology209(1-2): 21-30. 
Tsintzas, K., K. Chokkalingam, K. Jewell, L. Norton, I. A. Macdonald and D. Constantin-Teodosiu 
(2007). "Elevated free fatty acids attenuate the insulin-induced suppression of PDK4 gene expression 
in human skeletal muscle: Potential role of intramuscular long-chain acyl-coenzyme a." Journal of 
Clinical Endocrinology &amp; Metabolism92(10): 3967-3972. 
Tsuchiya, S., M. Yamabe, Y. Yamaguchi, Y. Kobayashi, T. Konno and K. Tada (1980). "ESTABLISHMENT 
AND CHARACTERIZATION OF A HUMAN ACUTE MONOCYTIC LEUKEMIA-CELL LINE (THP-1)." 
International Journal of Cancer26(2): 171-176. 
Tucker, M. Z. and L. P. Turcotte (2003). "Aging is associated with elevated muscle triglyceride content 
and increased insulin-stimulated fatty acid uptake." American Journal of Physiology-Endocrinology 
and Metabolism285(4): E827-E835. 
Turcotte, L. P., M. A. Raney and M. K. Todd (2005). "ERK1/2 inhibition prevents contraction-induced 
increase in plasma membrane FAT/CD36 content and FA uptake in rodent muscle." Acta Physiologica 
Scandinavica184(2): 131-139. 
Turcotte, L. P., J. R. Swenberger, M. Z. Tucker, A. J. Yee, G. Trump, J. Luiken and A. Bonen (2000). 
"Muscle palmitate uptake and binding are saturable and inhibited by antibodies to FABP(PM)." 
Molecular and Cellular Biochemistry210(1-2): 53-63. 
Turinsky, J., D. M. Osullivan and B. P. Bayly (1990). "1,2-DIACYLGLYCEROL AND CERAMIDE LEVELS IN 
INSULIN-RESISTANT TISSUES OF THE RAT INVIVO." Journal of Biological Chemistry265(28): 16880-
16885. 
Turner, R. C., R. R. Holman and T. D. R. Hockaday (1976). "BETA CELL DEFICIENCY IN MATURITY 
ONSET DIABETES." Clinical Science and Molecular Medicine51(3): P18-P18. 
Turrens, J. F. (2003). "Mitochondrial formation of reactive oxygen species." Journal of Physiology-
London552(2): 335-344. 
Ueno, K., T. Anzai, M. Jinzaki, M. Yamada, Y. Jo, Y. Maekawa, A. Kawamura, T. Yoshikawa, Y. Tanami, 
K. Sato, S. Kuribayashi and S. Ogawa (2009). "Increased Epicardial Fat Volume Quantified by 64-
Multidetector Computed Tomography is Associated With Coronary Atherosclerosis and Totally 
Occlusive Lesions." Circulation Journal73(10): 1927-1933. 
Ulrich, C., G. H. Heine, M. K. Gerhart, H. Koehler and M. Girndt (2008). "Proinflammatory 
CD14+CD16+ monocytes are associated with subclinical atherosclerosis in renal transplant patients." 
American Journal of Transplantation8(1): 103-110. 
Urakawa, H., A. Katsuki, Y. Sumida, E. C. Gabazza, S. Murashima, K. Morioka, N. Maruyama, N. 
Kitagawa, T. Tanaka, Y. Hori, K. Nakatani, Y. Yano and Y. Adachi (2003). "Oxidative stress is associated 



280 
 

with adiposity and insulin resistance in men." Journal of Clinical Endocrinology & Metabolism88(10): 
4673-4676. 
Utzschneider, K. M. and S. E. Kahn (2006). "Review: The role of insulin resistance in nonalcoholic fatty 
liver disease." Journal of Clinical Endocrinology & Metabolism91(12): 4753-4761. 
Uzun, H., D. Konukoglu, R. Gelisgen, K. Zengin and M. Taskin (2007). "Plasma protein carbonyl and 
thiol stress before and after laparoscopic gastric banding in morbidly obese patients." Obesity 
Surgery17(10): 1367-1373. 
van der Meer, R. W., L. J. Rijzewijk, M. Diamant, S. Hammer, M. Schar, J. J. Bax, J. W. A. Smit, J. A. 
Romijn, A. de Roos and H. J. Lamb (2008). "The ageing male heart: myocardial triglyceride content as 
independent predictor of diastolic function." European Heart Journal29(12): 1516-1522. 
van Duin, D., S. Mohanty, V. Thomas, S. Ginter, R. R. Montgomery, E. Fikrig, H. G. Allore, R. Medzhitov 
and A. C. Shaw (2007). "Age-associated defect in human TLR-1/2 function." Journal of 
Immunology178(2): 970-975. 
van Harmelen, V., K. Rohrig and H. Hauner (2004). "Comparison of proliferation and differentiation 
capacity of human adipocyte precursor cells from the omental and subcutaneous adipose tissue 
depot of obese subjects." Metabolism-Clinical and Experimental53(5): 632-637. 
van Lieshout, E. M. M. and W. H. M. Peters (1998). "Age and gender dependent levels of glutathione 
and glutathione S-transferases in human lymphocytes." Carcinogenesis19(10): 1873-1875. 
van Loon, L. J. C. and B. H. Goodpaster (2006). "Increased intramuscular lipid storage in the insulin-
resistant and endurance-trained state." Pflugers Archiv-European Journal of Physiology451(5): 606-
616. 
Van Pelt, R. E., C. M. Jankowski, W. S. Gozansky, R. S. Schwartz and W. M. Kohrt (2005). "Lower-body 
adiposity and metabolic protection in postmenopausal women." Journal of Clinical Endocrinology & 
Metabolism90(8): 4573-4578. 
Van Pelt, R. E., C. M. Jankowski, W. S. Gozansky, P. Wolfe, R. S. Schwartz and W. M. Kohrt (2011). 
"Sex Differences in the Association of Thigh Fat and Metabolic Risk in Older Adults." Obesity19(2): 
422-428. 
van Royen, N., I. Hoefer, M. Bottinger, J. Hua, S. Grundmann, M. Voskuil, C. Bode, W. Schaper, I. 
Buschmann and J. Piek (2003). "Local monocyte chemoattractant protein-1 therapy increases 
collateral artery formation in apolipoprotein E-deficient mice but induces systemic monocytic CD11b 
expression, neointimal formation, and plaque progression." Circulation Research92(2): 218-225. 
Vance, J. E. (2008). "Thematic review series: Glycerolipids. Phosphatidylserine and 
phosphatidylethanolamine in mammalian cells: two metabolically related aminophospholipids." 
Journal of Lipid Research49(7): 1377-1387. 
VanderVieren, M., H. LeTrong, C. L. Wood, P. F. Moore, T. StJohn, D. E. Staunton and W. M. Gallatin 
(1995). "A novel leukointegrin, alpha d beta 2, binds preferentially to ICAM-3." Immunity3(6): 683-
690. 
Vanfurth, R., W. G. Spector, Z. A. Cohn, J. G. Hirsch, Langevoo.Hl and J. H. Humphrey (1972). 
"MONONUCLEAR PHAGOCYTE SYSTEM - NEW CLASSIFICATION OF MACROPHAGES, MONOCYTES, 
AND THEIR PRECURSOR CELLS." Bulletin of the World Health Organization46(6): 845-&. 
Verdin, E., M. D. Hirschey, L. W. S. Finley and M. C. Haigis (2010). "Sirtuin regulation of mitochondria: 
energy production, apoptosis, and signaling." Trends in Biochemical Sciences35(12): 669-675. 
Vincent, H. K., K. E. Innes and K. R. Vincent (2007). "Oxidative stress and potential interventions to 
reduce oxidative stress in overweight and obesity." Diabetes Obesity & Metabolism9(6): 813-839. 
Vincent, H. K., S. K. Powers, A. J. Dirks and P. J. Scarpace (2001). "Mechanism for obesity-induced 
increase in myocardial lipid peroxidation." International Journal of Obesity25(3): 378-388. 
Vincent, H. K., S. K. Powers, D. J. Stewart, R. A. Shanely, H. Demirel and H. Naito (1999). "Obesity is 
associated with increased myocardial oxidative stress." International Journal of Obesity23(1): 67-74. 
Virkamaki, A., E. Korsheninnikova, A. Seppala-Lindroos, S. Vehkavaara, T. Goto, J. Halavaara, A. M. 
Hakkinen and H. Yki-Jarvinen (2001). "Intramyocellular lipid is associated with resistance to in vivo 



281 
 

insulin actions on glucose uptake, antilipolysis, and early insulin signaling pathways in human skeletal 
muscle." Diabetes50(10): 2337-2343. 
von Hundelshausen, P., K. S. C. Weber, Y. Q. Huo, A. E. I. Proudfoot, P. J. Nelson, K. Ley and C. Weber 
(2001). "RANTES deposition by platelets triggers monocyte arrest on inflamed and atherosclerotic 
endothelium." Circulation103(13): 1772-1777. 
Wada, M., C. J. DeLong, Y. H. Hong, C. J. Rieke, I. Song, R. S. Sidhu, C. Yuan, M. Warnock, A. H. 
Schmaier, C. Yokoyama, E. M. Smyth, S. J. Wilson, G. A. FitzGerald, M. Garavito, D. X. Sui, J. W. Regan 
and W. L. Smith (2007). "Enzymes and receptors of prostaglandin pathways with arachidonic acid-
derived versus eicosapentaenoic acid-derived substrates and products." Journal of Biological 
Chemistry282(31): 22254-22266. 
Wajchenberg, B. L. (2000). "Subcutaneous and visceral adipose tissue: Their relation to the metabolic 
syndrome." Endocrine Reviews21(6): 697-738. 
Waldo, S. W., Y. Li, C. Buono, B. Zhao, E. M. Billings, J. Chang and H. S. Kruth (2008). "Heterogeneity 
of human macrophages in culture and in atherosclerotic plaques." American Journal of 
Pathology172(4): 1112-1126. 
Walker, G., A. C. Langheinrich, E. Dennhauser, R. M. Bohle, T. Dreyer, J. Kreuzer, H. Tillmanns, R. C. 
Braun-Dullaeus and W. Haberbosch (1999). "3-deazaadenosine prevents adhesion molecule 
expression and atherosclerotic lesion formation in the aortas of C57BL/6J mice." Arteriosclerosis 
Thrombosis and Vascular Biology19(11): 2673-2679. 
Wang, L., A. R. Folsom, Z. J. Zheng, J. S. Pankow, J. H. Eckfeldt and A. S. Investigators (2003). "Plasma 
fatty acid composition and incidence of diabetes in middle-aged adults: the Atherosclerosis Risk in 
Communities (ARIC) Study." American Journal of Clinical Nutrition78(1): 91-98. 
Wannamethee, S. G., A. G. Shaper, R. W. Morris and P. H. Whincup (2005). "Measures of adiposity in 
the identification of metabolic abnormalities in elderly men." American Journal of Clinical 
Nutrition81(6): 1313-1321. 
Warensjo, E., U. Riserus and B. Vessby (2005). "Fatty acid composition of serum lipids predicts the 
development of the metabolic syndrome in men." Diabetologia48(10): 1999-2005. 
Warensjo, E., M. Rosell, M.-L. Hellenius, B. Vessby, U. De Faire and U. Riserus (2009). "Associations 
between estimated fatty acid desaturase activities in serum lipids and adipose tissue in humans: links 
to obesity and insulin resistance." Lipids in Health and Disease8. 
Watson, M. L., K. Macrae, A. E. Marley and H. S. Hundal (2011). "Chronic Effects of Palmitate 
Overload on Nutrient-Induced Insulin Secretion and Autocrine Signalling in Pancreatic MIN6 Beta 
Cells." Plos One6(10). 
Weber, C. and H. Noels (2011). "Atherosclerosis: current pathogenesis and therapeutic options." 
Nature Medicine17(11): 1410-1422. 
Wei, C. D., Y. Li, H. Y. Zheng, Y. Q. Tong and W. Dai (2013). "Palmitate induces H9c2 cell apoptosis by 
increasing reactive oxygen species generation and activation of the ERK1/2 signaling pathway." 
Molecular Medicine Reports7(3): 855-861. 
Wei, J., H. M. Xu, J. L. Davies and G. P. Hemmings (1992). "INCREASE OF PLASMA IL-6 
CONCENTRATION WITH AGE IN HEALTHY-SUBJECTS." Life Sciences51(25): 1953-1956. 
Weinberg, J. B., M. A. Misukonis, P. J. Shami, S. N. Mason, D. L. Sauls, W. A. Dittman, E. R. Wood, G. K. 
Smith, B. McDonald, K. E. Bachus, A. F. Haney and D. L. Granger (1995). "HUMAN MONONUCLEAR 
PHAGOCYTE INDUCIBLE NITRIC-OXIDE SYNTHASE (INOS) - ANALYSIS OF INOS MESSENGER-RNA, INOS 
PROTEIN, BIOPTERIN, AND NITRIC-OXIDE PRODUCTION BY BLOOD MONOCYTES AND PERITONEAL-
MACROPHAGES." Blood86(3): 1184-1195. 
Weisberg, S. P., D. McCann, M. Desai, M. Rosenbaum, R. L. Leibel and A. W. Ferrante (2003). "Obesity 
is associated with macrophage accumulation in adipose tissue." Journal of Clinical 
Investigation112(12): 1796-1808. 
Wen, H. T., D. Gris, Y. Lei, S. Jha, L. Zhang, M. T. H. Huang, W. J. Brickey and J. P. Y. Ting (2011). "Fatty 
acid-induced NLRP3-ASC inflammasome activation interferes with insulin signaling." Nature 
Immunology12(5): 408-U461. 



282 
 

Werner, E. D., J. S. Lee, L. Hansen, M. S. Yuan and S. E. Shoelson (2004). "Insulin resistance due to 
phosphorylation of insulin receptor substrate-1 at Serine 302." Journal of Biological 
Chemistry279(34): 35298-35305. 
Wirth, J. J., F. Kierszenbaum, G. Sonnenfeld and A. Zlotnik (1985). "ENHANCING EFFECTS OF GAMMA 
INTERFERON ON PHAGOCYTIC CELL ASSOCIATION WITH AND KILLING OF TRYPANOSOMA-CRUZI." 
Infection and Immunity49(1): 61-66. 
Wojtczak, L. and P. Schoenfeld (1993). "Effect of fatty acids on energy coupling processes in 
mitochondria." Biochimica et Biophysica Acta1183(1): 41-57. 
Wong, K. L., J. J. Y. Tai, W. C. Wong, H. Han, X. Sem, W. H. Yeap, P. Kourilsky and S. C. Wong (2011). 
"Gene expression profiling reveals the defining features of the classical, intermediate, and 
nonclassical human monocyte subsets." Blood118(5): E15-E30. 
Wong, K. L., W. H. Yeap, J. J. Y. Tai, S. M. Ong, T. M. Dang and S. C. Wong (2012). "The three human 
monocyte subsets: implications for health and disease." Immunologic Research53(1-3): 41-57. 
Wong, S. W., M.-J. Kwon, A. M. K. Choi, H.-P. Kim, K. Nakahira and D. H. Hwang (2009). "Fatty Acids 
Modulate Toll-like Receptor 4 Activation through Regulation of Receptor Dimerization and 
Recruitment into Lipid Rafts in a Reactive Oxygen Species-dependent Manner." Journal of Biological 
Chemistry284(40): 27384-27392. 
Woo, J., T. Kwok, E. Lau, M. Li and L. M. Yu (1997). "Body composition in Chinese subjects: 
relationship with age and disease." Archives of Gerontology and Geriatrics26(1): 23-32. 
Woodcock, J. (2006). "Sphingosine and ceramide signalling in apoptosis." Iubmb Life58(8): 462-466. 
Woollard, K. J., C. Fisch, R. Newby and H. R. Griffiths (2005). "C-reactive protein mediates CD11b 
expression in monocytes through the non-receptor tyrosine kinase, Syk, and calcium mobilization but 
not through cytosolic peroxides." Inflammation Research54(12): 485-492. 
Woollard, K. J., D. C. Phillips and H. R. Griffiths (2002). "Direct modulatory effect of C-reactive protein 
on primary human monocyte adhesion to human endothelial cells." Clinical and Experimental 
Immunology130(2): 256-262. 
Wright, S. D., R. A. Ramos, P. S. Tobias, R. J. Ulevitch and J. C. Mathison (1990). "CD14, A RECEPTOR 
FOR COMPLEXES OF LIPOPOLYSACCHARIDE (LPS) AND LPS BINDING-PROTEIN." Science249(4975): 
1431-1433. 
Wu, H. Y., Q. B. Qi, Z. J. Yu, Q. Sun, J. Wang, O. H. Franco, L. A. Sun, H. X. Li, Y. Liu, F. B. Hu and X. Lin 
(2010). "Independent and Opposite Associations of Trunk and Leg Fat Depots with Adipokines, 
Inflammatory Markers, and Metabolic Syndrome in Middle-Aged and Older Chinese Men and 
Women." Journal of Clinical Endocrinology & Metabolism95(9): 4389-4398. 
Wu, Z. D., N. L. R. Bucher and S. R. Farmer (1996). "Induction of peroxisome proliferator-activated 
receptor gamma during the conversion of 3T3 fibroblasts into adipocytes is mediated by C/EBP beta, 
C/EBP delta, and glucocorticoids." Molecular and Cellular Biology16(8): 4128-4136. 
Wu, Z. D., E. D. Rosen, R. Brun, S. Hauser, G. Adelmant, A. E. Troy, C. McKeon, G. J. Darlington and B. 
M. Spiegelman (1999). "Cross-regulation of C/EBP alpha and PPAR gamma controls the 
transcriptional pathway of adipogenesis and insulin sensitivity." Molecular Cell3(2): 151-158. 
Wyman, T. H., C. A. Dinarello, A. Banerjee, F. Gamboni-Robertson, A. A. Hiester, K. M. England, M. 
Kelher and C. C. Silliman (2002). "Physiological levels of interleukin-18 stimulate multiple neutrophil 
functions through p38 MAP kinase activation." Journal of Leukocyte Biology72(2): 401-409. 
Xi, L., Z. Qian, G. Xu, C. Zhou and S. Sun (2007). "Crocetin attenuates palmitate-induced insulin 
insensitivity and disordered tumor necrosis factor-alpha and adiponectin expression in rat 
adipocytes." British Journal of Pharmacology151(5): 610-617. 
Xu, F., S. Tavintharan, C. F. Sum, K. Woon, S. C. Lim and C. N. Ong (2013). "Metabolic Signature Shift 
in Type 2 Diabetes Mellitus Revealed by Mass Spectrometry-based Metabolomics." The Journal of 
clinical endocrinology and metabolism98(6): E1060-1065. 
Xu, F. Y., W. A. Taylor, J. A. Hurd and G. M. Hatch (2003). "Etomoxir mediates differential metabolic 
channeling of fatty acid and glycerol precursors into cardiolipin in H9c2 cells." Journal of Lipid 
Research44(2): 415-423. 



283 
 

Xu, H. Y., G. T. Barnes, Q. Yang, Q. Tan, D. S. Yang, C. J. Chou, J. Sole, A. Nichols, J. S. Ross, L. A. 
Tartaglia and H. Chen (2003). "Chronic inflammation in fat plays a crucial role in the development of 
obesity-related insulin resistance." Journal of Clinical Investigation112(12): 1821-1830. 
Xu, N., M. Hossain and L. Liu (2013). "Pharmacological Inhibition of p38 Mitogen-Activated Protein 
Kinases Affects KC/CXCL1-Induced Intraluminal Crawling, Transendothelial Migration, and 
Chemotaxis of Neutrophils In Vivo." Mediators of Inflammation. 
Yamada, H., M. Yoshida, Y. Nakano, T. Suganami, N. Satoh, T. Mita, K. Azuma, M. Itoh, Y. Yamamoto, 
Y. Kamei, M. Horie, H. Watada and Y. Ogawa (2008). "In Vivo and In Vitro Inhibition of Monocyte 
Adhesion to Endothelial Cells and Endothelial Adhesion Molecules by Eicosapentaenoic Acid." 
Arteriosclerosis Thrombosis and Vascular Biology28(12): 2173-U2111. 
Yamada, M., T. Matsuzaka, M. Uetani, K. Hayashi, Y. Tsuji and T. Nakamura (1995). "NORMAL AGE-
RELATED CONVERSION OF BONE-MARROW IN THE MANDIBLE - MR-IMAGING FINDINGS." American 
Journal of Roentgenology165(5): 1223-1228. 
Yamagishi, K., J. A. Nettleton, A. R. Folsom and A. S. Investigators (2008). "Plasma fatty acid 
composition and incident heart failure in middle-aged adults: The Atherosclerosis Risk in 
Communities (ARIC) Study." American Heart Journal156(5): 965-974. 
Yamashita, N., M. Maruyama, K. Yamazaki, T. Hamazaki and S. Yano (1991). "EFFECT OF 
EICOSAPENTAENOIC AND DOCOSAHEXAENOIC ACID ON NATURAL-KILLER-CELL ACTIVITY IN HUMAN 
PERIPHERAL-BLOOD LYMPHOCYTES." Clinical Immunology and Immunopathology59(3): 335-345. 
Yamashita, S., K. Hirano, T. Kuwasako, M. Janabi, Y. Toyama, M. Ishigami and N. Sakai (2007). 
"Physiological and pathological roles of a multi-ligand receptor CD36 in atherogenesis; insights from 
CD36-deficient patients." Molecular and Cellular Biochemistry299(1-2): 19-22. 
Yaney, G. C., H. M. Korchak and B. E. Corkey (2000). "Long-chain acyl CoA regulation of protein kinase 
C and fatty acid potentiation of glucose-stimulated insulin secretion in clonal beta-cells." 
Endocrinology141(6): 1989-1998. 
Yang, Y. L., C. Ji, L. Cheng, L. He, C. C. Lu, R. Wang and Z. G. Bi (2012). "Sphingosine kinase-1 inhibition 
sensitizes curcumin-induced growth inhibition and apoptosis in ovarian cancer cells." Cancer 
Science103(8): 1538-1545. 
Yaqoob, P., J. A. Knapper, D. H. Webb, C. M. Williams, E. A. Newsholme and P. C. Calder (1998). 
"Effect of olive oil on immune function in middle-aged men." American Journal of Clinical 
Nutrition67(1): 129-135. 
Ye, S. M. and R. W. Johnson (2001). "An age-related decline in interleukin-10 may contribute to the 
increased expression of interleukin-6 in brain of aged mice." Neuroimmunomodulation9(4): 183-192. 
Yeung, D. K. W., J. F. Griffith, G. E. Antonio, F. K. H. Lee, J. Woo and P. C. Leung (2005). "Osteoporosis 
is associated with increased marrow fat content and decreased marrow fat unsaturation: A proton 
MR spectroscopy study." Journal of Magnetic Resonance Imaging22(2): 279-285. 
Yim, J. E., S. Heshka, J. Albu, S. Heymsfield, P. Kuznia, T. Harris and D. Gallagher (2007). 
"Intermuscular adipose tissue rivals visceral adipose tissue in independent associations with 
cardiovascular risk." International Journal of Obesity31(9): 1400-1405. 
Yim, J. E., S. Heshka, J. B. Albu, S. Heymsfield and D. Gallagher (2008). "Femoral-gluteal subcutaneous 
and intermuscular adipose tissues have independent and opposing relationships with CVD risk." 
Journal of Applied Physiology104(3): 700-707. 
Yu, C. L., Y. Chen, G. W. Cline, D. Y. Zhang, H. H. Zong, Y. L. Wang, R. Bergeron, J. K. Kim, S. W. 
Cushman, G. J. Cooney, B. Atcheson, M. F. White, E. W. Kraegen and G. I. Shulman (2002). 
"Mechanism by which fatty acids inhibit insulin activation of insulin receptor substrate-1 (IRS-1)-
associated phosphatidylinositol 3-kinase activity in muscle." Journal of Biological Chemistry277(52): 
50230-50236. 
Yu, Y. H., Z. Z. Cai, J. S. Zheng, J. Z. Chen, X. Zhang, X. F. Huang and D. Li (2012). "Serum levels of 
polyunsaturated fatty acids are low in Chinese men with metabolic syndrome, whereas serum levels 
of saturated fatty acids, zinc, and magnesium are high." Nutrition Research32(2): 71-77. 



284 
 

Yuan, H., X. Zhang, X. Huang, Y. Lu, W. Tang, Y. Man, S. Wang, J. Xi and J. Li (2010). "NADPH Oxidase 
2-Derived Reactive Oxygen Species Mediate FFAs-Induced Dysfunction and Apoptosis of beta-Cells 
via JNK, p38 MAPK and p53 Pathways." Plos One5(12). 
Yuzefovych, L., G. Wilson and L. Rachek (2010). "Different effects of oleate vs. palmitate on 
mitochondrial function, apoptosis, and insulin signaling in L6 skeletal muscle cells: role of oxidative 
stress." American Journal of Physiology-Endocrinology and Metabolism299(6): E1096-E1105. 
Yuzefovych, L. V., V. A. Solodushko, G. L. Wilson and L. I. Rachek (2012). "Protection from Palmitate-
Induced Mitochondrial DNA Damage Prevents from Mitochondrial Oxidative Stress, Mitochondrial 
Dysfunction, Apoptosis, and Impaired Insulin Signaling in Rat L6 Skeletal Muscle Cells." 
Endocrinology153(1): 92-100. 
Zamboni, M., E. Zoico, T. Scartezzini, G. Mazzali, P. Tosoni, A. Zivelonghi, D. Gallagher, G. De Pergola, 
V. Di Francesco and O. Bosello (2003). "Body composition changes in stable-weight elderly subjects: 
The effect of sex." Aging Clinical and Experimental Research15(4): 321-327. 
Zawada, A. M., K. S. Rogacev, B. Rotter, P. Winter, R. R. Marell, D. Fliser and G. H. Heine (2011). 
"SuperSAGE evidence for CD14(++)CD16(+) monocytes as a third monocyte subset." Blood118(12): 
E50-E61. 
Zechner, R., R. Zimmermann, T. O. Eichmann, S. D. Kohlwein, G. Haemmerle, A. Lass and F. Madeo 
(2012). "FAT SIGNALS - Lipases and Lipolysis in Lipid Metabolism and Signaling." Cell 
Metabolism15(3): 279-291. 
Zeyda, M., D. Farmer, J. Todoric, O. Aszmann, M. Speiser, G. Gyoeri, G. J. Zlabinger and T. M. Stulnig 
(2007). "Human adipose tissue macrophages are of an anti-inflammatory phenotype but capable of 
excessive pro-inflammatory mediator production." International Journal of Obesity31(9): 1420-1428. 
Zhang, D. Y., X. J. Gao, Q. Wang, M. J. Qin, K. Liu, F. Huang and B. L. Liu (2013). "Kakkalide ameliorates 
endothelial insulin resistance by suppressing reactive oxygen species-associated inflammation." 
Journal of Diabetes5(1): 13-24. 
Zhang, H., N. Court and H. J. Forman (2007). "Submicromolar concentrations of 4-hydroxynonenal 
induce glutamate cysteine ligase expression in HBE1 cells." Redox Report12(1-2): 101-106. 
Zhang, L. X., L. C. Seitz, A. M. Abramczyk and C. Chan (2010). "Synergistic effect of cAMP and 
palmitate in promoting altered mitochondrial function and cell death in HepG2 cells." Experimental 
Cell Research316(5): 716-727. 
Zhang, W. Y., E. Schwartz, Y. J. Wang, J. Attrep, Z. Li and P. Reaven (2006). "Elevated concentrations 
of nonesterified fatty acids increase monocyte expression of CD11b and adhesion to endothelial 
cells." Arteriosclerosis Thrombosis and Vascular Biology26(3): 514-519. 
Zhang, Y., F. Ranta, C. Tang, E. Shumilina, H. Mahmud, M. Foeller, S. Ullrich, H.-U. Haering and F. Lang 
(2009). "Sphingomyelinase dependent apoptosis following treatment of pancreatic beta-cells with 
amyloid peptides A beta(1-42) or IAPP." Apoptosis14(7): 878-889. 
Zhao, M., Y. W. Liu, X. F. Wang, L. G. New, J. H. Han and U. T. Brunk (2002). "Activation of the p38 
MAP kinase pathway is required for foam cell formation from macrophages exposed to oxidized 
LDL." Apmis110(6): 458-468. 
Zhou, Q., J. Du, Z. Hu, K. Walsh and X. H. Wang (2007). "Evidence for adipose-muscle cross talk: 
Opposing regulation of muscle proteolysis by adiponectin and fatty acids." Endocrinology148(12): 
5696-5705. 
Zhou, Y. J., Y. Y. Li, Y. Q. Nie, J. X. Ma, L. G. Lu, S. L. Shi, M. H. Chen and P. J. Hu (2007). "Prevalence of 
fatty liver disease and its risk factors in the population of South China." World Journal of 
Gastroenterology13(47): 6419-6424. 
Zhou, Y. P. and V. Grill (1995). "LONG-TERM EXPOSURE TO FATTY-ACIDS AND KETONES INHIBITS B-
CELL FUNCTIONS IN HUMAN PANCREATIC-ISLETS OF LANGERHANS." Journal of Clinical Endocrinology 
& Metabolism80(5): 1584-1590. 
Zhu, H. Q., Y. X. Yang, Y. P. Wang, J. M. Li, P. W. Schiller and T. Q. Peng (2011). "MicroRNA-195 
promotes palmitate-induced apoptosis in cardiomyocytes by down-regulating Sirt1." Cardiovascular 
Research92(1): 75-84. 



285 
 

Ziegler-Heitbrock, L., P. Ancuta, S. Crowe, M. Dalod, V. Grau, D. N. Hart, P. J. M. Leenen, Y. J. Liu, G. 
MacPherson, G. J. Randolph, J. Scherberich, J. Schmitz, K. Shortman, S. Sozzani, H. Strobl, M. 
Zembala, J. M. Austyn and M. B. Lutz (2010). "Nomenclature of monocytes and dendritic cells in 
blood." Blood116(16): E74-E80. 
Zinda, M. J., C. J. Vlahos and M. T. Lai (2001). "Ceramide induces the dephosphorylation and 
inhibition of constitutively activated Akt in PTEN negative U87MG cells." Biochemical and Biophysical 
Research Communications280(4): 1107-1115. 
Zong, G., X. W. Ye, L. Sun, H. X. Li, Z. J. Yu, F. B. Hu, Q. Sun and X. Lin (2012). "Associations of 
erythrocyte palmitoleic acid with adipokines, inflammatory markers, and the metabolic syndrome in 
middle-aged and older Chinese." American Journal of Clinical Nutrition96(5): 970-976. 
Zou, Y., K. J. Jung, J. W. Kim, B. P. Yu and H. Y. Chung (2003). "Alteration of soluble adhesion 
molecules during aging and their modulation by calorie restriction." Faseb Journal17(15): 320-+. 
Zou, Y., D. H. Kim, K. J. Jung, H.-S. Heo, C. H. Kim, H. S. Baik, B. P. Yu, T. Yokozawa and H. Y. Chung 
(2009). "Lysophosphatidylcholine Enhances Oxidative Stress Via the 5-Lipoxygenase Pathway in Rat 
Aorta During Aging." Rejuvenation Research12(1): 15-24. 
Zuo, Y., L. Qiang and S. R. Farmer (2006). "Activation of CCAAT/enhancer-binding protein (C/EBP) 
alpha expression by C/EBP beta during adipogenesis requires a peroxisome proliferator-activated 
receptor-gamma-associated repression of HDAC1 at the C/ebp alpha gene promoter." Journal of 
Biological Chemistry281(12): 7960-7967. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



286 
 

9 Appendices 

9.1 Linear correlation analysis tables 

 

 

Table 9.1: Linear correlation analysis of specific polyunsaturated fatty acids that were significantly 
associated with total PUFA.Significance is shown as *=p<0.05 and ****=p<0.0001. 
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Table9.2: Linear correlation analysis of PBMC cell surface markers: Significance is shown as *=p<0.05  



288 
 

 

Table 9.3 Linear correlation analysis of oxidative stress markers 
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Table 9.4:  Linear correlation analysis of inflammatory cytokines 

 

Table9.5: Linear correlation analysis of lipids 
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Table 9.6: Linear correlation analysis of glucose, insulin, HOMA-IR and HOMA-B 
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